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l Paper IF Citations

382 slectronHqaptureHrissociationHofH ultiplyHqhargedHγroteinHqationsVHoHαonergodicHγrocessVHJournalh
ofhthehAmericanhChemicalhSocietyTH1998THYZXTHaZdcUaZdd 16.4 1658

381 γroteoformhHaHsingleHtermHdescribingHproteinHcomplexityVHNaturehMethodsTH2013THYXTHYfdUe 21.6 857

380 slectronHcaptureHdissociationHforHstructuralHcharacterizationHofHmultiplyHchargedHproteinHcationsVH
AnalyticalhChemistryTH2000THeZTHcdaUea 7.8 852

379 sZvZHisHrequiredHforHgerminalHcenterHformationHandHsomaticHsZvZHmutationsHpromoteHlymphoidH
transformationVHCancerhCellTH2013THZaTHdeeUgZ 24.3 547

378  appingHintactHproteinHisoformsHinHdiscoveryHmodeHusingHtopUdownHproteomicsVHNatureTH2011THbfXTHZcbUf50.4 520

377 TopHrownHversusHpottomHUpHγroteinHqharacterizationHbyHTandemHvighUResolutionH assH
SpectrometryVHJournalhofhthehAmericanhChemicalhSocietyTH1999THYZYTHfXdUfYZ 16.4 496

376 γeerHReviewedhHTopUrownHγroteomicsVHAnalyticalhChemistryTH2004THedTHYgdHoUZXaHo 7.8 445

375 recodingHproteinHmodificationsHusingHtopUdownHmassHspectrometryVHNaturehMethodsTH2007THbTHfYeUZY 21.6 392

374 γrecisionHproteomicshHtheHcaseHforHhighHresolutionHandHhighHmassHaccuracyVHProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH2008THYXcTHYfYaZUf 11.5 348

373 zocalizationHofHlabileHposttranslationalHmodificationsHbyHelectronHcaptureHdissociationhHtheHcaseHofH
gammaUcarboxyglutamicHacidVHAnalyticalhChemistryTH1999THeYTHbZcXUa 7.8 346

372 oHroadmapHforHnaturalHproductHdiscoveryHbasedHonHlargeUscaleHgenomicsHandHmetabolomicsVHNatureh
ChemicalhBiologyTH2014THYXTHgdaUf 11.7 343

371 vowHmanyHhumanHproteoformsHareHtheremVHNaturehChemicalhBiologyTH2018THYbTHZXdUZYb 11.7 324

370 γrogressHinHTopUrownHγroteomicsHandHtheHonalysisHofHγroteoformsVHAnnualhReviewhofhAnalyticalh
ChemistryTH2016THgTHbggUcYg 12.5 322

369 TopHrownHproteomicshHfactsHandHperspectivesVHBiochemicalhandhBiophysicalhResearchh
CommunicationsTH2014THbbcTHdfaUga 3.4 317

368
ueneticallyHencodedHshortHpeptideHtagHforHversatileHproteinHlabelingHbyHSfpHphosphopantetheinylH
transferaseVHProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH2005TH
YXZTHYcfYcUZX

11.5 291

367 oHmonovalentHstreptavidinHwithHaHsingleHfemtomolarHbiotinHbindingHsiteVHNaturehMethodsTH2006THaTHZdeUea21.6 274

366 TheH  SsTHhistoneHmethylHtransferaseHswitchesHglobalHhistoneHmethylationHandHaltersHgeneH
expressionHinHtPbiYbQHmultipleHmyelomaHcellsVHBloodTH2011THYYeTHZYYUZX 2.2 257
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365 qompleteHproteinHcharacterizationHusingHtopUdownHmassHspectrometryHandHultravioletH
photodissociationVHJournalhofhthehAmericanhChemicalhSocietyTH2013THYacTHYZdbdUcY 16.4 255

364 uaseousHqonformationalHStructuresHofHqytochromeHcVHJournalhofhthehAmericanhChemicalhSocietyTH
1998THYZXTHbeaZUbebX 16.4 247

363 zossHofHpoγYHfunctionHleadsHtoHsZvZUdependentHtransformationVHNaturehMedicineTH2015THZYTHYabbUg 50.5 231

362 qertainHandHprogressiveHmethylationHofHhistoneHvbHatHlysineHZXHduringHtheHcellHcycleVHMolecularhandh
CellularhBiologyTH2008THZfTHbdfUfd 4.8 226

361 TherapeuticHtargetingHofHpolycombHandHpsTHbromodomainHproteinsHinHdiffuseHintrinsicHpontineH
gliomasVHNaturehMedicineTH2017THZaTHbgaUcXX 50.5 225

360 oHcomputationalHframeworkHtoHexploreHlargeUscaleHbiosyntheticHdiversityVHNaturehChemicalhBiologyTH
2020THYdTHdXUdf 11.7 211

359 QuantitativeHanalysisHofHmodifiedHproteinsHandHtheirHpositionalHisomersHbyHtandemHmassH
spectrometryhHhumanHhistoneHvbVHAnalyticalhChemistryTH2006THefTHbZeYUfX 7.8 205

358 ottomoleUsensitivityHelectrosprayHsourceHforHlargeUmoleculeHmassHspectrometryVHAnalyticalh
ChemistryTH1995THdeTHafXZUc 7.8 197

357 γroSightHγT HZVXhHimprovedHproteinHidentificationHandHcharacterizationHforHtopHdownHmassH
spectrometryVHNucleichAcidshResearchTH2007THacTHWeXYUd 20.1 196

356 zacticinHbfYhHinHvitroHreconstitutionHofHlantibioticHsynthetaseHactivityVHScienceTH2004THaXaTHdegUfY 33.3 196

355 γervasiveHcombinatorialHmodificationHofHhistoneHvaHinHhumanHcellsVHNaturehMethodsTH2007THbTHbfeUg 21.6 195

354 riscoveryHandHinHvitroHbiosynthesisHofHhaloduracinTHaHtwoUcomponentHlantibioticVHProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH2006THYXaTHYeZbaUf 11.5 190

353 wnformaticsHandHmultiplexingHofHintactHproteinHidentificationHinHbacteriaHandHtheHarchaeaVHNatureh
BiotechnologyTH2001THYgTHgcZUe 44.5 189

352 reconstructionHofHiterativeHmultidomainHpolyketideHsynthaseHfunctionVHScienceTH2008THaZXTHZbaUd 33.3 185

351  assHspectrometricHcharacterizationHofHhumanHhistoneHvahHaHbirdOsHeyeHviewVHJournalhofhProteomeh
ResearchTH2006THcTHZbXUe 5.6 173

350 svolutionHofHtranslationHmachineryHinHrecodedHbacteriaHenablesHmultiUsiteHincorporationHofH
nonstandardHaminoHacidsVHNaturehBiotechnologyTH2015THaaTHYZeZUYZeg 44.5 172

349 γroSightHγT hHanHintegratedHenvironmentHforHproteinHidentificationHandHcharacterizationHbyH
topUdownHmassHspectrometryVHNucleichAcidshResearchTH2004THaZTHWabXUc 20.1 167

348 γrocessingHcomplexHmixturesHofHintactHproteinsHforHdirectHanalysisHbyHmassHspectrometryVHAnalyticalh
ChemistryTH2002THebTHZgZaUg 7.8 161

(2002-2013)
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347 αegativeHregulationHofHαtUkappapHactionHbyHSetgUmediatedHlysineHmethylationHofHtheHReloHsubunitVH
EMBOhJournalTH2009THZfTHYXccUdd 13 159

346 RapidHSequencingHofHβligonucleotidesHbyHvighUResolutionH assHSpectrometryVHJournalhofhtheh
AmericanhChemicalhSocietyTH1994THYYdTHbfgaUbfge 16.4 153

345
qombinatorialHmodificationHofHhumanHhistoneHvbHquantitatedHbyHtwoUdimensionalHliquidH
chromatographyHcoupledHwithHtopHdownHmassHspectrometryVHJournalhofhBiologicalhChemistryTH2008TH
ZfaTHYbgZeUae

5.4 149

344
richlorinationHofHaHpyrrolylUSUcarrierHproteinHbyHtorvZUdependentHhalogenaseHγltoHduringH
pyoluteorinHbiosynthesisVHProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaTH2005THYXZTHYafbaUf

11.5 149

343 γroSightHzitehHuraphicalHsoftwareHtoHanalyzeHtopUdownHmassHspectrometryHdataVHProteomicsTH2015TH
YcTHYZacUYZaf 4.8 145

342
qonvergenceHofHisopreneHandHpolyketideHbiosyntheticHmachineryhHisoprenylUSUcarrierHproteinsHinHtheH
pksXHpathwayHofHpacillusHsubtilisVHProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaTH2006THYXaTHfgeeUfZ

11.5 144

341 γreciseHcharacterizationHofHhumanHhistonesHinHtheHvZoHgeneHfamilyHbyHtopHdownHmassHspectrometryVH
JournalhofhProteomehResearchTH2006THcTHZbfUca 5.6 142

340 ShotgunHannotationHofHhistoneHmodificationshHaHnewHapproachHforHstreamlinedHcharacterizationHofH
proteinsHbyHtopHdownHmassHspectrometryVHJournalhofhthehAmericanhChemicalhSocietyTH2004THYZdTHaafdUe 16.4 141

339 βnHtheHscalabilityHandHrequirementsHofHwholeHproteinHmassHspectrometryVHAnalyticalhChemistryTH
2011THfaTHdfdfUeb 7.8 139

338
ossemblyHlineHenzymologyHbyHmultimodularHnonribosomalHpeptideHsynthetaseshHtheHthioesteraseH
domainHofHsVHcoliHsnttHcatalyzesHbothHelongationHandHcyclolactonizationVHChemistryhandhBiologyTH
1999THdTHafcUbXX

138

337 pestHpracticesHandHbenchmarksHforHintactHproteinHanalysisHforHtopUdownHmassHspectrometryVHNatureh
MethodsTH2019THYdTHcfeUcgb 21.6 137

336
vistoneHmethyltransferaseH  SsTWαSrZHaltersHsZvZHbindingHandHreprogramsHtheHmyelomaH
epigenomeHthroughHglobalHandHfocalHchangesHinHvayadHandHvayZeHmethylationVHPLoShGeneticsTH2014
THYXTHeYXXbcdd

6 137

335
tacileHdetectionHofHacylHandHpeptidylHintermediatesHonHthiotemplateHcarrierHdomainsHviaH
phosphopantetheinylHeliminationHreactionsHduringHtandemHmassHspectrometryVHBiochemistryTH2006TH
bcTHYZecdUdd

3.2 132

334 ThiaminHbiosynthesisHinHsscherichiaHcoliVHwdentificationHofHThiSHthiocarboxylateHasHtheHimmediateH
sulfurHdonorHinHtheHthiazoleHformationVHJournalhofhBiologicalhChemistryTH1998THZeaTHYdcccUdX 5.4 128

