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i Paper IF Citations

176 scwtLImMmodelingMallelicMheterogeneityMinMsingleMcellsMrevealsMcontextZspecificMgeneticMregulationaaM
GenomepBiologyYM2022YMefYMk 18.3 0

175 vellelocationMmapsMfineZgrainedMcellMtypesMinMspatialMtranscriptomicsaaMNaturepBiotechnologyYM2022YM 44.5 18

174 IdentifyingMtemporalMandMspatialMpatternsMofMvariationMfromMmultimodalMdataMusingMMxyISTOaaM
NaturepMethodsYM2022YM 21.6 5

173 MUONmMmultimodalMomicsManalysisMframeworkaaMGenomepBiologyYM2022YMefYMge 18.3 1

172 zeneticMassociationsMatMregulatoryMphenotypesMimproveMfineZmappingMofMcausalMvariantsMforMdeM
immuneZmediatedMdiseasesaaMNaturepGeneticsYM2022YMhgYMehdZeie 36.3 1

171 SingleZcellMttlasMofMcommonMvariableMimmunodeficiencyMshowsMgerminalMcenterZassociatedM
epigeneticMdysregulationMinMuZcellMresponsesaaMNaturepCommunicationsYM2022YMdfYMdjjl 17.4 2

170 SubcloneZspecificMmicroenvironmentalMimpactMandMdrugMresponseMinMrefractoryMmultipleMmyelomaM
revealedMbyMsingleZcellMtranscriptomicsaMNaturepCommunicationsYM2021YMdeYMilic 17.4 9

169 TheMOrganoidMvellMttlasaMNaturepBiotechnologyYM2021YMflYMdfZdj 44.5 30

168 IdentificationMofMrareMandMcommonMregulatoryMvariantsMinMpluripotentMcellsMusingMpopulationZscaleM
transcriptomicsaMNaturepGeneticsYM2021YMhfYMfdfZfed 36.3 16

167 PopulationZscaleMsingleZcellMRNtZseqMprofilingMacrossMdopaminergicMneuronMdifferentiationaMNaturep
GeneticsYM2021YMhfYMfcgZfde 36.3 37

166  aplotypeZresolvedMdiverseMhumanMgenomesMandMintegratedManalysisMofMstructuralMvariationaMScience
YM2021YMfjeYM 33.3 100

165 xrosionMofMhumanMXMchromosomeMinactivationMcausesMmajorMremodelingMofMtheMiPSvMproteomeaMCellp
ReportsYM2021YMfhYMdclcfe 10.6 3

164 vomputationalMprinciplesMandMchallengesMinMsingleZcellMdataMintegrationaMNaturepBiotechnologyYM2021YM
flYMdeceZdedh 44.5 33

163 vellMsegmentationZfreeMinferenceMofMcellMtypesMfromMinMsituMtranscriptomicsMdataaMNaturep
CommunicationsYM2021YMdeYMfhgh 17.4 14

162 wissectingMindirectMgeneticMeffectsMfromMpeersMinMlaboratoryMmiceaMGenomepBiologyYM2021YMeeYMedi 18.3 0

161 IceRMimprovesMproteomeMcoverageMandMdataMcompletenessMinMglobalMandMsingleZcellMproteomicsaM
NaturepCommunicationsYM2021YMdeYMgjkj 17.4 7

160 MitochondrialMwNtMvariantsMmodulateMNZformylmethionineYMproteostasisMandMriskMofMlateZonsetM
humanMdiseasesaMNaturepMedicineYM2021YMejYMdhigZdhjh 50.5 4
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159 LargeZscaleMcisZMandMtransZeQTLManalysesMidentifyMthousandsMofMgeneticMlociMandMpolygenicMscoresM
thatMregulateMbloodMgeneMexpressionaMNaturepGeneticsYM2021YMhfYMdfccZdfdc 36.3 60

