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127 xxploringLtheLnaturalLoriginsLofLStRSZvoVZeLinLtheLlightLofLrecombinationaaLGenomefBiologyfandf
EvolutionYL2022YL 3.9 14

126 RapidLepidemicLexpansionLofLtheLStRSZvoVZeLOmicronLvariantLinLsouthernLtfricaaaLNatureYL2022YL 50.4 205

125 tlteredLTMPRSSeLusageLbyLStRSZvoVZeLOmicronLimpactsLtropismLandLfusogenicityaaLNatureYL2022YL 50.4 95

124 NeutralisationLsensitivityLofLtheLStRSZvoVZeLomicronLTuadadahelULvariantmLaLcrossZsectionalLstudyaaL
LancetfInfectiousfDiseasestfTheYL2022YL 25.5 7

123 SelectionLanalysisLidentifiesLclustersLofLunusualLmutationalLchangesLinLOmicronLlineageLutadLthatL
likelyLimpactLSpikeLfunctionaaLMolecularfBiologyfandfEvolutionYL2022YL 8.3 10

122 xmergenceLandLphenotypicLcharacterizationLofLtheLglobalLStRSZvoVZeLvadaeLlineageaaLNaturef
CommunicationsYL2022YLdfYLdlji 17.4 3

121 HIVZdLxvolutionaryLwynamicsLunderLNonsuppressiveLtntiretroviralLTherapyaaLMBioYL2022YLecceilee 7.8 0

120 RecentLZoonoticLSpilloverLandLTropismLShiftLofLaLvanineLvoronavirusLIsLtssociatedLwithLRelaxedL
SelectionLandLPutativeLôossLofLyunctionLinLNTwLSubdomainLofLSpikeLProteinaLVirusesYL2022YLdgYLkhf 6.2 0

119 OmicronLextensivelyLbutLincompletelyLescapesLPfizerLuNTdiebeLneutralizationaaLNatureYL2021YL 50.4 209

118 IvTVLVirusLTaxonomyLProfilemLecedaaLJournalfoffGeneralfVirologyYL2021YLdceYL 4.9 16

117 tLyearLofLgenomicLsurveillanceLrevealsLhowLtheLStRSZvoVZeLpandemicLunfoldedLinLtfricaaLScienceYL
2021YLfjgYLgefZgfd 33.3 35

116 xstablishmentLofLfiveLnewLgeneraLinLtheLfamilyLzeminiviridaemLvitlodavirusYLMaldovirusYL
MulcrilevirusYLOpunvirusYLandLTopilevirusaLArchivesfoffVirologyYL2021YLd 2.6 7

115 vontributionLofLhistoricalLherbariumLsmallLRNtsLtoLtheLreconstructionLofLaLcassavaLmosaicL
geminivirusLevolutionaryLhistoryaLScientificfReportsYL2021YLddYLedekc 4.9 0

114 RwPhmLaLcomputerLprogramLforLanalyzingLrecombinationLinYLandLremovingLsignalsLofLrecombinationL
fromYLnucleotideLsequenceLdatasetsaLVirusfEvolutionYL2021YLjYLveaackj 3.7 55

113 TheLemergenceLandLongoingLconvergentLevolutionLofLtheLNhcdYLlineagesLcoincidesLwithLaLmajorL
globalLshiftLinLtheLStRSZvoVZeLselectiveLlandscapeL2021YL 46

112 wetectionLofLaLStRSZvoVZeLvariantLofLconcernLinLSouthLtfricaaLNatureYL2021YLhleYLgfkZggf 50.4 685

111 NewLWorldLvactaceaeLPlantsLHarborLwiverseLzeminivirusesaLVirusesYL2021YLdfYL 6.2 2
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110 crtssphageLgenomesLidentifiedLinLfecalLsamplesLofLanLadultLandLinfantsLwithLevidenceLofLpositiveL
genomicLselectiveLpressureLwithinLtailLproteinLgenesaLVirusfResearchYL2021YLeleYLdlkedl 6.4 2