333 tromHproteinHcomplexesHtoHsubunitHbackboneHfragmentshHaHmultiUstageHapproachHtoHnativeHmassH
spectrometryVHAnalyticalhChemistryTH2013THfcTHYYYdaUea 7.8 126

332 WebHandHdatabaseHsoftwareHforHidentificationHofHintactHproteinsHusingHJtopHdownJHmassH
spectrometryVHAnalyticalhChemistryTH2003THecTHbXfYUd 7.8 126

331 onalysisHofHintactHmonoclonalHantibodyHwguYHbyHelectronHtransferHdissociationHβrbitrapHtT SVH
MolecularhandhCellularhProteomicsTH2012THYYTHYecfUde 7.6 124

330 retectionHandHlocalizationHofHproteinHmodificationsHbyHhighHresolutionHtandemHmassHspectrometryVH
MasshSpectrometryhReviewsTH2005THZbTHYZdUab 11 121
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329 zargeUscaleHtopUdownHproteomicsHofHtheHhumanHproteomehHmembraneHproteinsTHmitochondriaTHandH
senescenceVHMolecularhandhCellularhProteomicsTH2013THYZTHabdcUea 7.6 118

328 UnitHresolutionHmassHspectraHofHYYZHkraHmoleculesHwithHaHraHaccuracyVHJournalhofhthehAmericanh
SocietyhforhMasshSpectrometryTH1997THfTHafXUafa 3.5 117

327 qellUfreeHproteinHsynthesisHfromHaHreleaseHfactorHYHdeficientHsscherichiaHcoliHactivatesHefficientHandH
multipleHsiteUspecificHnonstandardHaminoHacidHincorporationVHACShSynthetichBiologyTH2014THaTHagfUbXg 5.7 114

326 oHproteomicsHapproachHtoHdiscoveringHnaturalHproductsHandHtheirHbiosyntheticHpathwaysVHNatureh
BiotechnologyTH2009THZeTHgcYUd 44.5 113

325 qellUfreeHproteinHsynthesisHfromHgenomicallyHrecodedHbacteriaHenablesHmultisiteHincorporationHofH
noncanonicalHaminoHacidsVHNaturehCommunicationsTH2018THgTHYZXa 17.4 110

324 oHscalableHplatformHtoHidentifyHfungalHsecondaryHmetabolitesHandHtheirHgeneHclustersVHNatureh
ChemicalhBiologyTH2017THYaTHfgcUgXY 11.7 108

323
vydroxymalonylUacylHcarrierHproteinHPoqγQHandHaminomalonylUoqγHareHtwoHadditionalHtypeHwH
polyketideHsynthaseHextenderHunitsVHProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaTH2006THYXaTHYbabgUcb

11.5 108

322 zacticinHbfYHsynthetaseHphosphorylatesHitsHsubstrateHduringHlantibioticHproductionVHJournalhofhtheh
AmericanhChemicalhSocietyTH2005THYZeTHYcaaZUa 16.4 108

321 TopUdownHproteomicsHonHaHchromatographicHtimeHscaleHusingHlinearHionHtrapHfourierHtransformH
hybridHmassHspectrometersVHAnalyticalhChemistryTH2007THegTHegfbUgY 7.8 107

320 veterologousHproductionHofHfosfomycinHandHidentificationHofHtheHminimalHbiosyntheticHgeneHclusterVH
ChemistryhandhBiologyTH2006THYaTHYYeYUfZ 104

319
tacileHsynthesisHofHsiteUspecificallyHacetylatedHandHmethylatedHhistoneHproteinshHreagentsHforH
evaluationHofHtheHhistoneHcodeHhypothesisVHProceedingshofhthehNationalhAcademyhofhScienceshofhtheh
UnitedhStateshofhAmericaTH2003THYXXTHYZXaaUf

11.5 104

318
TotalHkineticHanalysisHrevealsHhowHcombinatorialHmethylationHpatternsHareHestablishedHonHlysinesHZeH
andHadHofHhistoneHvaVHProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaTH2012THYXgTHYacbgUcb

11.5 102

317 γroteoformsHasHtheHnextHproteomicsHcurrencyVHScienceTH2018THacgTHYYXdUYYXe 33.3 101

316 piosynthesisHofHpipecolicHacidHbyHRapzTHaHlysineHcyclodeaminaseHencodedHinHtheHrapamycinHgeneH
clusterVHJournalhofhthehAmericanhChemicalhSocietyTH2006THYZfTHafafUbe 16.4 101

315 qonstructionHofHaHhybridHquadrupoleWtourierHtransformHionHcyclotronHresonanceHmassHspectrometerH
forHversatileH SW SHaboveHYXHkraVHJournalhofhthehAmericanhSocietyhforhMasshSpectrometryTH2004THYcTHYXggUYXf3.5 101

314 γroSightHzitehHgraphicalHsoftwareHtoHanalyzeHtopUdownHmassHspectrometryHdataVHProteomicsTH2015TH
YcTHYZacUf 4.8 100

313 γreferentialHdimethylationHofHhistoneHvbHlysineHZXHbyHSuvbUZXVHJournalhofhBiologicalhChemistryTH2008TH
ZfaTHYZXfcUgZ 5.4 98

312 vistoneHvaybHmonomethylationHcatalyzedHbyHTrrHandHmammalianHqβ γoSSUlikeHproteinsHatH
enhancersHisHdispensableHforHdevelopmentHandHviabilityVHNaturehGeneticsTH2017THbgTHYdbeUYdca 36.3 97

(2017-2013)
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311 sfficientHsequenceHanalysisHofHtheHsixHgeneHproductsHPeUebHkraQHfromHtheHsscherichiaHcoliHthiaminH
biosyntheticHoperonHbyHtandemHhighUresolutionHmassHspectrometryVHProteinhScienceTH1998THeTHYegdUfXY 6.3 97

310 ueneUspecificHcharacterizationHofHhumanHhistoneHvZpHbyHelectronHcaptureHdissociationVHJournalhofh
ProteomehResearchTH2006THcTHZaaUg 5.6 97

309 oHproteaseHforHOmiddleUdownOHproteomicsVHNaturehMethodsTH2012THgTHfZZUb 21.6 95

308 UnusualHtransformationsHinHtheHbiosynthesisHofHtheHantibioticHphosphinothricinHtripeptideVHNatureh
ChemicalhBiologyTH2007THaTHbfXUc 11.7 94

307 rirectedHevolutionHofHtheHnonribosomalHpeptideHsynthetaseHodmyHgeneratesHnewHandrimidH
derivativesHinHvivoVHChemistryhandhBiologyTH2011THYfTHdXYUe 91

306  assHspectrometryUbasedHdiscoveryHofHcircadianHpeptidesVHProceedingshofhthehNationalhAcademyhofh
ScienceshofhthehUnitedhStateshofhAmericaTH2008THYXcTHYZcZeUaZ 11.5 88

305  utantUwrvYUdependentHchromatinHstateHreprogrammingTHreversibilityTHandHpersistenceVHNatureh
GeneticsTH2018THcXTHdZUeZ 36.3 86

304 αineHenzymesHareHrequiredHforHassemblyHofHtheHpacidamycinHgroupHofHpeptidylHnucleosideH
antibioticsVHJournalhofhthehAmericanhChemicalhSocietyTH2011THYaaTHcZbXUa 16.4 85

303
TargetedHanalysisHandHdiscoveryHofHposttranslationalHmodificationsHinHproteinsHfromHmethanogenicH
archaeaHbyHtopUdownH SVHProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaTH2004THYXYTHZdefUfa

11.5 85

302 γreciseHandHparallelHcharacterizationHofHcodingHpolymorphismsTHalternativeHsplicingTHandH
modificationsHinHhumanHproteinsHbyHmassHspectrometryVHMolecularhandhCellularhProteomicsTH2005THbTHYXXZUf7.6 85

301 riversityHofHomyloidUbetaHγroteoformsHinHtheHolzheimerOsHriseaseHprainVHScientifichReportsTH2017THeTHgcZX4.9 84

300 onalysisHofHintactHproteinHisoformsHbyHmassHspectrometryVHJournalhofhBiologicalhChemistryTH2011TH
ZfdTHZcbcYUf 5.4 83

299 SizeUsortingHcombinedHwithHimprovedHnanocapillaryHliquidHchromatographyUmassHspectrometryHforH
identificationHofHintactHproteinsHupHtoHfXHkraVHAnalyticalhChemistryTH2010THfZTHYZabUbb 7.8 83

298 TopUdownHcharacterizationHofHendogenousHproteinHcomplexesHwithHnativeHproteomicsVHNatureh
ChemicalhBiologyTH2018THYbTHadUbY 11.7 82

297 oHrobustHtwoUdimensionalHseparationHforHtopUdownHtandemHmassHspectrometryHofHtheHlowUmassH
proteomeVHJournalhofhthehAmericanhSocietyhforhMasshSpectrometryTH2009THZXTHZYfaUgY 3.5 81

296
oHphosphopantetheinylatingHpolyketideHsynthaseHproducingHaHlinearHpolyeneHtoHinitiateHenediyneH
antitumorHantibioticHbiosynthesisVHProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaTH2008THYXcTHYbdXUc

11.5 80

295 TheHemergingHprocessHofHTopHrownHmassHspectrometryHforHproteinHanalysishHbiomarkersTH
proteinUtherapeuticsTHandHachievingHhighHthroughputVHMolecularhBioSystemsTH2010THdTHYcaZUg 79

294 wdentificationHandHQuantificationHofHγroteoformsHbyH assHSpectrometryVHProteomicsTH2019THYgTHeYfXXadY4.8 77
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293  easurementHofHacetylationHturnoverHatHdistinctHlysinesHinHhumanHhistonesHidentifiesHlongUlivedH
acetylationHsitesVHNaturehCommunicationsTH2013THbTHZZXa 17.4 76

292 svaluationHofHtheHcompactHhighUfieldHorbitrapHforHtopUdownHproteomicsHofHhumanHcellsVHJournalhofh
ProteomehResearchTH2012THYYTHbaXfUYb 5.6 75

291 TheHemergenceHofHtopUdownHproteomicsHinHclinicalHresearchVHGenomehMedicineTH2013THcTHca 14.4 74

290
tRαoUdependentHpeptideHbondHformationHbyHtheHtransferaseHγacpHinHbiosynthesisHofHtheH
pacidamycinHgroupHofHpentapeptidylHnucleosideHantibioticsVHProceedingshofhthehNationalhAcademyhofh
ScienceshofhthehUnitedhStateshofhAmericaTH2011THYXfTHYZZbgUca

11.5 74

289  etabologenomicshHqorrelationHofH icrobialHueneHqlustersHwithH etabolitesHrrivesHriscoveryHofHaH
αonribosomalHγeptideHwithHanHUnusualHominoHocidH onomerVHACShCentralhScienceTH2016THZTHggUYXf 16.8 73