158 MOytXmMaMstatisticalMframeworkMforMcomprehensiveMintegrationMofMmultiZmodalMsingleZcellMdataaM
GenomepBiologyYM2020YMedYMddd 18.3 97

157 wiscoveryMandMqualityManalysisMofMaMcomprehensiveMsetMofMstructuralMvariantsMandMshortMtandemM
repeatsaMNaturepCommunicationsYM2020YMddYMelek 17.4 11

156 PropertiesMofMstructuralMvariantsMandMshortMtandemMrepeatsMassociatedMwithMgeneMexpressionMandM
complexMtraitsaMNaturepCommunicationsYM2020YMddYMelej 17.4 22

155 vardelinomMcomputationalMintegrationMofMsomaticMclonalMsubstructureMandMsingleZcellMtranscriptomesaM
NaturepMethodsYM2020YMdjYMgdgZged 21.6 17

154 uenchmarkingMsingleZcellMRNtZsequencingMprotocolsMforMcellMatlasMprojectsaMNaturepBiotechnologyYM
2020YMfkYMjgjZjhh 44.5 142

153 tMSingleZvellMTranscriptomicsMvRISPRZtctivationMScreenMIdentifiesMxpigeneticMRegulatorsMofMtheM
ZygoticMzenomeMtctivationMProgramaMCellpSystemsYM2020YMddYMehZgdael 10.6 27

152 xlevenMgrandMchallengesMinMsingleZcellMdataMscienceaMGenomepBiologyYM2020YMedYMfd 18.3 274

151 SingleZcellMRNtZsequencingMofMdifferentiatingMiPSMcellsMrevealsMdynamicMgeneticMeffectsMonMgeneM
expressionaMNaturepCommunicationsYM2020YMddYMkdc 17.4 76

150 RobustnessMandMapplicabilityMofMtranscriptionMfactorMandMpathwayManalysisMtoolsMonMsingleZcellM
RNtZseqMdataaMGenomepBiologyYM2020YMedYMfi 18.3 57

149 PanZcancerManalysisMofMwholeMgenomesaMNatureYM2020YMhjkYMkeZlf 50.4 840

148 zenomicMbasisMforMRNtMalterationsMinMcanceraMNatureYM2020YMhjkYMdelZdfi 50.4 148

147 PopulationZscaleMproteomeMvariationMinMhumanMinducedMpluripotentMstemMcellsaMELifeYM2020YMlYM 8.9 16

146 TheMPolygenicMandMMonogenicMuasisMofMuloodMTraitsMandMwiseasesaMCellYM2020YMdkeYMdedgZdefdaedd 56.2 96

145 LifeTimeMandMimprovingMxuropeanMhealthcareMthroughMcellZbasedMinterceptiveMmedicineaMNatureYM
2020YMhkjYMfjjZfki 50.4 56

144 NaiveMPluripotentMStemMvellsMxxhibitMPhenotypicMVariabilityMthatMIsMwrivenMbyMzeneticMVariationaMCellp
StempCellYM2020YMejYMgjcZgkdaei 18 16

143 tMPanZcancerMTranscriptomeMtnalysisMRevealsMPervasiveMRegulationMthroughMtlternativeMPromotersaM
CellYM2019YMdjkYMdgihZdgjjaedj 56.2 56

142 ModelingMvellZvellMInteractionsMfromMSpatialMMolecularMwataMwithMSpatialMVarianceMvomponentM
tnalysisaMCellpReportsYM2019YMelYMeceZeddaei 10.6 57

(2019-2021)
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141 MultiZomicsMvharacterizationMofMInteractionZmediatedMvontrolMofM umanMProteinMtbundanceMlevelsaM
MolecularpandpCellularpProteomicsYM2019YMdkYMSddgZSdeh 7.6 4

140 TheMKipoiMrepositoryMacceleratesMcommunityMexchangeMandMreuseMofMpredictiveMmodelsMforM
genomicsaMNaturepBiotechnologyYM2019YMfjYMhleZicc 44.5 69

