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44 AnalysisSofScoiauthorshipSnetworksSamongSBrazilianSgraduateSprogramsSinScomputerSsciencekkSPLoSn
ONEhS2022hSnthSemosnomm 3.7 1

43 ASFeatureSExtractionSApproachSBasedSonSLBPSOperatorSandSComplexSNetworksSforSFaceS
RecognitionkSLecturenNotesninnComputernSciencehS2021hSqqmiqrm 0.9

42 AssessingSActiveSLearningSStrategiesStoSImproveStheSQualitySControlSofStheSSoybeanSSeedSVigorkS
IEEEnTransactionsnonnIndustrialnElectronicshS2021hSsuhSnstrinsup 8.9 2

41 ComputationalSAnalysisSofSTransposableSElementsSandSCircRNAsSinSPlantskSMethodsninnMolecularn
BiologyhS2021hSopsohSnqtinto 1.4 1

40 FeatureSextractionSapproachesSforSbiologicalSsequenceswSaScomparativeSstudySofSmathematicalS
featureskSBriefingsninnBioinformaticshS2021hSoohS 13.4 4

39 ASSimplifiedSComplexSNetworkiBasedSApproachStoSmRNASandSncRNASTranscriptSClassificationkS
LecturenNotesninnComputernSciencehS2020hSnvoiomp 0.9 3

38 ClassificationSofStextureSbasedSonSBagiofiVisualiWordsSthroughScomplexSnetworkskSExpertnSystemsn
WithnApplicationshS2019hSnpphSonriooq 7.8 13

37 BrazilianiadaptedSsoybeanSBradyrhizobiumSstrainsSuncoverSISSelementsSwithSpotentialSimpactSonS
biologicalSnitrogenSfixationkSFEMSnMicrobiologynLettershS2019hSpsshS 2.9 2

36 ContributingStoSagricultureSbySusingSsoybeanSseedSdataSfromStheStetrazoliumStestkSDataninnBriefhS
2019hSophSnmpsro 1.2 8

35 InferenceSofSGeneSRegulatorySNetworksSbySTopologicalSPriorSInformationSandSDataSIntegrationS
2019hSosripmq 0

34 FeatureSExtractionSofSLongSNonicodingSRNAswSASFourierSandSNumericalSMappingSApproachkSLecturen
NotesninnComputernSciencehS2019hSqsviqtv 0.9 2

33 BASiNETiBiologicAlSSequencesSNETworkwSaScaseSstudySonScodingSandSnonicodingSRNAsS
identificationkSNucleicnAcidsnResearchhS2018hSqshSevs 20.1 21

32 AnSEfficientSApproachStoSExploreSandSDiscriminateSAnomalousSRegionsSinSBacterialSGenomesSBasedS
onSMaximumSEntropykSJournalnofnComputationalnBiologyhS2017hSoqhSnnorinnpp 1.7 1

31 RNAiSeqSdifferentialSexpressionSanalysiswSAnSextendedSreviewSandSaSsoftwareStoolkSPLoSnONEhS2017hS
nohSemnvmnro 3.7 243

30 EvolutionaryScomputationSandSswarmSintelligenceSforStheSinferenceSofSgeneSregulatorySnetworkskS
InternationalnJournalnofnInnovativenComputingnandnApplicationshS2016hSthSoor 0.4 1

29 ASfeatureSextractionSapproachSbasedSonScomplexSnetworksSforSgenomicSsequencesSrecognitionS
2016hS 1

28 CombiningSSURFSdescriptorSandScomplexSnetworksSforSfaceSrecognitionS2016hS 3
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27 ASComputerSVisionSApproachSforSAutomaticSMeasurementSofStheSInteriplantSSpacingkSLecturenNotesn
innComputernSciencehS2015hSonvioot 0.9 1

26 ASComplexSNetworkiBasedSApproachStoStheSAnalysisSandSClassificationSofSImageskSLecturenNotesninn
ComputernSciencehS2015hSpooippm 0.9 4

25 ASFeatureSSelectionSApproachSforSEvaluateStheSInferenceSofSGRNsSThroughSBiologicalSDataS
IntegrationSiSASCaseSStudySonSAkSThalianakSLecturenNotesninnComputernSciencehS2015hSsstistr 0.9