109 TransmissionLdynamicsLofLStRSZvoVZeLwithinZhostLdiversityLinLtwoLmajorLhospitalLoutbreaksLinL
SouthLtfricaaLVirusfEvolutionYL2021YLjYLveabcgd 3.7 8

108 SixteenLnovelLlineagesLofLStRSZvoVZeLinLSouthLtfricaaLNaturefMedicineYL2021YLejYLggcZggi 50.5 206

107 TheLemergenceLandLongoingLconvergentLevolutionLofLtheLStRSZvoVZeLNhcdYLlineagesaLCellYL2021YL
dkgYLhdklZheccaej 56.2 61

106 ReadyZtoZuseLpublicLinfrastructureLforLglobalLStRSZvoVZeLmonitoringaLNaturefBiotechnologyYL2021YL
flYLddjkZddjl 44.5 7

105 TaxonomyLupdateLforLtheLfamilyLtlphasatellitidaemLnewLsubfamilyYLgeneraYLandLspeciesaLArchivesfoff
VirologyYL2021YLdiiYLfhcfZfhdd 2.6 4

104 vomplexLevolutionaryLhistoryLofLfelidLanellovirusesaLVirologyYL2021YLhieYLdjiZdkl 3.6 0

103 vircovirusesLandLcyclovirusesLidentifiedLinLWeddellLsealLfecalLsamplesLfromLMcMurdoLSoundYL
tntarcticaaLInfectiontfGeneticsfandfEvolutionYL2021YLlhYLdchcjc 4.5 0

102 tLnovelLlineageLofLpolyomavirusesLidentifiedLinLbarkLscorpionsaLVirologyYL2021YLhifYLhkZif 3.6 2

101 HowLvirulentLareLemergingLmaizeZinfectingLmastrevirusesraLArchivesfoffVirologyYL2021YLdiiYLlhhZlhl 2.6 1

100
SamplingLbiasLandLincorrectLrootingLmakeLphylogeneticLnetworkLtracingLofLStRSZvOVZeLinfectionsL
unreliableaLProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaYL2020YL
ddjYLdeheeZdehef

11.5 46

99 HeterogeneityLofLtheLriceLmicrobialLcommunityLofLtheLvhineseLcenturiesZoldLHongheLHaniLriceL
terracesLsystemaLEnvironmentalfMicrobiologyYL2020YLeeYLfgelZfggh 5.2 2

98
SorghumLmastrevirusZassociatedLalphasatellitesmLnewLgeminialphasatellitesLassociatedLwithLanL
tfricanLstreakLmastrevirusLinfectingLwildLPoaceaeLplantsLonLReunionLIslandaLArchivesfoffVirologyYL
2020YLdihYLdlehZdlek

2.6 2

97 MachineLôearningLandLNetworkLtnalysesLRevealLwiseaseLSubtypesLofLPancreaticLvancerLandLtheirL
MolecularLvharacteristicsaLScientificfReportsYL2020YLdcYLdede 4.9 28

96 vompartmentalizationLandLvlonalLtmplificationLofLHIVZdLinLtheLMaleLzenitalLTractLvharacterizedL
UsingLNextZzenerationLSequencingaLJournalfoffVirologyYL2020YLlgYL 6.6 4

95 SymptomLevolutionLfollowingLtheLemergenceLofLmaizeLstreakLvirusaLELifeYL2020YLlYL 8.9 9

94 xvolutionaryLtnalysesLofLuaseZPairingLInteractionsLinLwNtLandLRNtLSecondaryLStructuresaL
MolecularfBiologyfandfEvolutionYL2020YLfjYLhjiZhle 8.3 4