139 StructuralMrearrangementsMgenerateMcellZspecificYMgeneZindependentMvRISPRZvaslMlossMofMfitnessM
effectsaMGenomepBiologyYM2019YMecYMej 18.3 22

138 vombinedMsingleZcellMprofilingMofMexpressionMandMwNtMmethylationMrevealsMsplicingMregulationMandM
heterogeneityaMGenomepBiologyYM2019YMecYMfc 18.3 36

137 ScreeningMforMgenesMthatMaccelerateMtheMepigeneticMagingMclockMinMhumansMrevealsMaMroleMforMtheM
 fKfiMmethyltransferaseMNSwdaMGenomepBiologyYM2019YMecYMdgi 18.3 36

136 SystematicMgeneticManalysisMofMtheMM vMregionMrevealsMmechanisticMunderpinningsMofM LtMtypeM
associationsMwithMdiseaseaMELifeYM2019YMkYM 8.9 12

135 IdentifyingMxxtrinsicMversusMIntrinsicMwriversMofMVariationMinMvellMuehaviorMinM umanMiPSvMLinesMfromM
 ealthyMwonorsaMCellpReportsYM2019YMeiYMecjkZeckjaef 10.6 16

134 VireomMuayesianMdemultiplexingMofMpooledMsingleZcellMRNtZseqMdataMwithoutMgenotypeMreferenceaM
GenomepBiologyYM2019YMecYMejf 18.3 46

133 MultiZomicsMprofilingMofMmouseMgastrulationMatMsingleZcellMresolutionaMNatureYM2019YMhjiYMgkjZgld 50.4 137

132 tMlinearMmixedZmodelMapproachMtoMstudyMmultivariateMgeneZenvironmentMinteractionsaMNaturep
GeneticsYM2019YMhdYMdkcZdki 36.3 63

131 wNtMmethylationMdefinesMregionalMidentityMofMhumanMintestinalMepithelialMorganoidsMandMundergoesM
dynamicMchangesMduringMdevelopmentaMGutYM2019YMikYMglZid 19.2 73

130 scNMTZseqMenablesMjointMprofilingMofMchromatinMaccessibilityMwNtMmethylationMandMtranscriptionMinM
singleMcellsaMNaturepCommunicationsYM2018YMlYMjkd 17.4 303

129 zeneralizedMcorrelationMmeasureMusingMcountMstatisticsMforMgeneMexpressionMdataMwithMorderedM
samplesaMBioinformaticsYM2018YMfgYMidjZieg 7.2 7

128 xxpressionMttlasmMgeneMandMproteinMexpressionMacrossMmultipleMstudiesMandMorganismsaMNucleicpAcidsp
ResearchYM2018YMgiYMwegiZwehd 20.1 222

127 SpatialwxmMidentificationMofMspatiallyMvariableMgenesaMNaturepMethodsYM2018YMdhYMfgfZfgi 21.6 153

126 vomprehensiveMtnalysisMofMtlternativeMSplicingMtcrossMTumorsMfromMkYjchMPatientsaMCancerpCellYM
2018YMfgYMeddZeegaei 24.3 327

125 zenomeZScaleMOscillationsMinMwNtMMethylationMduringMxxitMfromMPluripotencyaMCellpSystemsYM2018YMjYMifZjiaede10.6 44

124 ReplyaMGastroenterologyYM2018YMdhhYMefcZefd 13.3

Oliver Stegle

4



123 TheMgermlineMgeneticMcomponentMofMdrugMsensitivityMinMcancerMcellMlinesaMNaturepCommunicationsYM
2018YMlYMffkh 17.4 24

122 MultiZOmicsMyactorMtnalysisZaMframeworkMforMunsupervisedMintegrationMofMmultiZomicsMdataMsetsaM
MolecularpSystemspBiologyYM2018YMdgYMekdeg 12.2 287