288 QuantitationHandHwdentificationHofHThousandsHofHvumanHγroteoformsHbelowHaXHkraVHJournalhofh
ProteomehResearchTH2016THYcTHgedUfZ 5.6 73

287 TheHfirstHpilotHprojectHofHtheHconsortiumHforHtopUdownHproteomicshHaHstatusHreportVHProteomicsTH2014
THYbTHYYaXUbX 4.8 73

286
ulobalHassessmentHofHcombinatorialHpostUtranslationalHmodificationHofHcoreHhistonesHinHyeastHusingH
contemporaryHmassHspectrometryVHzYSbHtrimethylationHcorrelatesHwithHdegreeHofHacetylationHonHtheH
sameHvaHtailVHJournalhofhBiologicalhChemistryTH2007THZfZTHZegZaUab

5.4 73

285 opplyingHlabelUfreeHquantitationHtoHtopHdownHproteomicsVHAnalyticalhChemistryTH2014THfdTHbgdYUf 7.8 72

284 vistoneHvYHphosphorylationHisHassociatedHwithHtranscriptionHbyHRαoHpolymerasesHwHandHwwVHJournalhofh
CellhBiologyTH2010THYfgTHbXeUYc 7.3 72

283 StructureHdeterminationHandHinterceptionHofHbiosyntheticHintermediatesHforHtheHplantazolicinHclassH
ofHhighlyHdiscriminatingHantibioticsVHACShChemicalhBiologyTH2011THdTHYaXeUYa 4.9 71

282 UTXWyr doHzossHsnhancesHtheH alignantHγhenotypeHofH ultipleH yelomaHandHSensitizesHqellsHtoH
sZvZHinhibitionVHCellhReportsTH2017THZYTHdZfUdbX 10.6 70

281 qloningTHexpressionTHandHbiochemicalHcharacterizationHofHStreptomycesHrubellomurinusHgenesH
requiredHforHbiosynthesisHofHantimalarialHcompoundHtRgXXXgfVHChemistryhandhBiologyTH2008THYcTHedcUeX 70

280 UltravioletHphotodissociationHforHcharacterizationHofHwholeHproteinsHonHaHchromatographicHtimeH
scaleVHAnalyticalhChemistryTH2014THfdTHZYfcUgZ 7.8 69

279
sndogenousHpeptideHdiscoveryHofHtheHratHcircadianHclockhHaHfocusedHstudyHofHtheHsuprachiasmaticH
nucleusHbyHultrahighHperformanceHtandemHmassHspectrometryVHMolecularhandhCellularhProteomicsTH
2010THgTHZfcUge

7.6 69

278 TopUdownHapproachesHforHmeasuringHexpressionHratiosHofHintactHyeastHproteinsHusingHtourierH
transformHmassHspectrometryVHAnalyticalhChemistryTH2006THefTHdfdUgb 7.8 69

277  olecularUlevelHdescriptionHofHproteinsHfromHsaccharomycesHcerevisiaeHusingHquadrupoleHtTHhybridH
massHspectrometryHforHtopHdownHproteomicsVHAnalyticalhChemistryTH2004THedTHZfcZUf 7.8 69

276 wmprovingHcellUfreeHproteinHsynthesisHthroughHgenomeHengineeringHofHsscherichiaHcoliHlackingH
releaseHfactorHYVHChemBioChemTH2015THYdTHfbbUca 3.8 68

(2015-2013)
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275 TheHbiosynthesisHofHmethanobactinVHScienceTH2018THacgTHYbYYUYbYd 33.3 68

274 βptimizingHcapillaryHelectrophoresisHforHtopUdownHproteomicsHofHaXUfXHkraHproteinsVHProteomicsTH
2014THYbTHYYcfUdb 4.8 68

273 wncorporationHofHnonmethylHbranchesHbyHisoprenoidUlikeHlogichHmultipleHbetaUalkylationHeventsHinHtheH
biosynthesisHofHmyxovirescinHoYVHChemistryhandhBiologyTH2007THYbTHfacUbd 67

272 wdentificationHandHqharacterizationHofHvumanHγroteoformsHbyHTopUrownHzqUZYHTeslaHtTUwqRH assH
SpectrometryVHJournalhofhProteomehResearchTH2017THYdTHYXfeUYXgd 5.6 66

271 wnterpretingHtopUdownHmassHspectraHusingHspectralHalignmentVHAnalyticalhChemistryTH2008THfXTHZbggUcXc 7.8 65

270 yineticHandHmassHspectrometricHanalysisHofHpaXXHhistoneHacetyltransferaseHdomainHautoacetylationVH
JournalhofhBiologicalhChemistryTH2006THZfYTHbXZgZUaXY 5.4 64

269 zargeUscaleHmetabolomicsHrevealsHaHcomplexHresponseHofHospergillusHnidulansHtoHepigeneticH
perturbationVHACShChemicalhBiologyTH2015THYXTHYcacUbY 4.9 63

268 wnHVitroHReconstructionHofHαonribosomalHγeptideHpiosynthesisHrirectlyHfromHrαoHUsingHqellUtreeH
γroteinHSynthesisVHACShSynthetichBiologyTH2017THdTHagUbb 5.7 62

267 occurateHSequenceHonalysisHofHaH onoclonalHontibodyHbyHTopUrownHandH iddleUrownHβrbitrapH
 assHSpectrometryHopplyingH ultipleHwonHoctivationHTechniquesVHAnalyticalhChemistryTH2018THgXTHfbZYUfbZg7.8 61

266 TopHdownHmassHspectrometryHofH olecularHandHqellularHγroteomicsTH2006THcTHYbUZc 7.6 61

265 αewHandHautomatedH SnHapproachesHforHtopUdownHidentificationHofHmodifiedHproteinsVHJournalhofh
thehAmericanhSocietyhforhMasshSpectrometryTH2005THYdTHZXZeUaf 3.5 61

264 TheHqUscorehHaHpayesianHframeworkHtoHsharplyHimproveHproteoformHscoringHinHhighUthroughputHtopH
downHproteomicsVHJournalhofhProteomehResearchTH2014THYaTHaZaYUbX 5.6 60

263 TheHemergingHlandscapeHofHsingleUmoleculeHproteinHsequencingHtechnologiesVHNaturehMethodsTH
2021THYfTHdXbUdYe 21.6 60

262  oUTHVUTHandHteUαitrogenasesHUseHaHUniversalHsightUslectronHReductiveUsliminationH echanismHToH
ochieveHαHReductionVHBiochemistryTH2019THcfTHaZgaUaaXY 3.2 59

261 TandemHmassHspectrometryHwithHultrahighHmassHaccuracyHclarifiesHpeptideHidentificationHbyH
databaseHretrievalVHJournalhofhProteomehResearchTH2009THfTHaebUg 5.6 59

260 TheHloadingHmoduleHofHmycosubtilinhHanHadenylationHdomainHwithHfattyHacidHselectivityVHJournalhofh
thehAmericanhChemicalhSocietyTH2007THYZgTHdaddUe 16.4 59

259 odvancingHTopUdownHonalysisHofHtheHvumanHγroteomeHUsingHaHpenchtopHQuadrupoleUβrbitrapH
 assHSpectrometerVHJournalhofhProteomehResearchTH2017THYdTHdXgUdYf 5.6 58

258 TopHdownHproteomicsHofHhumanHmembraneHproteinsHfromHenrichedHmitochondrialHfractionsVH
AnalyticalhChemistryTH2013THfcTHYffXUf 7.8 58
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257 slucidatingHtheHsubstrateHspecificityHandHcondensationHdomainHactivityHofHtkbγTHtheHtycZXH
pipecolateUincorporatingHenzymeVHBiochemistryTH2005THbbTHcggaUdXXZ 3.2 58

256 vighUThroughputHonalysisHofHwntactHvumanHγroteinsHUsingHUVγrHandHvqrHonHanHβrbitrapH assH
SpectrometerVHJournalhofhProteomehResearchTH2017THYdTHZXeZUZXeg 5.6 57

255 JγroteotypingJhHpopulationHproteomicsHofHhumanHleukocytesHusingHtopHdownHmassHspectrometryVH
AnalyticalhChemistryTH2008THfXTHZfceUdd 7.8 57

254 TissueUspecificHexpressionHandHpostUtranslationalHmodificationHofHhistoneHvaHvariantsVHJournalhofh
ProteomehResearchTH2008THeTHbZZcUad 5.6 56

253 γroteinHassemblyHlineHcomponentsHinHprodigiosinHbiosynthesishHcharacterizationHofHγigoTuTvTwTxVH
JournalhofhthehAmericanhChemicalhSocietyTH2006THYZfTHYZdXXUY 16.4 56

252 vistoneHvYHlossHdrivesHlymphomaHbyHdisruptingHarHchromatinHarchitectureVHNatureTH2021THcfgTHZggUaXc 50.4 56

251 RobustHanalysisHofHtheHyeastHproteomeHunderHcXHkraHbyHmolecularUmassUbasedHfractionationHandH
topUdownHmassHspectrometryVHAnalyticalhChemistryTH2012THfbTHZXgUYc 7.8 54

250 αeuropeptidomicsHofHtheHsupraopticHratHnucleusVHJournalhofhProteomehResearchTH2008THeTHbggZUcXXa 5.6 54

249 wntegratedHpottomUUpHandHTopUrownHγroteomicsHofHγatientUrerivedHpreastHTumorHXenograftsVH
MolecularhandhCellularhProteomicsTH2016THYcTHbcUcd 7.6 53

248 rissectingHnonUribosomalHandHpolyketideHbiosyntheticHmachineriesHusingHelectrosprayHionizationH
tourierUTransformHmassHspectrometryVHNaturalhProducthReportsTH2006THZaTHfgaUgYf 15.1 53

247 TowardHefficientHanalysisHofHleXHkraHproteinsHwithHYXXMHsequenceHcoverageVHProteomicsTH2001THYTHgZeUaa4.8 53

246 sxpansionHforHtheHprachylophosaurusHcanadensisHqollagenHwHSequenceHandHodditionalHsvidenceHofH
theHγreservationHofHqretaceousHγroteinVHJournalhofhProteomehResearchTH2017THYdTHgZXUgaZ 5.6 52

245 yineticsHofHreUestablishingHvayegHmethylationHmarksHinHglobalHhumanHchromatinVHJournalhofh
BiologicalhChemistryTH2010THZfcTHaZeefUaZefd 5.4 52

244 qomprehensiveHphosphoproteinHanalysisHofHlinkerHhistoneHvYHfromHTetrahymenaHthermophilaVH
MolecularhandhCellularhProteomicsTH2006THcTHYcgaUdXg 7.6 52

243 qharacterizationHofHaHnewHtailoringHdomainHinHpolyketideHbiogenesishHtheHamineHtransferaseHdomainH
ofH ycoHinHtheHmycosubtilinHgeneHclusterVHJournalhofhthehAmericanhChemicalhSocietyTH2005THYZeTHYbgfdUe 16.4 52

