
Tao Liu

ListhofhPublicationshbyhYearhinh
DescendinghOrder

Source:hhttps:yyexalyxcomyauthorvpdfy6615550ytaovliuvpublicationsvbyvyearxpdf

Version:h2024v04v24h

ThishdocumenthhashbeenhgeneratedhbasedhonhthehpublicationshandhcitationshrecordedhbyhexalyxcomxhForh

thehlatesthversionhofhthishpublicationhlistuhvisiththehlinkhgivenhabovex

ThehthirdhcolumnhishthehimpacthfactorhpIFrhofhthehjournaluhandhthehfourthhcolumnhishthehnumberhofh

citationshofhtheharticlex

57
papers

16,053
citations

30
h-index

68
g-index

68
ext. papers

21,152
ext. citations

14.5
avg, IF

5.98
L-index



k Paper IF Citations

57 MUygcyMzictatesMJUNMandMxwαcmediatedMyhromatinMRemodelingMatMEnhancerMSignaturesMinMyancerM
StemMyellsddMMolecularoCanceroResearchbM2022bM 6.6 2

56 MUygcyMintegratesMtypeMIIMinterferonMandMchromatinMremodelingMpathwaysMinMimmunosuppressionMofM
prostateMcancerddMOncoImmunologybM2022bMggbMhfhohon 7.2 2

55 αastMalignmentMandMpreprocessingMofMchromatinMprofilesMwithMyhromapdMNatureoCommunicationsbM
2021bMghbMlkll 17.4 1

54 SingleMcellMtranscriptomicsMrevealsMlineageMtrajectoryMofMretinalMganglionMcellsMinMwildctypeMandM
wtohmcnullMretinasdMNatureoCommunicationsbM2021bMghbMgjlk 17.4 10

53 wnMwLYREαcMYyNMcoactivatorMcomplexMdrivesMneuroblastomaMtumorigenesisMthroughMeffectsMonM
USPiMandMMYyNMstabilitydMNatureoCommunicationsbM2021bMghbMgnng 17.4 8

52 IzOgMExpressionMinMOvarianMyancerMInducesMPzcgMinMTMyellsMwrylMHydrocarbonMReceptorMwctivationdM
FrontiersoinoImmunologybM2021bMghbMlmnooo 8.4 7

51 HelicobacterMpyloricInducedMRevcerb˛–MαostersMκastricMxacteriaMyolonizationMbyMImpairingMHostM
InnateMandMwdaptiveMzefensedMCellularoandoMolecularoGastroenterologyoandoHepatologybM2021bMghbMiokcjhk7.9 3

50
wctivationMofMNαc˛”xMandMpiffeyxPMpotentiatesMcancerMchemoimmunotherapyMthroughMinductionMofM
MHycIMantigenMpresentationdMProceedingsoofotheoNationaloAcademyoofoSciencesoofotheoUnitedoStatesoofo
AmericabM2021bMggnbM

11.5 5

49 yzjaMTMcellsMfromMchildrenMwithMactiveMjuvenileMidiopathicMarthritisMshowMalteredMchromatinMfeaturesM
associatedMwithMtranscriptionalMabnormalitiesdMScientificoReportsbM2021bMggbMjfgg 4.9 2

48 EvolutionMofMzistinctMResponsesMtoMLowMNwzMStressMbyMRewiringMtheMSirhMzeacetylaseMNetworkMinM
YeastsdMGeneticsbM2020bMhgjbMnkkcnln 4 4

47 IntegrativeManalysesMofMsingleccellMtranscriptomeMandMregulomeMusingMMwESTROdMGenomeoBiologybM
2020bMhgbMgon 18.3 38

46 wmeliorationMofMautismclikeMsocialMdeficitsMbyMtargetingMhistoneMmethyltransferasesMEHMTgehMinM
ShankicdeficientMmicedMMolecularoPsychiatrybM2020bMhkbMhkgmchkii 15.1 26

45 HMMRwTwypMaMHiddenMMarkovMModeleRMforMwTwycseqdMNucleicoAcidsoResearchbM2019bMjmbMeog 20.1 33

44 SourcesMofMartifactMinMmeasurementsMofMlmwMandMjmyMabundanceMinMeukaryoticMgenomicMzNwdMBMCo
GenomicsbM2019bMhfbMjjk 4.5 56

