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40 ASfeatureSselectionStechniqueSforSinferenceSofSgraphsSfromStheirSknownStopologicalSpropertieswS
RevealingSscaleifreeSgeneSregulatorySnetworkskSInformationnScienceshS2014hSotohSninr 7.7 37

39 GeneSexpressionScomplexSnetworkswSsynthesishSidentificationhSandSanalysiskSJournalnofnComputationaln
BiologyhS2011hSnuhSnprpist 1.7 31
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ComputernSciencehS2015hSpooippm 0.9 4
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IEEEnTransactionsnonnIndustrialnElectronicshS2021hSsuhSnstrinsup 8.9 2

13 AnSEfficientSApproachStoSExploreSandSDiscriminateSAnomalousSRegionsSinSBacterialSGenomesSBasedS
onSMaximumSEntropykSJournalnofnComputationalnBiologyhS2017hSoqhSnnorinnpp 1.7 1

12 ASComputerSVisionSApproachSforSAutomaticSMeasurementSofStheSInteriplantSSpacingkSLecturenNotesn
innComputernSciencehS2015hSonvioot 0.9 1

11 TheSeffectSofScertainSBooleanSfunctionsSinSstabilitySofSnetworksSwithSvaryingStopologyS2011hS 1

10 ImprovementSofSGNsSinferenceSthroughSbiologicalSdataSintegrationS2011hS 1
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9 AnalysisSofScoiauthorshipSnetworksSamongSBrazilianSgraduateSprogramsSinScomputerSsciencekkSPLoSn
ONEhS2022hSnthSemosnomm 3.7 1

8 EvolutionaryScomputationSandSswarmSintelligenceSforStheSinferenceSofSgeneSregulatorySnetworkskS
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2019hSosripmq 0
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AdvancesninnMedicalnTechnologiesnandnClinicalnPracticenBooknSerieshnirn 0.3

1 CoffeebESTwSanSintegratedSresourceSforSCoffeaSsppSexpressedSsequenceStagskSGeneticsnandn
MolecularnResearchhS2014hSnphSnmvnpiom 1.2

Fabricio Martins Lopes

4