242 tungalHartificialHchromosomesHforHminingHofHtheHfungalHsecondaryHmetabolomeVHBMChGenomicsTH
2015THYdTHaba 4.5 51

241  ultiplexedHmassHspectrometryHofHindividualHionsHimprovesHmeasurementHofHproteoformsHandHtheirH
complexesVHNaturehMethodsTH2020THYeTHagYUagb 21.6 50

240
UnabridgedHonalysisHofHvumanHvistoneHvaHbyHrifferentialHTopUrownH assHSpectrometryHRevealsH
vypermethylatedHγroteoformsHfromH  SsTWαSrZHβverexpressionVHMolecularhandhCellularh
ProteomicsTH2016THYcTHeedUgX

7.6 49

(2016-2005)

9



239 spiproteomicshHquantitativeHanalysisHofHhistoneHmarksHandHcodesHbyHmassHspectrometryVHCurrenth
OpinionhinhChemicalhBiologyTH2016THaaTHYbZUcX 9.7 49

238  appingHγroteoformsHandHγroteinHqomplexesHtromHyingHqobraHVenomHUsingHpothHrenaturingHandH
αativeHTopUdownHγroteomicsVHMolecularhandhCellularhProteomicsTH2016THYcTHZbZaUab 7.6 49

237 γolyunsaturatedHfattyUacidUlikeHtransUenoylHreductasesHutilizedHinHpolyketideHbiosynthesisVHJournalh
ofhthehAmericanhChemicalhSocietyTH2008THYaXTHYYdYbUd 16.4 49

236 uenomeUwideHhighUthroughputHminingHofHnaturalUproductHbiosyntheticHgeneHclustersHbyHphageH
displayVHChemistryhandhBiologyTH2007THYbTHaXaUYZ 49

235
TheHbifunctionalHglycerylHtransferaseWphosphataseHβzmpHbelongingHtoHtheHvorHsuperfamilyHthatH
divertsHYTaUbisphosphoglycerateHintoHpolyketideHbiosynthesisVHJournalhofhthehAmericanhChemicalh
SocietyTH2006THYZfTHYXafdUe

16.4 49

234 wnHvivoHprocessingHandHantibioticHactivityHofHmicrocinHpYeHanalogsHwithHvaryingHringHcontentHandH
alteredHbisheterocyclicHsitesVHChemistryhandhBiologyTH1999THdTHaXcUYf 49

233 onHinformaticHframeworkHforHdecodingHproteinHcomplexesHbyHtopUdownHmassHspectrometryVHNatureh
MethodsTH2016THYaTHZaeUbX 21.6 48

232 RedoxHmetabolitesHsignalHpolymicrobialHbiofilmHdevelopmentHviaHtheHαapoHoxidativeHstressHcascadeH
inHospergillusVHCurrenthBiologyTH2015THZcTHZgUae 6.3 48

231
ThiaminaseHwHPbZHkraQHheterogeneityTHsequenceHrefinementTHandHactiveHsiteHlocationHfromH
highUresolutionHtandemHmassHspectrometryVHJournalhofhthehAmericanhSocietyhforhMasshSpectrometryTH
1995THdTHgfYUb

3.5 48

230  echanisticHstudiesHonHthiaminaseHwVHβverexpressionHandHidentificationHofHtheHactiveHsiteH
nucleophileVHJournalhofhBiologicalhChemistryTH1996THZeYTHabbcUcZ 5.4 48

229  utantHsZvZHwnducesHaHγreUmalignantHzymphomaHαicheHbyHReprogrammingHtheHwmmuneHResponseVH
CancerhCellTH2020THaeTHdccUdeaVeYY 24.3 47

228
γreciseHcharacterizationHofHyRoSbbHproteoformsHinHhumanHcolorectalHcellsHandHtumorsHrevealsH
mutationWmodificationHcrossUtalkVHProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaTH2018THYYcTHbYbXUbYbc

11.5 47

227  echanismHofHαHReductionHqatalyzedHbyHteUαitrogenaseHwnvolvesHReductiveHsliminationHofHvVH
BiochemistryTH2018THceTHeXYUeYX 3.2 47

226 ristributiveHandHdirectionalHbehaviorHofHlantibioticHsynthetasesHrevealedHbyHhighUresolutionHtandemH
massHspectrometryVHJournalhofhthehAmericanhChemicalhSocietyTH2009THYaYTHYZZcfUdb 16.4 47

225  ildHperformicHacidHoxidationHenhancesHchromatographicHandHtopHdownHmassHspectrometricH
analysesHofHhistonesVHMolecularhandhCellularhProteomicsTH2007THdTHYcYXUZd 7.6 47

224
piosynthesisHofHtheHbetaUaminoHacidHmoietyHofHtheHenediyneHantitumorHantibioticHqUYXZeHfeaturingH
betaUaminoHacylUSUcarrierHproteinHintermediatesVHJournalhofhthehAmericanhChemicalhSocietyTH2005TH
YZeTHYYcgbUc

16.4 47

223 βverexpressionHofHrecombinantHproteinsHwithHaHqUterminalHthiocarboxylatehHimplicationsHforHproteinH
semisynthesisHandHthiaminHbiosynthesisVHProteinhScienceTH1998THeTHYfagUbZ 6.3 46

222 USγeHqooperatesHwithHαβTqvYHtoHrriveHtheHβncogenicHTranscriptionalHγrogramHinHTUqellHzeukemiaVH
ClinicalhCancerhResearchTH2019THZcTHZZZUZag 12.9 46
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221 αativeHtopUdownHmassHspectrometryHprovidesHinsightsHintoHtheHcopperHcentersHofHmembraneUboundH
methaneHmonooxygenaseVHNaturehCommunicationsTH2019THYXTHZdec 17.4 45

220  assHSpectrometryHandHontibodyUpasedHqharacterizationHofHploodHVesselsHfromHprachylophosaurusH
canadensisVHJournalhofhProteomehResearchTH2015THYbTHcZcZUdZ 5.6 44

219 QuantitativeHpeptidomicsHforHdiscoveryHofHcircadianUrelatedHpeptidesHfromHtheHratHsuprachiasmaticH
nucleusVHJournalhofhProteomehResearchTH2013THYZTHcfcUga 5.6 44

218 SurveysHofHnonUribosomalHpeptideHandHpolyketideHassemblyHlinesHinHfungiHandHprospectsHforHtheirH
analysisHinHvitroHandHinHvivoVHFungalhGeneticshandhBiologyTH2011THbfTHbgUdY 3.9 44

217 wntactHmassHdetectionTHinterpretationTHandHvisualizationHtoHautomateHTopUrownHproteomicsHonHaH
largeHscaleVHProteomicsTH2010THYXTHacfgUge 4.8 44

216 γroteomicsUbasedHdiscoveryHofHkoranimineTHaHcyclicHimineHnaturalHproductVHJournalhofhthehAmericanh
ChemicalhSocietyTH2011THYaaTHeaYdUg 16.4 43

215
wdentificationHofHmodificationHsitesHinHlargeHbiomoleculesHbyHstableHisotopeHlabelingHandHtandemH
highHresolutionHmassHspectrometryVHTheHactiveHsiteHnucleophileHofHthiaminaseHwVHJournalhofhBiologicalh
ChemistryTH1997THZeZTHaZZYcUZX

5.4 43

214 revelopingHtopHdownHproteomicsHtoHmaximizeHproteomeHandHsequenceHcoverageHfromHcellsHandH
tissuesVHCurrenthOpinionhinhChemicalhBiologyTH2013THYeTHefeUgb 9.7 42

213 StructuralHcharacterizationHofHinHvitroHandHinHvivoHintermediatesHonHtheHloadingHmoduleHofH
microcystinHsynthetaseVHACShChemicalhBiologyTH2006THYTHgaUYXZ 4.9 42

212 snhancedHbindingHofHantibodiesHgeneratedHduringHchronicHvwVHinfectionHtoHmucusHcomponentH
 UqYdVHMucosalhImmunologyTH2016THgTHYcbgUYccf 9.2 41

211 oHselectiveHchemicalHprobeHforHcoenzymeHoUrequiringHenzymesVHAngewandtehChemiehvhInternationalh
EditionTH2007THbdTHedZYUb 16.4 41

210 qolibactinHassemblyHlineHenzymesHuseHSUadenosylmethionineHtoHbuildHaHcyclopropaneHringVHNatureh
ChemicalhBiologyTH2017THYaTHYXdaUYXdc 11.7 40

209 SeparationHofHvariantHmethylatedHhistoneHtailsHbyHdifferentialHionHmobilityVHAnalyticalhChemistryTH
2012THfbTHdaYeUZX 7.8 40

208 tourierUtransformHmassHspectrometryHforHautomatedHfragmentationHandHidentificationHofHcUZXHkraH
proteinsHinHmixturesVHElectrophoresisTH2002THZaTHaZYeUZa 3.6 40

207 wonHmobilityHseparationHofHvariantHhistoneHtailsHextendingHtoHtheHJmiddleUdownJHrangeVHAnalyticalh
ChemistryTH2012THfbTHbZeYUd 7.8 39

206 wnterrogationHofHglobalHactiveHsiteHoccupancyHofHaHfungalHiterativeHpolyketideHsynthaseHrevealsH
strategiesHforHmaintainingHbiosyntheticHfidelityVHJournalhofhthehAmericanhChemicalhSocietyTH2012THYabTHdfdcUee16.4 39

205  odernHmassHspectrometryHforHsyntheticHbiologyHandHstructureUbasedHdiscoveryHofHnaturalH
productsVHNaturalhProducthReportsTH2016THaaTHgbZUcX 15.1 39

204 γrecisionHTargetingHwithHsZvZHandHvroqHwnhibitorsHinHspigeneticallyHrysregulatedHzymphomasVH
ClinicalhCancerhResearchTH2019THZcTHcZeYUcZfa 12.9 38

(2019-2019)
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203 qharacterizationHofHneurohistoneHvariantsHandHpostUtranslationalHmodificationsHbyHelectronHcaptureH
dissociationHmassHspectrometryVHInternationalhJournalhofhMasshSpectrometryTH2007THZcgTHYfbUYgd 1.9 38

202  assHspectrometricHinterrogationHofHthioesterUboundHintermediatesHinHtheHinitialHstagesHofH
epothiloneHbiosynthesisVHChemistryhandhBiologyTH2004THYYTHaZeUac 38

201 TranslationHsystemHengineeringHinHsscherichiaHcoliHenhancesHnonUcanonicalHaminoHacidHincorporationH
intoHproteinsVHBiotechnologyhandhBioengineeringTH2017THYYbTHYXebUYXfd 4.9 37

200 oHcellUbasedHapproachHtoHtheHhumanHproteomeHprojectVHJournalhofhthehAmericanhSocietyhforhMassh
SpectrometryTH2012THZaTHYdYeUZb 3.5 37