121
wNtMMethylationMandMTranscriptionMPatternsMinMIntestinalMxpithelialMvellsMyromMPediatricMPatientsM
WithMInflammatoryMuowel´ wiseasesMwifferentiateMwiseaseMSubtypesMandMtssociateMWithMOutcomeaM
GastroenterologyYM2018YMdhgYMhkhZhlk

13.3 126

120 InteractionsMbetweenMgeneticMvariationMandMcellularMenvironmentMinMskeletalMmuscleMgeneM
expressionaMPLoSpONEYM2018YMdfYMecdlhjkk 3.7 9

119 zenomeZwideManalysisMofMdifferentialMtranscriptionalMandMepigeneticMvariabilityMacrossMhumanM
immuneMcellMtypesaMGenomepBiologyYM2017YMdkYMdk 18.3 70

118 zenomicMRearrangementsMinMvonsideredMasMQuantitativeMTraitsaMGeneticsYM2017YMechYMdgehZdggd 4 15

117 SingleZcellMRNtZseqMandMcomputationalManalysisMusingMtemporalMmixtureMmodellingMresolvesMThdbTfhM
fateMbifurcationMinMmalariaaMSciencepImmunologyYM2017YMeYM 28 171

116 PromoterMshapeMvariesMacrossMpopulationsMandMaffectsMpromoterMevolutionMandMexpressionMnoiseaM
NaturepGeneticsYM2017YMglYMhhcZhhk 36.3 51

115 weepvpzmMaccurateMpredictionMofMsingleZcellMwNtMmethylationMstatesMusingMdeepMlearningaMGenomep
BiologyYM2017YMdkYMij 18.3 226

114 MultiZtissueMwNtMmethylationMageMpredictorMinMmouseaMGenomepBiologyYM2017YMdkYMik 18.3 220

113 vommonMgeneticMvariationMdrivesMmolecularMheterogeneityMinMhumanMiPSvsaMNatureYM2017YMhgiYMfjcZfjh 50.4 294

112 VitaminMtZRetinoicMtcidMSignalingMRegulatesM ematopoieticMStemMvellMwormancyaMCellYM2017YMdilYMkcjZkefaedl56.2 200

111 WholeZzenomeMSequencingMvoupledMtoMImputationMwiscoversMzeneticMSignalsMforMtnthropometricM
TraitsaMAmericanpJournalpofpHumanpGeneticsYM2017YMdccYMkihZkkg 11 74

110 zeneticMvariantsMregulatingMexpressionMlevelsMandMisoformMdiversityMduringMembryogenesisaMNatureYM
2017YMhgdYMgceZgci 50.4 39

109 OpenMTargetsmMaMplatformMforMtherapeuticMtargetMidentificationMandMvalidationaMNucleicpAcidspResearch
YM2017YMghYMwlkhZwllg 20.1 241

108 easyzWtSmMtMvloudZuasedMPlatformMforMvomparingMtheMResultsMofMzenomeZWideMtssociationM
StudiesaMPlantpCellYM2017YMelYMhZdl 11.6 56

107 TheM umanMvellMttlasM2017YM 41

106 SingleZcellMepigenomicsmMRecordingMtheMpastMandMpredictingMtheMfutureaMScienceYM2017YMfhkYMilZjh 33.3 237

(2017-2018)
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105 zeneticMVariationMinMtheMSocialMxnvironmentMvontributesMtoM ealthMandMwiseaseaMPLoSpGeneticsYM2017
YMdfYMedcciglk 6 53

104 fZscLVMmMscalableMandMversatileMfactorManalysisMforMsingleZcellMRNtZseqaMGenomepBiologyYM2017YMdkYMede 18.3 63

103 zenomicMweterminantsMofMProteinMtbundanceMVariationMinMvolorectalMvancerMvellsaMCellpReportsYM
2017YMecYMeecdZeedg 10.6 64

102 zenomeZwideMmappingMofMgeneticMdeterminantsMinfluencingMwNtMmethylationMandMgeneMexpressionM
inMhumanMhippocampusaMNaturepCommunicationsYM2017YMkYMdhdd 17.4 37