24 ASdatabaseSforStheStaxonomicSandSphylogeneticSidentificationSofStheSgenusSBradyrhizobiumSusingS
multilocusSsequenceSanalysiskSBMCnGenomicshS2015hSnsSSupplSrhSSnm 4.5 15

23 BrazilianSbibliometricScoauthorshipSnetworkskSJournalnofnthenAssociationnfornInformationnSciencenandn
TechnologyhS2014hSsrhSnqoqinqqr 2.7 38

22 ASfeatureSselectionStechniqueSforSinferenceSofSgraphsSfromStheirSknownStopologicalSpropertieswS
RevealingSscaleifreeSgeneSregulatorySnetworkskSInformationnScienceshS2014hSotohSninr 7.7 37

21 EntropicSBiologicalSScorewSaScellScycleSinvestigationSforSGRNsSinferencekSGenehS2014hSrqnhSnovipt 3.8 13

20 SFFSiSWwSASFeatureSSelectionSAlgorithmSExploringStheSSmalliWorldSPropertiesSofSGNskSLecturen
NotesninnComputernSciencehS2014hSsmitn 0.9 3

19 CoffeebESTwSanSintegratedSresourceSforSCoffeaSsppSexpressedSsequenceStagskSGeneticsnandn
MolecularnResearchhS2014hSnphSnmvnpiom 1.2

18 NetworkingStheShostSimmuneSresponseSinSPlasmodiumSvivaxSmalariakSMalarianJournalhS2013hSnohSsv 3.6 47

17 PtaquilosideSreducesSNKScellSactivitiesSbySenhancingSmetallothioneinSexpressionhSwhichSisSpreventedS
bySseleniumkSToxicologyhS2013hSpmqhSnmmiu 4.4 11

16 CombiningSTextureSandSShapeSDescriptorsSforSBioimagesSClassificationwSASCaseSofSStudySinS
ImageCLEFSDatasetkSLecturenNotesninnComputernSciencehS2013hSqpniqpu 0.9 5

15 AssessingStheSgainSofSbiologicalSdataSintegrationSinSgeneSnetworksSinferencekSBMCnGenomicshS2012hS
npSSupplSshSSt 4.5 6

14 ReverseSengineeringSofSGRNsS2012hS 7

13 InferenceSofSgeneSregulatorySnetworksSfromStimeSseriesSbySTsallisSentropykSBMCnSystemsnBiologyhS
2011hSrhSsn 3.5 26

12 GeneSexpressionScomplexSnetworkswSsynthesishSidentificationhSandSanalysiskSJournalnofnComputationaln
BiologyhS2011hSnuhSnprpist 1.7 31

11 TheSeffectSofScertainSBooleanSfunctionsSinSstabilitySofSnetworksSwithSvaryingStopologyS2011hS 1

10 pDSfacialSexpressionSanalysisSbySusingSoDSANDSpDSwaveletStransformsS2011hS 5

(2011-2015)

3



9 ImprovementSofSGNsSinferenceSthroughSbiologicalSdataSintegrationS2011hS 1

8 SFFSiMRwSASFloatingSSearchSStrategySforSGRNsSInferencekSLecturenNotesninnComputernSciencehS2010hSqmtiqnu0.9 6

7 ComparativeSstudySofSGRNSSinferenceSmethodsSbasedSonSfeatureSselectionSbySmutualSinformationS
2009hS 2

6 AnalysisSofStheSGRNsSInferenceSbySUsingSTsallisSEntropySandSaSFeatureSSelectionSApproachkSLecturen
NotesninnComputernSciencehS2009hSqtpiqum 0.9 2

5 FeatureSselectionSenvironmentSforSgenomicSapplicationskSBMCnBioinformaticshS2008hSvhSqrn 3.6 38

4 AGNSSimulationSandSValidationSModelkSLecturenNotesninnComputernSciencehS2008hSnsvintp 0.9 7

3 ASRBFNSPerceptiveSModelSforSImageSThresholdingS2005hS 3

2 InferenceSofSGeneSRegulatorySNetworksSbySTopologicalSPriorSInformationSandSDataSIntegrationkS
AdvancesninnMedicalnTechnologiesnandnClinicalnPracticenBooknSerieshnirn 0.3

1 FeatureSExtractionSApproachesSforSBiologicalSSequenceswSASComparativeSStudySofSMathematicalSModels 2
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