199
oHketoreductaseHdomainHinHtheHγksxHproteinHofHtheHbacillaeneHassemblyHlineHcarriesHoutHbothHalphaUH
andHbetaUketoneHreductionHduringHchainHgrowthVHProceedingshofhthehNationalhAcademyhofhScienceshofh
thehUnitedhStateshofhAmericaTH2008THYXcTHYZfXgUYb

11.5 37

198
αuclearHlocalizationHofHtheHSaccharomycesHcerevisiaeHribonucleotideHreductaseHsmallHsubunitH
requiresHaHkaryopherinHandHaHWrbXHrepeatHproteinVHProceedingshofhthehNationalhAcademyhofhSciencesh
ofhthehUnitedhStateshofhAmericaTH2006THYXaTHYbZZUe

11.5 37

197 wnHvitroHbiosynthesisHofHunnaturalHenterocinHandHwailupemycinHpolyketidesVHJournalhofhNaturalh
ProductsTH2009THeZTHbdgUeZ 4.9 36

196 yineticsHandHregioselectivityHofHpeptideUtoUheterocycleHconversionsHbyHmicrocinHpYeHsynthetaseVH
ChemistryhandhBiologyTH1998THcTHaeaUfb 36

195 TwoUdimensionalHmassHspectrometryHofHbiomoleculesHatHtheHsubfemtomoleHlevelVHCurrenthOpinionhinh
ChemicalhBiologyTH1998THZTHceYUf 9.7 36

194 oHcomprehensiveHpipelineHforHtranslationalHtopUdownHproteomicsHfromHaHsingleHbloodHdrawVHNatureh
ProtocolsTH2019THYbTHYYgUYcZ 18.8 36

193 αanoUzqHtTwqRHtandemHmassHspectrometryHforHtopUdownHproteomicshHroutineHbaselineHunitHmassH
resolutionHofHwholeHcellHlysateHproteinsHupHtoHeZHkraVHAnalyticalhChemistryTH2012THfbTHZYYYUe 7.8 35

192 UsingHγroSightHγT HandHrelatedHtoolsHforHtargetedHproteinHidentificationHandHcharacterizationHwithH
highHmassHaccuracyHtandemH SHdataVHCurrenthProtocolshinhBioinformaticsTH2007THqhapterHYaTHUnitHYaVd 24.2 35

191 qomparingHlabelUfreeHquantitativeHpeptidomicsHapproachesHtoHcharacterizeHdiurnalHvariationHofH
peptidesHinHtheHratHsuprachiasmaticHnucleusVHAnalyticalhChemistryTH2014THfdTHbbaUcZ 7.8 34

190 refiningHuasUγhaseHtragmentationHγropensitiesHofHwntactHγroteinsHruringHαativeHTopUrownH assH
SpectrometryVHJournalhofhthehAmericanhSocietyhforhMasshSpectrometryTH2017THZfTHYZXaUYZYc 3.5 33

189 αaturalHproductsHfromHthioesterHreductaseHcontainingHbiosyntheticHpathwaysVHNaturalhProducth
ReportsTH2018THacTHfbeUfef 15.1 33

188 oHvighlyHγroductiveTHβneUγotHqellUtreeHγroteinHSynthesisHγlatformHpasedHonHuenomicallyHRecodedH
sscherichiaHcoliVHCellhChemicalhBiologyTH2019THZdTHYebaUYecbVeg 8.2 33

187 TopUdownHproteomicsHwithHmassHspectrometryHimaginghHaHpilotHstudyHtowardsHdiscoveryHofH
biomarkersHforHneurodevelopmentalHdisordersVHPLoShONETH2014THgTHegZfaY 3.7 33

186 βncogeneUinducedHcellularHsenescenceHelicitsHanHantiUWarburgHeffectVHProteomicsTH2013THYaTHZcfcUgd 4.8 33
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185
TheHnonribosomalHpeptideHsynthetaseHenzymeHrdarHtethersH
αP˛†QUfumaramoylUlUZTaUdiaminopropionateHforHtePwwQW˛–UketoglutarateUdependentHepoxidationHbyH
rdaqHduringHdapdiamideHantibioticHbiosynthesisVHJournalhofhthehAmericanhChemicalhSocietyTH2010TH
YaZTHYceeaUfY

16.4 33

184 uatekeepingHversusHpromiscuityHinHtheHearlyHstagesHofHtheHandrimidHbiosyntheticHassemblyHlineVHACSh
ChemicalhBiologyTH2008THaTHcbZUcb 4.9 33

183 TopUdownHproteomicsHrevealsHnovelHproteinHformsHexpressedHinH ethanosarcinaHacetivoransVH
JournalhofhthehAmericanhSocietyhforhMasshSpectrometryTH2009THZXTHYebaUcX 3.5 32

182 ReassignmentHofHtheHstructureHofHtheHantibioticHocafdfHrevealsHanHunusualHaminoH
dehydrophosphonicHacidVHAngewandtehChemiehvhInternationalhEditionTH2007THbdTHgXfgUgZ 16.4 32

181 wnterlaboratoryHStudyHforHqharacterizingH onoclonalHontibodiesHbyHTopUrownHandH iddleUrownH
 assHSpectrometryVHJournalhofhthehAmericanhSocietyhforhMasshSpectrometryTH2020THaYTHYefaUYfXZ 3.5 32

180 oHcommunityHresourceHforHpairedHgenomicHandHmetabolomicHdataHminingVHNaturehChemicalhBiologyTH
2021THYeTHadaUadf 11.7 32

179 onalyzingHinternalHfragmentationHofHelectrosprayedHubiquitinHionsHduringHbeamUtypeHcollisionalH
dissociationVHJournalhofhthehAmericanhSocietyhforhMasshSpectrometryTH2015THZdTHefZUe 3.5 31

178 αewHospercryptinsTHzipopeptideHαaturalHγroductsTHRevealedHbyHvroqHwnhibitionHinHospergillusH
nidulansVHACShChemicalhBiologyTH2016THYYTHZYYeUZa 4.9 31

177
ontigenHclaspingHbyHtwoHantigenUbindingHsitesHofHanHexceptionallyHspecificHantibodyHforHhistoneH
methylationVHProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH2016TH
YYaTHZXgZUe

11.5 30

176 oH utationHinHvistoneHvZpHRepresentsHaHαewHqlassHofHβncogenicHrriverVHCancerhDiscoveryTH2019THgTHYbafUYbcY24.4 30

175 αativeHusztrsshHaHnewHseparationHtechniqueHforHbiomolecularHassembliesVHAnalyticalhChemistryTH
2015THfeTHaXaZUf 7.8 30

174 StrainUspecificHproteogenomicsHacceleratesHtheHdiscoveryHofHnaturalHproductsHviaHtheirHbiosyntheticH
pathwaysVHJournalhofhIndustrialhMicrobiologyhandhBiotechnologyTH2014THbYTHbcYUg 4.2 30

173 oHproteomicHsurveyHofHnonribosomalHpeptideHandHpolyketideHbiosynthesisHinHactinobacteriaVHJournalh
ofhProteomehResearchTH2012THYYTHfcUgb 5.6 30

172 slectronHcaptureHdissociationHandHYaqTYcαHdepletionHforHdeuteriumHlocalizationHinHintactHproteinsH
afterHsolutionUphaseHexchangeVHAnalyticalhChemistryTH2003THecTHaZdaUd 7.8 30

171 qharacterizationHofHaHlongHoverlookedHcopperHproteinHfromHmethaneUHandHammoniaUoxidizingH
bacteriaVHNaturehCommunicationsTH2018THgTHbZed 17.4 30

170 oHcrypticHTudorHdomainHlinksHpRWrZWγvwγHtoHqβ γoSSUmediatedHhistoneHvaybHmethylationVHGenesh
andhDevelopmentTH2017THaYTHZXXaUZXYb 12.6 29

169 slucidatingHtheHRimosamideUretoxinHαaturalHγroductHtamiliesHandHTheirHpiosynthesisHUsingH
 etaboliteWueneHqlusterHqorrelationsVHACShChemicalhBiologyTH2016THYYTHabcZUabdX 4.9 29

168 outopilothHanHonlineHdataHacquisitionHcontrolHsystemHforHtheHenhancedHhighUthroughputH
characterizationHofHintactHproteinsVHAnalyticalhChemistryTH2014THfdTHYbfcUgZ 7.8 29

(2014-2010)
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167 occurateHbaseHcompositionHofHdoubleUstrandHrαoHbyHmassHspectrometryVHJournalhofhthehAmericanh
SocietyhforhMasshSpectrometryTH1996THeTHYZddUg 3.5 29

166 poneHproteinHJextractomicsJhHcomparingHtheHefficiencyHofHboneHproteinHextractionsHofHinHtandemH
massHspectrometryTHwithHanHeyeHtowardsHpaleoproteomicsVHPeerJTH2016THbTHeZdXa 3.1 29

165 oHcomputationalHframeworkHforHsystematicHexplorationHofHbiosyntheticHdiversityHfromHlargeUscaleH
genomicHdata 29

164 α TYHandHα TZHareHlysineHmyristoyltransferasesHregulatingHtheHoRtdHuTγaseHcycleVHNatureh
CommunicationsTH2020THYYTHYXde 17.4 28

163 vighUdefinitionHdeHnovoHsequencingHofHcrustaceanHhyperglycemicHhormoneHPqvvQUfamilyH
neuropeptidesVHMolecularhandhCellularhProteomicsTH2012THYYTHYgcYUdb 7.6 28

162 TheHdehydrataseHactivityHofHlacticinHbfYHsynthetaseHisHhighlyHprocessiveVHJournalhofhthehAmericanh
ChemicalhSocietyTH2006THYZfTHYbZXUY 16.4 28

161 wnHtheHfungusHwhereHitHhappenshHvistoryHandHfutureHpropellingHospergillusHnidulansHasHtheHarchetypeH
ofHnaturalHproductsHresearchVHFungalhGeneticshandhBiologyTH2020THYbbTHYXabee 3.9 28

160  easurementHofHwndividualHwonsHSharplyHwncreasesHtheHResolutionHofHβrbitrapH assHSpectraHofH
γroteinsVHAnalyticalhChemistryTH2019THgYTHZeedUZefa 7.8 28

159 γrotormahHoHStandardHγroteoformHαotationVHJournalhofhProteomehResearchTH2018THYeTHYaZYUYaZc 5.6 27

158 qharacterizationHofH ethanobactinHfromH ethylosinusHspVHzWbVHJournalhofhthehAmericanhChemicalh
SocietyTH2016THYafTHYYYZbUe 16.4 27

157 recipheringHtheHlateHbiosyntheticHstepsHofHantimalarialHcompoundHtRUgXXXgfVHChemistryhandhBiology
TH2010THYeTHceUdb 27

156 SubstrateHspecificityHofHtheHadenylationHenzymeHSgcqYHinvolvedHinHtheHbiosynthesisHofHtheHenediyneH
antitumorHantibioticHqUYXZeVHJournalhofhBiologicalhChemistryTH2006THZfYTHZgdaaUbX 5.4 27