101 PlateletMfunctionMisMmodifiedMbyMcommonMsequenceMvariationMinMmegakaryocyteMsuperMenhancersaM
NaturepCommunicationsYM2017YMkYMdichk 17.4 30

100 TheM umanMvellMttlasaMELifeYM2017YMiYM 8.9 937

99 JointMgeneticManalysisMusingMvariantMsetsMrevealsMpolygenicMgeneZcontextMinteractionsaMPLoSpGeneticsYM
2017YMdfYMedcciilf 6 12

98 zWtSMforMexecutiveMfunctionMandMprocessingMspeedMsuggestsMinvolvementMofMtheMvtwMeMgeneaM
MolecularpPsychiatryYM2016YMedYMdklZdlj 15.1 85

97 LineageZSpecificMzenomeMtrchitectureMLinksMxnhancersMandMNonZcodingMwiseaseMVariantsMtoMTargetM
zeneMPromotersaMCellYM2016YMdijYMdfilZdfkgaedl 56.2 556

96 zeneticMwriversMofMxpigeneticMandMTranscriptionalMVariationMinM umanMImmuneMvellsaMCellYM2016YMdijYMdflkZdgdgaeeg56.2 339

95 weepMlearningMforMcomputationalMbiologyaMMolecularpSystemspBiologyYM2016YMdeYMkjk 12.2 733

94 ModellingMlocalMgeneMnetworksMincreasesMpowerMtoMdetectMtransZactingMgeneticMeffectsMonMgeneM
expressionaMGenomepBiologyYM2016YMdjYMff 18.3 16

93 ParallelMsingleZcellMsequencingMlinksMtranscriptionalMandMepigeneticMheterogeneityaMNaturepMethodsYM
2016YMdfYMeelZefe 21.6 430

92 tMhighZcontentMplatformMtoMcharacteriseMhumanMinducedMpluripotentMstemMcellMlinesaMMethodsYM2016YM
liYMkhZli 4.6 28

91 LimitedMvontributionMofMwNtMMethylationMVariationMtoMxxpressionMRegulationMinMtrabidopsisM
thalianaaMPLoSpGeneticsYM2016YMdeYMedccidgd 6 68

90 zenevodeqmMqualityMscoreMcompressionMandMimprovedMgenotypingMusingMaMuayesianMframeworkaM
BioinformaticsYM2016YMfeYMfdegZfdfe 7.2 14

89 WarpedMMatrixMyactorisationMforMMultiZviewMwataMIntegrationaMLecturepNotespinpComputerpScienceYM
2016YMjklZkcg 0.9 1

88 vomputationalManalysisMofMcellZtoZcellMheterogeneityMinMsingleZcellMRNtZsequencingMdataMrevealsM
hiddenMsubpopulationsMofMcellsaMNaturepBiotechnologyYM2015YMffYMdhhZic 44.5 778
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87 xfficientMsetMtestsMforMtheMgeneticManalysisMofMcorrelatedMtraitsaMNaturepMethodsYM2015YMdeYMjhhZk 21.6 70

86 vomputationalMassignmentMofMcellZcycleMstageMfromMsingleZcellMtranscriptomeMdataaMMethodsYM2015YM
khYMhgZid 4.6 259

85 venturyZscaleMmethylomeMstabilityMinMaMrecentlyMdivergedMtrabidopsisMthalianaMlineageaMPLoSp
GeneticsYM2015YMddYMedccglec 6 104

84 tMrandomMforestMapproachMtoMcaptureMgeneticMeffectsMinMtheMpresenceMofMpopulationMstructureaM
NaturepCommunicationsYM2015YMiYMjgfe 17.4 50

83  umanMgenomicsaMxffectMofMpredictedMproteinZtruncatingMgeneticMvariantsMonMtheMhumanM
transcriptomeaMScienceYM2015YMfgkYMiiiZl 33.3 170