43 JMJzlMisMaMtumorigenicMfactorMandMtherapeuticMtargetMinMneuroblastomadMNatureoCommunicationsbM
2019bMgfbMiigo 17.4 29

42 RobustMrepressionMofMtRNwMgeneMtranscriptionMduringMstressMrequiresMproteinMarginineMmethylationdM
LifeoScienceoAlliancebM2019bMhbM 5.8 3

41 yhromatinMlandscapesMandMgeneticMriskMforMjuvenileMidiopathicMarthritisdMArthritisoResearchoando
TherapybM2017bMgobMkm 5.7 7
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40 κenomecwideMidentificationMandMdifferentialManalysisMofMtranslationalMinitiationdMNatureo
CommunicationsbM2017bMnbMgmjo 17.4 47

39 yistromeMzataMxrowserpMaMdataMportalMforMyhIPcSeqMandMchromatinMaccessibilityMdataMinMhumanMandM
mousedMNucleicoAcidsoResearchbM2017bMjkbMzlknczllh 20.1 265

38 yhiLinpMaMcomprehensiveMyhIPcseqMandMzNasecseqMqualityMcontrolMandManalysisMpipelinedMBMCo
BioinformaticsbM2016bMgmbMjfj 3.6 72

37 yhromatinMlandscapesMandMgeneticMriskMinMsystemicMlupusdMArthritisoResearchoandoTherapybM2016bMgnbMhng 5.7 12

36 TRwNSyRIPTIONdMRecruitmentMofMRNwMpolymeraseMIIMbyMtheMpioneerMtranscriptionMfactorMPHwcjdM
SciencebM2015bMijnbMgimhcl 33.3 51

35 RegionalMcentromeresMinMtheMyeastMyandidaMlusitaniaeMlackMpericentromericMheterochromatindM
ProceedingsoofotheoNationaloAcademyoofoSciencesoofotheoUnitedoStatesoofoAmericabM2015bMgghbMghgiocjj 11.5 35

34
ziseasecwssociatedMSinglecNucleotideMPolymorphismsMαromMNoncodingMRegionsMinMJuvenileM
IdiopathicMwrthritisMwreMLocatedMWithinMorMwdjacentMtoMαunctionalMκenomicMElementsMofMHumanM
NeutrophilsMandMyzjaMTMyellsdMArthritisoandoRheumatologybM2015bMlmbMgollcmm

9.5 24

33 TheMhistoneMmethyltransferaseMzOTgLpMregulatoryMfunctionsMandMaMcancerMtherapyMtargetdMAmericano
JournaloofoCanceroResearchbM2015bMkbMhnhicim 4.4 27

32 wgmjpMJIwcwssociatedMSNPsMαromMNoncyodingMRegionsMwreMLocatedMWithinMorMwdjacentMtoMαunctionalM
κenomicMElementsMofMHumanMNeutrophilsdMArthritisoandoRheumatologybM2014bMllbMShhmcShhm 9.5 2

31 yomparativeManalysisMofMmetazoanMchromatinMorganizationdMNaturebM2014bMkghbMjjockh 50.4 265

30 wnMaminoMterminalMphosphorylationMmotifMregulatesMintranuclearMcompartmentalizationMofMOlighMinM
neuralMprogenitorMcellsdMJournaloofoNeurosciencebM2014bMijbMnkfmcgn 6.6 13

29 UseMmodelcbasedMwnalysisMofMyhIPcSeqMWMwySYMtoManalyzeMshortMreadsMgeneratedMbyMsequencingM
proteinczNwMinteractionsMinMembryonicMstemMcellsdMMethodsoinoMolecularoBiologybM2014bMggkfbMngcok 1.4 119

28 PolycombcindependentMactivityMofMEZHhMinMcastrationMresistantMprostateMcancerdMEpigeneticsoando
ChromatinbM2013bMlbM 5.8 78

27 yomputationalMmethodologyMforMyhIPcseqManalysisdMQuantitativeoBiologybM2013bMgbMkjcmf 3.9 20

26 κenomecwideMmapMofMnuclearMproteinMdegradationMshowsMNyoRgMturnoverMasMaMkeyMtoMmitochondrialM
geneMregulationdMCellbM2013bMgkkbMginfcok 56.2 40

25 PracticalMguidelinesMforMtheMcomprehensiveManalysisMofMyhIPcseqMdatadMPLoSoComputationaloBiologybM
2013bMobMegffiihl 5 166

24 yistromeαinderMforMyhIPcseqMandMzNasecseqMdataMreusedMBioinformaticsbM2013bMhobMgikhcj 7.2 15