155 qharacterizationHofHproteomicHandHmetabolomicHresponsesHtoHdietaryHfactorsHandHsupplementsVH
JournalhofhNutritionTH2007THYaeTHZefeUga 4.1 27

154 yineticHandHregiospecificHinterrogationHofHcovalentHintermediatesHinHtheHnonribosomalHpeptideH
synthesisHofHyersiniabactinVHJournalhofhthehAmericanhChemicalhSocietyTH2004THYZdTHYaZdcUec 16.4 27

153 onHinterpretedHatlasHofHbiosyntheticHgeneHclustersHfromHYTXXXHfungalHgenomesVHProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH2021THYYfTH 11.5 27

152 VersatileHonlineUofflineHengineHforHautomatedHacquisitionHofHhighUresolutionHtandemHmassHspectraVH
AnalyticalhChemistryTH2008THfXTHfXccUda 7.8 26

151
RegioselectivityHandHqhemoselectivityHonalysisHofHβxazoleHandHThiazoleHRingHtormationHbyHtheH
γeptideUveterocyclizingH icrocinHpYeHSynthetaseHUsingHvighUResolutionH SW SVHJournalhofhtheh
AmericanhChemicalhSocietyTH1998THYZXTHgeYdUgeYe

16.4 26

150 oHfiveUlevelHclassificationHsystemHforHproteoformHidentificationsVHNaturehMethodsTH2019THYdTHgagUgbX 21.6 25
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149 wlluminatingHtheHdarkHmatterHofHshotgunHproteomicsVHNaturehBiotechnologyTH2015THaaTHeYeUf 44.5 25

148 riscoveryHofHtheHTyrobetaineHαaturalHγroductsHandHTheirHpiosyntheticHueneHqlusterHviaH
 etabologenomicsVHACShChemicalhBiologyTH2018THYaTHYXZgUYXae 4.9 25

147 occessingHnaturalHproductHbiosyntheticHprocessesHbyHmassHspectrometryVHCurrenthOpinionhinh
ChemicalhBiologyTH2008THYZTHbecUfZ 9.7 25

146 wmprovedHmolecularHweightUbasedHprocessingHofHintactHproteinsHforHinterrogationHbyH
quadrupoleUenhancedHtTH SW SVHJournalhofhProteomehResearchTH2004THaTHfXYUd 5.6 25

145 TheHValueHofHoctivatedHwonHslectronHTransferHrissociationHforHvighUThroughputHTopUrownH
qharacterizationHofHwntactHγroteinsVHAnalyticalhChemistryTH2018THgXTHfccaUfcdX 7.8 24

144 wdentificationHandHcharacterizationHofHhomologuesHofHvertebrateHbetaUthymosinHinHtheHmarineH
molluskHoplysiaHcalifornicaVHJournalhofhMasshSpectrometryTH2006THbYTHYXaXUbX 2.2 24

143 tromHprimaryHstructureHtoHfunctionhHbiologicalHinsightsHfromHlargeUmoleculeHmassHspectraVHChemistryh
andhBiologyTH2000THeTHRaeUbc 24

142 oH ethodHforHzabelUtreeTHrifferentialHTopUrownHγroteomicsVHMethodshinhMolecularhBiologyTH2016TH
YbYXTHYZYUaa 1.4 24

141 riscoveryHofHtheHantibioticHphosacetamycinHviaHaHnewHmassHspectrometryUbasedHmethodHforH
phosphonicHacidHdetectionVHACShChemicalhBiologyTH2013THfTHgXfUYa 4.9 23

140
 echanismHofHinactivationHofH˛‡UaminobutyricHacidHaminotransferaseHbyH
PYSTaSQUaUaminoUbUdifluoromethyleneUYUcyclopentanoicHacidHPqγγUYYcQVHJournalhofhthehAmericanh
ChemicalhSocietyTH2015THYaeTHZdZfUbX

16.4 23

139  assHspectrometryHscreeningHrevealsHpeptidesHmodulatedHdifferentiallyHinHtheHmedialHprefrontalH
cortexHofHratsHwithHdisparateHinitialHsensitivityHtoHcocaineVHAAPShJournalTH2010THYZTHbbaUcb 3.7 23

138 onHactivatingHmutationHofHtheHαSrZHhistoneHmethyltransferaseHdrivesHoncogenicHreprogrammingHinH
acuteHlymphocyticHleukemiaVHOncogeneTH2019THafTHdeYUdfd 9.2 23

137 tragmentationHofHintegralHmembraneHproteinsHinHtheHgasHphaseVHAnalyticalhChemistryTH2014THfdTHbdZeUab 7.8 22

136 qomparativeHpeptidomicsHanalysisHofHneuralHadaptationsHinHratsHrepeatedlyHexposedHtoH
amphetamineVHJournalhofhNeurochemistryTH2012THYZaTHZedUfe 6 22

135
γroteomicsHguidedHdiscoveryHofHflavopeptinshHantiUproliferativeHaldehydesHsynthesizedHbyHaH
reductaseHdomainUcontainingHnonUribosomalHpeptideHsynthetaseVHJournalhofhthehAmericanhChemicalh
SocietyTH2013THYacTHYXbbgUcd

16.4 22

134 ulobalHamineHandHacidHfunctionalHgroupHmodificationHofHproteinsVHAnalyticalhChemistryTH2008THfXTHeYaUZX 7.8 22

133 qhromatinHoccupancyHandHepigeneticHanalysisHrevealHnewHinsightsHintoHtheHfunctionHofHtheHuoToYHαH
terminusHinHerythropoiesisVHBloodTH2019THYabTHYdYgUYdaY 2.2 22

132 qharacterizingHtheHStructureHandHβligomerizationHofH ajorHRoyalHxellyHγroteinHYHP RxγYQHbyH assH
SpectrometryHandHqomplementaryHpiophysicalHToolsVHBiochemistryTH2017THcdTHYdbcUYdcc 3.2 21

(2017-2015)

15



131 refiningHtheHαeuropeptidomeHofHtheHSpinyHzobsterHγanulirusHinterruptusHprainHUsingHaH
 ultidimensionalH assHSpectrometryUpasedHγlatformVHJournalhofhProteomehResearchTH2015THYbTHbeedUgY 5.6 21

130 wdentificationHofHtheHtirstHriketomorpholineHpiosyntheticHγathwayHUsingHtoqU SHTechnologyVHACSh
ChemicalhBiologyTH2018THYaTHYYbZUYYbe 4.9 21

129 TunableHloadingHofHoligonucleotidesHwithHsecondaryHstructureHonHgoldHnanoparticlesHthroughHaH
pvUdrivenHmethodVHBioconjugatehChemistryTH2015THZdTHZegUfc 6.3 21

128 StandardHγroteoformsHandHTheirHqomplexesHforHαativeH assHSpectrometryVHJournalhofhthehAmericanh
SocietyhforhMasshSpectrometryTH2019THaXTHYYgXUYYgf 3.5 20

127 ˛†UulucocerebrosidaseH odulatorsHγromoteHrimerizationHofH˛†UulucocerebrosidaseHandHRevealHanH
ollostericHpindingHSiteVHJournalhofhthehAmericanhChemicalhSocietyTH2018THYbXTHcgYbUcgZb 16.4 20

126 TotalHSynthesisHofHTambromycinHsnabledHbyHwndoleHqUvHtunctionalizationVHOrganichLettersTH2018THZXTHZadgUZaea6.2 20

125 oHresearcherOsHguideHtoHmassHspectrometryUbasedHproteomicsVHProteomicsTH2016THYdTHZbacUba 4.8 20

124 SiteUspecificHhumanHhistoneHvaHmethylationHstabilityhHfastHybmeaHturnoverVHProteomicsTH2014THYbTHZYgXUg 4.8 20

123 uobichelinHoHandHphH ixedUzigandHSiderophoresHriscoveredHUsingHγroteomicsVHMedChemCommTH
2013THbTHZaaUZaf 5 20

122 pioinformaticsHonalysisHofHTopUrownH assHSpectrometryHrataHwithHγroSightHziteVHMethodshinh
MolecularhBiologyTH2017THYccfTHafYUagb 1.4 20

121 γrotonHTransferHqhargeHReductionHsnablesHvighUThroughputHTopUrownHonalysisHofHzargeH
γroteoformsVHAnalyticalhChemistryTH2019THgYTHYceaZUYceag 7.8 20

120 ulobalHhistoneHprofilingHbyHzqUtT SHafterHinhibitionHandHknockdownHofHdeacetylasesHinHhumanHcellsVH
JournalhofhChromatographyhB:hAnalyticalhTechnologieshinhthehBiomedicalhandhLifehSciencesTH2009THfeeTHaffcUgZ3.2 19

119
wnvestigatingHnonribosomalHpeptideHandHpolyketideHbiosynthesisHbyHdirectHdetectionHofH
intermediatesHonHleXHkraHpolypeptidesHbyHusingHtourierUtransformHmassHspectrometryVH
ChemBioChemTH2006THeTHgXbUe

3.8 19

118 StrategiesHforHautomatingHtopUdownHproteinHanalysisHwithHQUtTwqRH SVHInternationalhJournalhofhMassh
SpectrometryTH2004THZabTHYecUYfb 1.9 19

117 qontemporaryHmassHspectrometryHforHtheHdirectHdetectionHofHenzymeHintermediatesVHCurrenth
OpinionhinhChemicalhBiologyTH2005THgTHbZbUaX 9.7 19

116 TheHvumanHγroteoformHγrojecthHrefiningHtheHhumanHproteomeVHSciencehAdvancesTH2021THeTHeabkXeab 14.3 19

115 ThoroughHγerformanceHsvaluationHofHZYaHnmHUltravioletHγhotodissociationHforHTopUdownH
γroteomicsVHMolecularhandhCellularhProteomicsTH2020THYgTHbXcUbZX 7.6 18

114 γarallelHinterrogationHofHcovalentHintermediatesHinHtheHbiosynthesisHofHgramicidinHSHusingH
highUresolutionHmassHspectrometryVHProteinhScienceTH2005THYbTHZeXZUYZ 6.3 18

NeiluLuKelleher
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113 SystemsHγroteomicsHViewHofHtheHsndogenousHvumanHqlaudinHγroteinHtamilyVHJournalhofhProteomeh
ResearchTH2016THYcTHaagUcg 5.6 17

112 occurateHsstimationHofHqontextUrependentHtalseHriscoveryHRatesHinHTopUrownHγroteomicsVH
MolecularhandhCellularhProteomicsTH2019THYfTHegdUfXc 7.6 17

111 qomparativeHtopHdownHproteomicsHofHperipheralHbloodHmononuclearHcellsHfromHkidneyHtransplantH
recipientsHwithHnormalHkidneyHbiopsiesHorHacuteHrejectionVHProteomicsTH2016THYdTHZXbfUcf 4.8 16