93 ôargeZscaleLsurveyLrevealsLpervasivenessLandLpotentialLfunctionLofLendogenousLgeminiviralL
sequencesLinLplantsaLVirusfEvolutionYL2020YLiYLveaacjd 3.7 8
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92 wiverseLgenomovirusesLrepresentingLtwentyZnineLspeciesLidentifiedLassociatedLwithLplantsaL
ArchivesfoffVirologyYL2020YLdihYLekldZelcd 2.6 5

91 tLNovelLwivergentLzeminivirusLIdentifiedLinLtsymptomaticLNewLWorldLvactaceaeLPlantsaLVirusesYL
2020YLdeYL 6.2 5

90 xxploringLtheLdiversityLofLPoaceaeZinfectingLmastrevirusesLonLReunionLIslandLusingLaLviralL
metagenomicsZbasedLapproachaLScientificfReportsYL2019YLlYLdejdi 4.9 5

89 xvolutionaryLdynamicsLofLtenLnovelLzammaZPVsmLinsightsLfromLphylogeneticLincongruenceYL
recombinationLandLphylodynamicLanalysesaLBMCfGenomicsYL2019YLecYLfik 4.5 5

88 xvidenceLforLbothLIntermittentLandLPersistentLvompartmentalizationLofLHIVZdLinLtheLyemaleLzenitalL
TractaLJournalfoffVirologyYL2019YLlfYL 6.6 3

87 xvolutionLandLecologyLofLplantLvirusesaLNaturefReviewsfMicrobiologyYL2019YLdjYLifeZigg 22.2 72

86 xmergenceLofLSouthernLRiceLulackZStreakedLwwarfLVirusLinLtheLventuriesZOldLvhineseLYuanyangL
tgrosystemLofLRiceLôandracesaLVirusesYL2019YLddYL 6.2 4

85 PartnerLHIVLSerostatusLImpactsLViralLôoadYLzenitalLHIVLSheddingYLandLImmuneLtctivationLinL
HIVZInfectedLIndividualsaLJournalfoffAcquiredfImmunefDeficiencyfSyndromesfp1999qYL2019YLkeYLhdZic 3.1 2

84 NovelLcircularLwNtLvirusesLassociatedLwithLtpiaceaeLandLPoaceaeLfromLSouthLtfricaLandLNewL
ZealandaLArchivesfoffVirologyYL2019YLdigYLefjZege 2.6 5

83 UnravellingLtheLcomplicatedLevolutionaryLandLdisseminationLhistoryLofLHIVZdMLsubtypeLtLlineagesaL
VirusfEvolutionYL2018YLgYLveyccf 3.7 9

82 zeometagenomicsLilluminatesLtheLimpactLofLagricultureLonLtheLdistributionLandLprevalenceLofLplantL
virusesLatLtheLecosystemLscaleaLISMEfJournalYL2018YLdeYLdjfZdkg 11.9 72

81
NewLIsolatesLofLSweetLpotatoLfeatheryLmottleLvirusLandLSweetLpotatoLvirusLvmLuiologicalLandL
MolecularLPropertiesYLandLRecombinationLtnalysisLuasedLonLvompleteLzenomesaLPlantfDiseaseYL
2018YLdceYLdkllZdldg

1.5 7

80 PatternsLofLgenomicLsiteLinheritanceLinLHIVZdMLinterZsubtypeLrecombinantsLdelineateLtheLmostL
likelyLgenomicLsitesLofLsubtypeZspecificLadaptationaLVirusfEvolutionYL2018YLgYLveycdh 3.7 2

79 RecombinantLzooseLvircovirusesLvirculatingLinLwomesticatedLandLWildLzeeseLinLPolandaLVirusesYL
2018YLdcYL 6.2 6

78 tlphasatellitidaemLaLnewLfamilyLwithLtwoLsubfamiliesLforLtheLclassificationLofLgeminivirusZLandL
nanovirusZassociatedLalphasatellitesaLArchivesfoffVirologyYL2018YLdifYLehkjZeicc 2.6 78