23 EZHhMoncogenicMactivityMinMcastrationcresistantMprostateMcancerMcellsMisMPolycombcindependentdM
SciencebM2012bMiinbMgjlkco 33.3 585
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22 yhIPcseqMguidelinesMandMpracticesMofMtheMENyOzEMandMmodENyOzEMconsortiadMGenomeoResearchbM
2012bMhhbMgngicig 9.7 1211

21 yistromeMappMaMknowledgebaseMandMwebMserverMforMyhIPcSeqMandMzNasecSeqMstudiesMinMmouseMandM
humandMBioinformaticsbM2012bMhnbMgjggch 7.2 29

20 IdentifyingMyhIPcseqMenrichmentMusingMMwySdMNatureoProtocolsbM2012bMmbMgmhncjf 18.8 857

19 SystematicMevaluationMofMfactorsMinfluencingMyhIPcseqMfidelitydMNatureoMethodsbM2012bMobMlfocgj 21.6 112

18 UsingMMwySMtoMidentifyMpeaksMfromMyhIPcSeqMdatadMCurrentoProtocolsoinoBioinformaticsbM2011bM
yhapterMhbMUnitMhdgj 24.2 149

17 yistromepManMintegrativeMplatformMforMtranscriptionalMregulationMstudiesdMGenomeoBiologybM2011bMghbMRni 18.3 461

16 MMcyhIPMenablesMintegrativeManalysisMofMcrosscplatformMandMbetweenclaboratoryMyhIPcchipMorM
yhIPcseqMdatadMGenomeoBiologybM2011bMghbMRgg 18.3 18

15 yomputationalMdissectionMofMwrabidopsisMsmRNwomeMleadsMtoMdiscoveryMofMnovelMmicroRNwsMandM
shortMinterferingMRNwsMassociatedMwithMtranscriptionMstartMsitesdMGenomicsbM2011bMombMhikcji 4.3 7

14 wMcircadianMrhythmMorchestratedMbyMhistoneMdeacetylaseMiMcontrolsMhepaticMlipidMmetabolismdMScience
bM2011bMiigbMgigkco 33.3 507

13 xroadMchromosomalMdomainsMofMhistoneMmodificationMpatternsMinMydMelegansdMGenomeoResearchbM
2011bMhgbMhhmcil 9.7 208

12 wMcomprehensiveMviewMofMnuclearMreceptorMcancerMcistromesdMCanceroResearchbM2011bMmgbMlojfcm 10.1 99

11 IntegrativeManalysisMofMtheMyaenorhabditisMelegansMgenomeMbyMtheMmodENyOzEMprojectdMSciencebM
2010bMiifbMgmmkcnm 33.3 744

10 yEwSpMciscregulatoryMelementMannotationMsystemdMBioinformaticsbM2009bMhkbMhlfkcl 7.2 352

9 zifferentialMchromatinMmarkingMofMintronsMandMexpressedMexonsMbyMHiKilmeidMNatureoGeneticsbM
2009bMjgbMimlcng 36.3 509

8 MicroRNwcencodingMlongMnonccodingMRNwsdMBMCoGenomicsbM2008bMobMhil 4.5 53

7 ModelcbasedManalysisMofMyhIPcSeqMWMwySYdMGenomeoBiologybM2008bMobMRgim 18.3 8406

6 wnMunusualMhaplotypeMstructureMonMhumanMchromosomeMnphiMderivedMfromMtheMinversionM
polymorphismdMHumanoMutationbM2008bMhobMghfocgl 4.7 27

5 NONyOzEMvhdfpMdecodingMtheMnonccodingdMNucleicoAcidsoResearchbM2008bMilbMzgmfch 20.1 108
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4 MappingMtheMydMelegansMnoncodingMtranscriptomeMwithMaMwholecgenomeMtilingMmicroarraydMGenomeo
ResearchbM2007bMgmbMgjmgcm 9.7 49

3 ProfilingMyaenorhabditisMelegansMnonccodingMRNwMexpressionMwithMaMcombinedMmicroarraydMNucleico
AcidsoResearchbM2006bMijbMhomlcni 20.1 29

2 TheMzNwMsequencebMannotationMandManalysisMofMhumanMchromosomeMidMNaturebM2006bMjjfbMggojcn 50.4 43

1 HMMRwTwypMaMHiddenMMarkovMModeleRMforMwTwycseq 1
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