110  assHSpectrometryHwmagingHandHwdentificationHofHγeptidesHossociatedHwithHqephalicHuangliaH
RegenerationHinHSchmidteaHmediterraneaVHJournalhofhBiologicalhChemistryTH2016THZgYTHfYXgUZX 5.4 16

109  odulationHofHγroteinHtragmentationHThroughHqarbamylationHofHγrimaryHominesVHJournalhofhtheh
AmericanhSocietyhforhMasshSpectrometryTH2017THZfTHYcfeUYcgg 3.5 15

108 wndividualHwonH assHSpectrometryHsnhancesHtheHSensitivityHandHSequenceHqoverageHofHTopUrownH
 assHSpectrometryVHJournalhofhProteomehResearchTH2020THYgTHYabdUYacX 5.6 15

107 TopUrownHγroteomicsHsnablesHqomparativeHonalysisHofHprainHγroteoformsHpetweenH ouseHStrainsVH
AnalyticalhChemistryTH2018THgXTHafXZUafYX 7.8 15

106 oHTargetedTHrifferentialHTopUrownHγroteomicH ethodologyHforHqomparisonHofHopooUwHγroteoformsH
inHwndividualsHwithHvighHandHzowHvrzHsffluxHqapacityVHJournalhofhProteomehResearchTH2018THYeTHZYcdUZYdb5.6 15

105 wnterrogationHofHpenzomalvinHpiosynthesisHUsingHtungalHortificialHqhromosomesHwithH etabolomicH
ScoringHPtoqU SQhHriscoveryHofHaHpenzodiazepineHSynthaseHoctivityVHBiochemistryTH2018THceTHaZaeUaZba 3.2 15

104 sstimatingHtheHristributionHofHγroteinHγostUTranslationalH odificationHStatesHbyH assH
SpectrometryVHJournalhofhProteomehResearchTH2018THYeTHZeZeUZeab 5.6 15

103 STβRwHγlotsHsnableHoccurateHTrackingHofHwndividualHwonHSignalsVHJournalhofhthehAmericanhSocietyhforh
MasshSpectrometryTH2019THaXTHZZXXUZZXa 3.5 14

102 resignHandHmechanismHofHtetrahydrothiopheneUbasedH˛‡UaminobutyricHacidHaminotransferaseH
inactivatorsVHJournalhofhthehAmericanhChemicalhSocietyTH2015THYaeTHbcZcUaa 16.4 14

101 βnlineHmatrixHremovalHplatformHforHcouplingHgelUbasedHseparationsHtoHwholeHproteinHelectrosprayH
ionizationHmassHspectrometryVHJournalhofhProteomehResearchTH2015THYbTHZYggUZXd 5.6 14

100 αativeHvsHrenaturedhHonHinHrepthHwnvestigationHofHqhargeHStateHandHwsotopeHristributionsVHJournalh
ofhthehAmericanhSocietyhforhMasshSpectrometryTH2020THaYTHcebUcfY 3.5 14

99 TopHrownHγroteomicsHRevealsH atureHγroteoformsHsxpressedHinHSubcellularHtractionsHofHtheH
schinococcusHgranulosusHγreadultHStageVHJournalhofhProteomehResearchTH2015THYbTHbfXcUYb 5.6 13

98 recodingHtheHproteinHcompositionHofHwholeHnucleosomesHwithHαucU SVHNaturehMethodsTH2021THYfTHaXaUaXf21.6 13

97
oHRemarkableHrifferenceHThatHβneHtluorineHotomHqonfersHonHtheH echanismsHofHwnactivationHofH
vumanHβrnithineHominotransferaseHbyHTwoHqyclohexeneHonaloguesHofH˛‡UominobutyricHocidVH
JournalhofhthehAmericanhChemicalhSocietyTH2020THYbZTHbfgZUbgXa

16.4 12

96 SelectiveHTargetingHbyHaH echanismUpasedHwnactivatorHagainstHγyridoxalHcOUγhosphateUrependentH
snzymeshH echanismsHofHwnactivationHandHolternativeHTurnoverVHBiochemistryTH2017THcdTHbgcYUbgdY 3.2 12

(2017-2016)
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95 qompleteHlargeUmoleculeHhighUresolutionHmassHspectraHfromHcXUfemtomoleHmicrovolumeHinjectionVH
JournalhofhthehAmericanhSocietyhforhMasshSpectrometryTH1995THdTHZZXUY 3.5 12

94 TheHserineHhydroxymethyltransferaseUZHPSv TZQHinitiatesHlymphomaHdevelopmentHthroughH
epigeneticHtumorHsuppressorHsilencingVHNaturehCancerTH2020THYTHdcaUddb 15.4 11

93 RepurposedHvisqHominotransferasesHqompleteHtheHpiosynthesisHofHSomeH ethanobactinsVH
BiochemistryTH2018THceTHacYcUacZa 3.2 11

92 rirectHmeasurementHofHlightHandHheavyHantibodyHchainsHusingHionHmobilityHandHmiddleUdownHmassH
spectrometryVHMAbsTH2019THYYTHYacYUYace 6.6 11

91 sfficientHreadoutHofHposttranslationalHcodesHonHtheHcXUresidueHtailHofHhistoneHvaHbyHhighUresolutionH
 SW SVHAnalyticalhBiochemistryTH2010THagdTHYfXUe 3.1 11

90 oHnovelHcrosslinkingHprotocolHstabilizesHamyloidH˛†HoligomersHcapableHofHinducingH
olzheimerOsUassociatedHpathologiesVHJournalhofhNeurochemistryTH2019THYbfTHfZZUfad 6 11

89  onitoringHmultipleHactiveHsitesHonHthiotemplateHenzymesHinHparallelhHaHmolecularHmovieHofH
yersiniabactinHbioassemblyVHJournalhofhthehAmericanhChemicalhSocietyTH2005THYZeTHYbgfbUc 16.4 10

88 oHsyntheticHbiologyHapproachHtoHprobingHnucleosomeHsymmetryVHELifeTH2017THdTH 8.9 10

87 αovelHwnterfaceHforHvighUThroughputHonalysisHofHpiotherapeuticsHbyHslectrosprayH assH
SpectrometryVHAnalyticalhChemistryTH2020THgZTHZYfdUZYga 7.8 10

86 wsotopicHResolutionHofHγroteinHqomplexesHupHtoHbddHkraHUsingHwndividualHwonH assHSpectrometryVH
AnalyticalhChemistryTH2021THgaTHZeZaUZeZe 7.8 10

85 TargetedHanalysisHofHrecombinantHαtHkappaHpHPReloWpdcQHbyHdenaturingHandHnativeHtopHdownHmassH
spectrometryVHJournalhofhProteomicsTH2016THYabTHedUfb 3.9 9

84
 echanismHofHwnactivationHofHβrnithineHominotransferaseHbyH
PYTaQUaUominoUbUPhexafluoropropanUZUylidenylQcyclopentaneUYUcarboxylicHocidVHJournalhofhtheh
AmericanhChemicalhSocietyTH2019THYbYTHYXeYYUYXeZY

16.4 9

83 refiningHtheHαSrZHinteractomehHγoRγYHγoRylationHreducesHαSrZHhistoneHmethyltransferaseH
activityHandHimpedesHchromatinHbindingVHJournalhofhBiologicalhChemistryTH2019THZgbTHYZbcgUYZbeY 5.4 9

82 αativeHslectronHqaptureHrissociationH apsHtoHwronUpindingHqhannelsHinHvorseHSpleenHterritinVH
AnalyticalhChemistryTH2017THfgTHYXeYYUYXeYd 7.8 9

81 reeperHγroteinHwdentificationHUsingHtieldHosymmetricHwonH obilityHSpectrometryHinHTopUrownH
γroteomicsVHAnalyticalhChemistryTH2021THgaTHdaZaUdaZf 7.8 9

80 StandardHproceduresHforHnativeHqZsU SHofHproteinsHandHproteinHcomplexesHupHtoHfXX´ kraVH
ElectrophoresisTH2021THbZTHYXcXUYXcg 3.6 9

79  echanismHofHwnactivationHofHuopoHominotransferaseHbyHPsQUHandH
PZQUPYSTaSQUaUominoUbUfluoromethylenylUYUcyclopentanoicHocidVHACShChemicalhBiologyTH2015THYXTHZXfeUgf 4.9 8

78 qαUusztrssHUHqlearHαativeHuelUelutedHziquidHtractionHsntrapmentHslectrophoresisVHJournalhofh
VisualizedhExperimentsTH2016THcacge 1.6 8

NeiluLuKelleher
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77 qellHSurfaceHγroteomicsHofHαUzinkedHulycoproteinsHforHTypingHofHvumanHzymphocytesVHProteomicsTH
2017THYeTHYeXXYcd 4.8 8

76
tourierUtransformHmassHspectrometryHforHdetectionHofHthioesterUboundHintermediatesHinH
unfractionatedHproteolyticHmixturesHofHfXHandHYgYHkraHportionsHofHpacitracinHoHsynthetaseVH
AnalyticahChimicahActaTH2003THbgdTHZYeUZZb

6.6 8

75 vistoneHtailHanalysisHrevealsHvayadmeZHandHvbyYdacHasHepigeneticHsignaturesHofHdiffuseHintrinsicH
pontineHgliomaVHJournalhofhExperimentalhandhClinicalhCancerhResearchTH2020THagTHZdY 12.8 8

74 packHqoverhHwdentificationHandHQuantificationHofHγroteoformsHbyH assHSpectrometryVHProteomicsTH
2019THYgTHYgeXXfc 4.8 7

73 ReplyHtoHJUvealHmelanomaHcellsHareHresistantHtoHsZvZHinhibitionHregardlessHofHpoγYHstatusJVHNatureh
MedicineTH2016THZZTHcefUg 50.5 7

72 TheHvumanHγroteoformHγrojecthHoHγlanHtoHrefineHtheHvumanHγroteome 7

71 UsingHYXTXXXHtragmentHwonsHtoHwnformHScoringHinHαativeHTopUdownHγroteomicsVHJournalhofhtheh
AmericanhSocietyhforhMasshSpectrometryTH2020THaYTHYagfUYbXg 3.5 7

70 ReducingHproteinHoxidationHinHlowUflowHelectrosprayHenablesHdeeperHinvestigationHofHproteoformsH
byHtopHdownHproteomicsVHEuPAhOpenhProteomicsTH2015THfTHbXUbe 0.1 6

69 γrobingHosymmetricHqhargeHγartitioningHofHγroteinHβligomersHduringHTandemH assHSpectrometryVH
InternationalhJournalhofhMasshSpectrometryTH2015THagXTHYaZUYad 1.9 6

68 TheHploodHγroteoformHotlashHoHreferenceHmapHofHproteoformsHinHhumanHhematopoieticHcellsVVH
ScienceTH2022THaecTHbYYUbYf 33.3 6

67 SpatialHmappingHofHproteinHcompositionHandHtissueHorganizationhHaHprimerHforHmultiplexedH
antibodyUbasedHimagingVHNaturehMethodsTH2021TH 21.6 6