77 WorldLManagementLofLzeminivirusesaLAnnualfReviewfoffPhytopathologyYL2018YLhiYLifjZijj 10.8 133

76 yromLSpatialLMetagenomicsLtoLMolecularLvharacterizationLofLPlantLVirusesmLtLzeminivirusLvaseL
StudyaLAdvancesfinfVirusfResearchYL2018YLdcdYLhhZkf 10.7 20

75 NanovirusZalphasatelliteLcomplexLidentifiedLinLViciaLcraccaLinLtheLRhˆ·neLdeltaLregionLofLyranceaL
ArchivesfoffVirologyYL2018YLdifYLilhZjcc 2.6 14
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74 MolecularLcharacterizationLofLfabaLbeanLnecroticLyellowsLvirusesLinLTunisiaaLArchivesfoffVirologyYL
2018YLdifYLikjZilg 2.6 11

73 NanoporeZbasedLdetectionLandLcharacterizationLofLyamLvirusesaLScientificfReportsYL2018YLkYLdjkjl 4.9 27

72 TheLWestwardLÅourneyLofLtlfalfaLôeafLvurlLVirusaLVirusesYL2018YLdcYL 6.2 6

71 PervasiveLtertiaryLstructureLinLtheLdengueLvirusLRNtLgenomeaLProceedingsfoffthefNationalfAcademyf
offSciencesfoffthefUnitedfStatesfoffAmericaYL2018YLddhYLddhdfZddhdk 11.5 50

70 NotesLonLrecombinationLandLreassortmentLinLmultipartitebsegmentedLvirusesaLCurrentfOpinionfinf
VirologyYL2018YLffYLdhiZdii 7.5 26

69 tdlLTheLimpactLofLHIVZdLonLtheLevolutionLofLMycobacteriumLtuberculosisaLVirusfEvolutionYL2018YLgYL 3.7 78

68 PassionLyruitLvhloroticLMottleLVirusmLMolecularLvharacterizationLofLaLNewLwivergentLzeminivirusLinL
urazilaLVirusesYL2018YLdcYL 6.2 26

67 vapulavirusLandLzrablovirusmLtwoLnewLgeneraLinLtheLfamilyLzeminiviridaeaLArchivesfoffVirologyYL2017YL
dieYLdkdlZdkfd 2.6 166

66 IdentificationLofLaLNanovirusZtlphasatelliteLvomplexLinLSophoraLalopecuroidesaLVirusfResearchYL
2017YLefhYLegZfe 6.4 19

65 zeneticLdiversityLandLphylogeneticLanalysisLofLtheLORyhLgeneLofLPRRSVLfromLcentralLvhinaaL
ResearchfinfVeterinaryfScienceYL2017YLddhYLeeiZefg 2.5 5

64 zenomeLsequencesLofLaLcapulavirusLinfectingLPlantagoLlanceolataLinLtheLˆ�landLarchipelagoLofL
yinlandaLArchivesfoffVirologyYL2017YLdieYLecgdZecgh 2.6 29

63 wetectingLandLtnalyzingLzeneticLRecombinationLUsingLRwPgaLMethodsfinfMolecularfBiologyYL2017YL
dhehYLgffZgic 1.4 70

62 TheLInfluenceLofLHIVLonLtheLxvolutionLofLMycobacteriumLtuberculosisaLMolecularfBiologyfandf
EvolutionYL2017YLfgYLdihgZdiik 8.3 17

61 vompleteLgenomeLsequencesLofLcowpeaLpolerovirusLdLandLcowpeaLpolerovirusLeLinfectingLcowpeaL
plantsLinLuurkinaLyasoaLArchivesfoffVirologyYL2017YLdieYLedglZedhe 2.6 5

60 OccurrenceLofLaLnovelLmastrevirusLinLsugarcaneLgermplasmLcollectionsLinLyloridaYLzuadeloupeLandL
Rˆ'unionaLVirologyfJournalYL2017YLdgYLdgi 6.1 13