82 tMglobalMreferenceMforMhumanMgeneticMvariationaMNatureYM2015YMheiYMikZjg 50.4 8599

81 tnMintegratedMmapMofMstructuralMvariationMinMeYhcgMhumanMgenomesaMNatureYM2015YMheiYMjhZkd 50.4 1368

80 zenomeZwideMstudiesMofMverbalMdeclarativeMmemoryMinMnondementedMolderMpeoplemMtheMvohortsMforM
 eartMandMtgingMResearchMinMzenomicMxpidemiologyMconsortiumaMBiologicalpPsychiatryYM2015YMjjYMjglZif 7.9 48

79 xstimationMofMyreeZLivingMxnergyMxxpenditureMbyM eartMRateMandMMovementMSensingmMtM
woublyZLabelledMWaterMStudyaMPLoSpONEYM2015YMdcYMecdfjeci 3.7 86

78 vomputationalMandManalyticalMchallengesMinMsingleZcellMtranscriptomicsaMNaturepReviewspGeneticsYM
2015YMdiYMdffZgh 30.1 736

77 IntegrativeMgenomeZwideManalysisMofMtheMdeterminantsMofMRNtMsplicingMinMkidneyMrenalMclearMcellM
carcinomaaMPacificpSymposiumponpBiocomputingpPacificpSymposiumponpBiocomputingYM2015YMggZhh 1.3 4

76 PersonalizedMmedicinemMfromMgenotypesYMmolecularMphenotypesMandMtheMquantifiedMselfYMtowardsM
improvedMmedicineaMPacificpSymposiumponpBiocomputingpPacificpSymposiumponpBiocomputingYM2015YMfgeZi 1.3 12

75 wNtMmethylationMinMtrabidopsisMhasMaMgeneticMbasisMandMshowsMevidenceMofMlocalMadaptationaMELifeYM
2015YMgYMechehh 8.9 300

74 tuthorMresponsemMwNtMmethylationMinMtrabidopsisMhasMaMgeneticMbasisMandMshowsMevidenceMofMlocalM
adaptationM2015YM 2

73 SingleZcellMgenomeZwideMbisulfiteMsequencingMforMassessingMepigeneticMheterogeneityaMNaturep
MethodsYM2014YMddYMkdjZkec 21.6 673

72 tMcomprehensiveMassessmentMofMRNtZseqMaccuracyYMreproducibilityMandMinformationMcontentMbyMtheM
SequencingMQualityMvontrolMvonsortiumaMNaturepBiotechnologyYM2014YMfeYMlcfZdg 44.5 618

71 PersonalizedMmedicinemMfromMgenotypesMandMmolecularMphenotypesMtowardsMtherapyZMsessionM
introductionaMPacificpSymposiumponpBiocomputingpPacificpSymposiumponpBiocomputingYM2014YMdlYMeegZk 1.3 1

70 WarpedMlinearMmixedMmodelsMforMtheMgeneticManalysisMofMtransformedMphenotypesaMNaturep
CommunicationsYM2014YMhYMgklc 17.4 35

(2014-2015)
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69 PxRSONtLIZxwMMxwIvINxmMyROMMzxNOTYPxSYMMOLxvULtRMP xNOTYPxSMtNwMT xMQUtNTIyIxwM
SxLyYMTOWtRwSMIMPROVxwMMxwIvINxM2014YM 4

68 xxtensiveMcisZregulatoryMvariationMrobustMtoMenvironmentalMperturbationMinMtrabidopsisaMPlantpCellYM
2014YMeiYMgelkZfdc 11.6 53

67 TranscriptomeMandMgenomeMsequencingMuncoversMfunctionalMvariationMinMhumansaMNatureYM2013YMhcdYMhciZdd50.4 1323

66 tMLassoMmultiZmarkerMmixedMmodelMforMassociationMmappingMwithMpopulationMstructureMcorrectionaM
BioinformaticsYM2013YMelYMeciZdg 7.2 76