66 veterologousHsxpressionHofHtheHUnusualHTerreazepineHpiosyntheticHueneHqlusterHRevealsHaH
γromisingHopproachHforHwdentifyingHαewHqhemicalHScaffoldsVHMBioTH2020THYYTH 7.8 6

65  ultidimensionalHTopUrownHγroteomicsHofHprainURegionUSpecificH ouseHprainHγroteoformsH
ResponsiveHtoHqocaineHandHsstradiolVHJournalhofhProteomehResearchTH2019THYfTHagggUbXYZ 5.6 5

64
qouplingHtluorescenceUoctivatedHqellHSortingHandHTargetedHonalysisHofHvistoneH odificationH
γrofilesHinHγrimaryHvumanHzeukocytesVHJournalhofhthehAmericanhSocietyhforhMasshSpectrometryTH2019TH
aXTHZcZdUZcab

3.5 5

63  etabolicHperturbationHofHanHessentialHpathwayhHevaluationHofHaHglycineHprecursorHofHcoenzymeHoVH
JournalhofhthehAmericanhChemicalhSocietyTH2013THYacTHcgdZUc 16.4 5

62 wdentificationHofHγhosphorylatedHvumanHγeptidesHbyHoccurateH assH easurementHoloneVH
InternationalhJournalhofhMasshSpectrometryTH2011THaXfTHaceUadY 1.9 5

61 ScreeningHforHsxpressedHαonribosomalHγeptideHSynthetasesHandHγolyketideHSynthasesHUsingH
zqU SW SUpasedHγroteomicsVHMethodshinhMolecularhBiologyTH2016THYbXYTHYacUbe 1.4 5

60 TheHSearchHsngineHforH ultiUγroteoformHqomplexeshHonHβnlineHToolHforHtheHwdentificationHandH
StoichiometryHreterminationHofHγroteinHqomplexesVHCurrenthProtocolshinhBioinformaticsTH2016THcdTHYaVaXVYUYaVaXVYY24.2 5

(2016-2017)
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59  etabolomicsHandHgenomicsHinHnaturalHproductsHresearchhHcomplementaryHtoolsHforHtargetingHnewH
chemicalHentitiesVHNaturalhProducthReportsTH2021THafTHZXbYUZXdc 15.1 5

58 qhromatographicHefficiencyHandHselectivityHinHtopUdownHproteomicsHofHhistonesVHJournalhofh
ChromatographyhB:hAnalyticalhTechnologieshinhthehBiomedicalhandhLifehSciencesTH2017THYXbbUYXbcTHbeUca 3.2 4

57 SubstrateHTrappingHinHtheHSiderophoreHTailoringHsnzymeHγvdQVHACShChemicalhBiologyTH2017THYZTHdbaUdbe 4.9 4

56
 echanismHofHwnactivationHofHαeuronalHαitricHβxideHSynthaseHbyH
PSQUZUominoUcUPZUPmethylthioQacetimidamidoQpentanoicHocidVHJournalhofhthehAmericanhChemicalh
SocietyTH2015THYaeTHcgfXUg

16.4 4

55 StatusHofHmassHspectrometryUbasedHproteomicsHandHmetabolomicsHinHbasicHandHtranslationalH
researchVHBiochemistryTH2013THcZTHaegbUd 3.2 4

54 γrobingHintraUHversusHinterchainHkineticHpreferencesHofHzUThrHacylationHonHdimericHVibtHwithHmassH
spectrometryVHBiophysicalhJournalTH2006THgYTHZdXgUYg 2.9 4

53 αextUuenerationHSerologyHbyH assHSpectrometryhHReadoutHofHtheHSoRSUqoVUZHontibodyHRepertoireVH
JournalhofhProteomehResearchTH2021TH 5.6 4

52  echanismUpasedHresignHofHaUominoUbUvalocyclopentenecarboxylicHocidsHasHwnactivatorsHofHuopoH
ominotransferaseVHACShMedicinalhChemistryhLettersTH2020THYYTHYgbgUYgcc 4.3 4

51 SeparationHandHqharacterizationHofHsndogenousHαucleosomesHbyHαativeHqapillaryHZoneH
slectrophoresisUTopUrownH assHSpectrometryVHAnalyticalhChemistryTH2021THgaTHcYcYUcYdX 7.8 4

50
TurnoverHandHwnactivationH echanismsHforHPQUaUominoUbTbUdifluorocyclopentUYUenecarboxylicHocidTHaH
SelectiveH echanismUpasedHwnactivatorHofHvumanHβrnithineHominotransferaseVHJournalhofhtheh
AmericanhChemicalhSocietyTH2021THYbaTHfdfgUfeXa

16.4 4

49 SγTcHstabilizationHofHpromoterUproximalHRαoHpolymeraseHwwVHMolecularhCellTH2021THfYTHbbYaUbbZbVec 17.6 4

48 uenomeH iningHandH etabolomicsHUncoverHaHRareHdUqapreomycidineHqontainingHαaturalHγroductH
andHwtsHpiosyntheticHueneHqlusterVHACShChemicalhBiologyTH2020THYcTHaXYaUaXZX 4.9 3

47 VoltageHRollercoasterHtilteringHofHzowU assHqontaminantsHruringHαativeHγroteinHonalysisVHJournalh
ofhthehAmericanhSocietyhforhMasshSpectrometryTH2020THaYTHedaUede 3.5 3

46 zossHofHtheHvistoneHremethylaseHUTXHqontributesHtoH ultipleH yelomaHandHSensitizesHqellsHtoH
sZvZHwnhibitorsVHBloodTH2014THYZbTHdYYUdYY 2.2 3

45
revelopmentHofHnovelHmethodsHforHnonUcanonicalHmyelomaHproteinHanalysisHwithHanHinnovativeH
adaptationHofHimmunofixationHelectrophoresisTHnativeHtopUdownHmassHspectrometryTHandH
middleUdownHsequencingVHClinicalhChemistryhandhLaboratoryhMedicineTH2021THcgTHdcaUddY

5.9 3

44 onHwnterpretedHotlasHofHpiosyntheticHueneHqlustersHfromHYXXXHtungalHuenomes 3

43 StreptomycesHbuecheraeHspVHnovVTHanHactinomyceteHisolatedHfromHmultipleHbatHspeciesVHAntoniehVanh
LeeuwenhoekTH2020THYYaTHZZYaUZZZY 2.1 3

42
RemarkableHandHUnexpectedH echanismHforH
PQUaUominoUbUPdifluoromethylenylQcyclohexUYUeneUYUcarboxylicHocidHasHaHSelectiveHwnactivatorHofH
vumanHβrnithineHominotransferaseVHJournalhofhthehAmericanhChemicalhSocietyTH2021THYbaTHfYgaUfZXe

16.4 3

NeiluLuKelleher
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41 StabilityHofHhistoneHpostUtranslationalHmodificationsHinHsamplesHderivedHfromHliverHtissueHandH
primaryHhepaticHcellsVHPLoShONETH2018THYaTHeXZXaacY 3.7 3

40 γuttingHvumptyHrumptyHpackHTogetherHogainhHWhatHroesHγroteinHQuantificationH eanHinH
pottomUUpHγroteomicsmVHJournalhofhProteomehResearchTH2022TH 5.6 3

39 oH UqYdHwguHpindingHoctivityHSelectsHforHaHRestrictedHSubsetHofHwguHsnrichedHforHqertainHSimianH
wmmunodeficiencyHVirusHspitopeHSpecificitiesVHJournalhofhVirologyTH2020THgbTH 6.6 2

38 riscoveryHofHtheHpiosyntheticH achineryHforHStravidinsTHpiotinHontimetabolitesVHACShChemicalh
BiologyTH2020THYcTHYYabUYYbX 4.9 2

37 αewHwnterfaceHforHtasterHγroteoformHonalysishHwmmunoprecipitationHqoupledHwithH
SampleStreamU assHSpectrometryVHJournalhofhthehAmericanhSocietyhforhMasshSpectrometryTH2021THaZTHYdcgUYdeX3.5 2

36 βncogenicHyRoSHcreatesHanHaspartateHmetabolismHsignatureHinHcolorectalHcancerHcellsVHFEBShJournalTH
2021THZffTHddfaUddgg 5.7 2

35 ReassemblingHproteinHcomplexesHafterHcontrolledHdisassemblyHbyHtopUdownHmassHspectrometryHinH
nativeHmodeVHInternationalhJournalhofhMasshSpectrometryTH2021THbdcTH 1.9 2

34 UqonstructedHRibosomesHsnableH ultiUsiteHwncorporationHofHαoncanonicalHominoHocidsHintoH
γroteinsVHBiochemistryTH2021THdXTHYdYUYdg 3.2 2

33 TheHuniqueHbiomineralizationHtranscriptomeHandHproteomeHofHzytechinusHvariegatusHteethVH
ConnectivehTissuehResearchTH2018THcgTHZXUZg 3.3 2

32 slucidatingHγroteoformHrynamicsHUnderlyingHtheHSenescenceHossociatedHSecretoryHγhenotypeVH
JournalhofhProteomehResearchTH2020THYgTHgafUgbf 5.6 1

31 ToHcyclizeHorHnotHtoHcyclizehHcatchingHenzymeHevolutionHinHtheHactVHACShChemicalhBiologyTH2009THbTHbgcUe 4.9 1

30 revelopmentHofHtirstUinUqlassHvistoneHocetyltransferaseHPvoTQHoctivatorsHforHγrecisionHTargetingHofH
spigeneticHrerangementsHinHzymphomaVHBloodTH2018THYaZTHaeUae 2.2 1

29 ulobalHqhromatinHβccupancyHandHspigeneticHSignatureHonalysisHRevealHαewHwnsightsHintoHtheH
tunctionHofHuoToYHαUTerminusHinHsrythropoiesisVHBloodTH2018THYaZTHcaaUcaa 2.2 1

28 oHmultiUmodalHproteomicsHstrategyHforHcharacterizingHposttranslationalHmodificationsHofHtumorH
suppressorHpcaHrevealsHmanyHsitesHbutHfewHmodifiedHforms 1

27  ultiplexedHSingleHwonH assHSpectrometryHwmprovesH easurementHofHγroteoformsHandHTheirHqomplexes 1

26 slevatedHαUzinkedHulycosylationHofHwguHVHRegionsHinH yastheniaHuravisHriseaseHSubtypesVHJournalhofh
ImmunologyTH2021THZXeTHZXXcUZXYb 5.3 1

25
SpectrumHofHopolipoproteinHowHandHopolipoproteinHowwHγroteoformsHandHTheirHossociationsHWithH
wndicesHofHqardiometabolicHvealthhHTheHqoRrwoHStudyVHJournalhofhthehAmericanhHearthAssociationTH
2021THYXTHeXYgfgX

6 1

24 qharacterizationHofHaHqopperUqhelatingHαaturalHγroductHfromHtheH ethanotrophHspVHzWaVH
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