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STUbLs in chromatin and genome stability. Biopolymers, 2013, 99, 146-154.

Functional Antagonism between Sas3 and Gen5 Acetyltransferases and ISWI Chromatin Remodelers.

PLoS Genetics, 2012, 8, e1002994. 35 26

Suppression Analf/ss of<i>esal<[i>Mutants in<i>Saccharomyces cerevisiae</i>Links<i>NAB3<[i>to
Transcriptional Silencing and Nucleolar Functions. G3: Genes, Genomes, Genetics, 2012, 2, 1223-1232.

Homocitrate synthase connects amino acid metabolism to chromatin functions through Esal and DNA 5.9 24
damage. Genes and Development, 2010, 24, 1903-1913. )

Collaboration Between the Essential Esal Acetyltransferase and the Rpd3 Deacetylase Is Mediated by
H4K12 Histone Acetylation in <i>Saccharomyces cerevisiae</i>. Genetics, 2009, 183, 149-160.

Crystal Structure and Functional Analysis of Homocitrate Synthase, an Essential Enzyme in Lysine

Biosynthesis. Journal of Biological Chemistry, 2009, 284, 35769-35780. 3.4 34

MYSTs mark chromatin for chromosomal functions. Current Opinion in Cell Biology, 2008, 20, 326-333.

SIx5 Promotes Transcriptional Silencing and Is Required for Robust Growth in the Absence of Sir2. 9.3 o7
Molecular and Cellular Biology, 2008, 28, 1361-1372. :

New Nomenclature for Chromatin-Modifying Enzymes. Cell, 2007, 131, 633-636.
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Critical interactions between chromatin modifiers. FASEB Journal, 2006, 20, .
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