65 zenotypeZenvironmentMinteractionsMrevealMcausalMpathwaysMthatMmediateMgeneticMeffectsMonM
phenotypeaMPLoSpGeneticsYM2013YMlYMedccfkcf 6 63

64 tccurateMdetectionMofMdifferentialMRNtMprocessingaMNucleicpAcidspResearchYM2013YMgdYMhdklZlk 20.1 30

63 tMPalaeolithicZtypeMdietMcausesMstrongMtissueZspecificMeffectsMonMectopicMfatMdepositionMinMobeseM
postmenopausalMwomenaMJournalpofpInternalpMedicineYM2013YMejgYMijZji 10.8 35

62 wetectingMregulatoryMgeneZenvironmentMinteractionsMwithMunmeasuredMenvironmentalMfactorsaM
BioinformaticsYM2013YMelYMdfkeZl 7.2 10

61
PxRSONtLIZxwMMxwIvINxmMyROMMzxNOTYPxSMtNwMMOLxvULtRMP xNOTYPxSMTOWtRwSM
vOMPUTxwMT xRtPYaMPacificpSymposiumponpBiocomputingpPacificpSymposiumponpBiocomputingYM2013
YMdkYMdjdZdjg

1.3

60 UsingMprobabilisticMestimationMofMexpressionMresidualsMUPxxRVMtoMobtainMincreasedMpowerMandM
interpretabilityMofMgeneMexpressionManalysesaMNaturepProtocolsYM2012YMjYMhccZj 18.8 460

59 trabidopsisMdefenseMagainstMuotrytisMcinereamMchronologyMandMregulationMdecipheredMbyM
highZresolutionMtemporalMtranscriptomicManalysisaMPlantpCellYM2012YMegYMfhfcZhj 11.6 233

58 JointMmodellingMofMconfoundingMfactorsMandMprominentMgeneticMregulatorsMprovidesMincreasedM
accuracyMinMgeneticalMgenomicsMstudiesaMPLoSpComputationalpBiologyYM2012YMkYMedcceffc 5 74

57 PatternsMofMcisMregulatoryMvariationMinMdiverseMhumanMpopulationsaMPLoSpGeneticsYM2012YMkYMedcceifl 6 361

56 ShapePhenomMunsupervisedMextractionMofMshapeMphenotypesMfromMbiologicalMimageMcollectionsaM
BioinformaticsYM2012YMekYMdccdZk 7.2 4

55 SpontaneousMepigeneticMvariationMinMtheMtrabidopsisMthalianaMmethylomeaMNatureYM2011YMgkcYMeghZl 50.4 533

54 WholeZgenomeMsequencingMofMmultipleMtrabidopsisMthalianaMpopulationsaMNaturepGeneticsYM2011YMgfYMlhiZif36.3 737

53 xfficientMbranchZandZboundMtechniquesMforMtwoZlocusMassociationMmappingaMBMCpBioinformaticsYM
2011YMdeYM 3.6 1

52 MultipleMreferenceMgenomesMandMtranscriptomesMforMtrabidopsisMthalianaaMNatureYM2011YMgjjYMgdlZef 50.4 495
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51 JointMgeneticManalysisMofMgeneMexpressionMdataMwithMinferredMcellularMphenotypesaMPLoSpGeneticsYM
2011YMjYMedccdeji 6 57

50 tMtoolboxMforMpredictingMgZquadruplexMformationMandMstabilityaMJournalpofpNucleicpAcidsYM2010YMecdcYM 2.3 40

49 tMrobustMuayesianMtwoZsampleMtestMforMdetectingMintervalsMofMdifferentialMgeneMexpressionMinM
microarrayMtimeMseriesaMJournalpofpComputationalpBiologyYM2010YMdjYMfhhZij 1.7 67

48 tMuayesianMframeworkMtoMaccountMforMcomplexMnonZgeneticMfactorsMinMgeneMexpressionMlevelsMgreatlyM
increasesMpowerMinMeQTLMstudiesaMPLoSpComputationalpBiologyYM2010YMiYMedcccjjc 5 295

47 StatisticalMTestsMforMwetectingMwifferentialMRNtZTranscriptMxxpressionMfromMReadMvountsaMNaturep
PrecedingsYM2010YM 10

46 PredictingMandMunderstandingMtheMstabilityMofMzZquadruplexesaMBioinformaticsYM2009YMehYMifjgZke 7.2 81

45 InferenceMalgorithmsMandMlearningMtheoryMforMuayesianMsparseMfactorManalysisaMJournalpofpPhysics:p
ConferencepSeriesYM2009YMdljYMcdecce 0.3 3

44 tMRobustMuayesianMTwoZSampleMTestMforMwetectingMIntervalsMofMwifferentialMzeneMxxpressionMinM
MicroarrayMTimeMSeriesaMLecturepNotespinpComputerpScienceYM2009YMecdZedi 0.9 1

43 zaussianMprocessMrobustMregressionMforMnoisyMheartMrateMdataaMIEEEpTransactionsponpBiomedicalp
EngineeringYM2008YMhhYMedgfZhd 5 134

42 yIS yactormMtMProbabilisticMyactorMModelMforMSpatialMTranscriptomicsMwataMwithMSubcellularMResolution 1

41 tMspatialMmultiZomicsMatlasMofMtheMhumanMlungMrevealsMaMnovelMimmuneMcellMsurvivalMniche 8

40 wiscoveryMandMQualityMtnalysisMofMaMvomprehensiveMSetMofMStructuralMVariantsMandMShortMTandemMRepeats 2

39 zenomicMpropertiesMofMstructuralMvariantsMandMshortMtandemMrepeatsMthatMimpactMgeneMexpressionM
andMcomplexMtraitsMinMhumans 3

38 SpatialwxemMyastMandMlocalizedMvarianceMcomponentManalysisMofMspatialMtranscriptomics 2

37 LIMIXmMgeneticManalysisMofMmultipleMtraits 50

36 vommonMgeneticMvariationMdrivesMmolecularMheterogeneityMinMhumanMIPSvs 7

35 tccurateMpredictionMofMsingleZcellMwNtMmethylationMstatesMusingMdeepMlearning 14

34 TemporalMmixtureMmodellingMofMsingleZcellMRNtZseqMdataMresolvesMaMvwgXMTMcellMfateMbifurcation 4

(-2011)
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33 scNMTZseqMenablesMjointMprofilingMofMchromatinMaccessibilityMwNtMmethylationMandMtranscriptionMinM
singleMcells 4

32 SpatialwxMZMIdentificationMofMspatiallyMvariableMgenes 5

31 zenomicMbasisMforMRNtMalterationsMrevealedMbyMwholeZgenomeManalysesMofMejMcancerMtypes 10

30 zeneticMassociationsMatMregulatoryMphenotypesMimproveMfineZmappingMofMcausalMvariantsMforMtwelveM
immuneZmediatedMdiseases 8

29 zeneticMtnalysesMofMuloodMvellMStructureMforMuiologicalMandMPharmacologicalMInference 3

28 TheMPolygenicMandMMonogenicMuasisMofMuloodMTraitsMandMwiseases 3

27 IdentifyingMtemporalMandMspatialMpatternsMofMvariationMfromMmultiZmodalMdataMusingMMxyISTO 6

26 vomprehensiveMmappingMofMtissueMcellMarchitectureMviaMintegratedMsingleMcellMandMspatialMtranscriptomics 36

25 weMnovoMassemblyMofMigMhaplotypeZresolvedMhumanMgenomesMofMdiverseMancestryMandMintegratedM
analysisMofMstructuralMvariation 3

24 zermlineMdeterminantsMofMtheMsomaticMmutationMlandscapeMinMeYigeMcancerMgenomes 13

23 MultiZOmicsMfactorManalysisMZMaMframeworkMforMunsupervisedMintegrationMofMmultiZomicMdataMsets 7
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