59 IvTVLVirusLTaxonomyLProfilemLzeminiviridaeaLJournalfoffGeneralfVirologyYL2017YLlkYLdfdZdff 4.9 400

58 MolecularLdiversityYLgeographicLdistributionLandLhostLrangeLofLmonocotZinfectingLmastrevirusesLinL
tfricaLandLsurroundingLislandsaLVirusfResearchYL2017YLefkYLdjdZdjk 6.4 9

57 NovelLmastrevirusesLidentifiedLinLtustralianLwildLriceaLVirusfResearchYL2017YLefkYLdlfZdlj 6.4 10
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56 TomatoLleafLcurlLNewLwelhiLvirusmLaLwidespreadLbipartiteLbegomovirusLinLtheLterritoryLofL
monopartiteLbegomovirusesaLMolecularfPlantfPathologyYL2017YLdkYLlcdZldd 5.7 61

55 MetagenomicZuasedLScreeningLandLMolecularLvharacterizationLofLvowpeaZInfectingLVirusesLinL
uurkinaLyasoaLPLoSfONEYL2016YLddYLecdihdkk 3.7 32

54 MolecularLcharacterizationLandLprevalenceLofLtwoLcapulavirusesmLtlfalfaLleafLcurlLvirusLfromLyranceL
andLxuphorbiaLcaputZmedusaeLlatentLvirusLfromLSouthLtfricaaLVirologyYL2016YLglfYLdgeZhf 3.6 33

53 wivergentLevolutionaryLandLepidemiologicalLdynamicsLofLcassavaLmosaicLgeminivirusesLinL
MadagascaraLBMCfEvolutionaryfBiologyYL2016YLdiYLdke 3 15

52 PhylogeneticsLofLHIVZdLsubtypeLzLenvmLzreaterLcomplexityLandLolderLoriginsLthanLpreviouslyL
reportedaLInfectiontfGeneticsfandfEvolutionYL2015YLfhYLlZdk 4.5 5

51 yunctionallyLconservedLarchitectureLofLhepatitisLvLvirusLRNtLgenomesaLProceedingsfoffthefNationalf
AcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaYL2015YLddeYLfileZj 11.5 89

50 zeneZwideLidentificationLofLepisodicLselectionaLMolecularfBiologyfandfEvolutionYL2015YLfeYLdfihZjd 8.3 227

49
MolecularLdiversityLofLvhickpeaLchloroticLdwarfLvirusLinLSudanmLhighLratesLofLintraZspeciesL
recombinationLZLaLdrivingLforceLinLtheLemergenceLofLnewLstrainsaLInfectiontfGeneticsfandfEvolutionYL
2015YLelYLecfZdh

4.5 15

48 HighLwegreeLofLHIVZdLzroupLMLTHIVZdMULzeneticLwiversityLwithinLvirculatingLRecombinantLyormsmL
InsightLintoLtheLxarlyLxventsLofLHIVZdMLxvolutionaLJournalfoffVirologyYL2015YLlcYLeeedZl 6.6 21

47 NearLfullZlengthLHIVLtypeLdMLgenomicLsequencesLfromLvameroonLmLxvidenceLofLearlyLdivergingL
underZsampledLlineagesLinLtheLcountryaLEvolutiontfMedicinefandfPublicfHealthYL2015YLecdhYLehgZih 3 10

46 vompleteLzenomeLSequencesLofLyourLtfricanLHorseLSicknessLVirusLStrainsLfromLaLvommercialL
TetravalentLôiveLtttenuatedLVaccineaLGenomefAnnouncementsYL2015YLfYL 4

45 PotentLSensitisationLofLvancerLvellsLtoLtnticancerLwrugsLbyLaLQuadrupleLMutantLofLtheLHumanL
weoxycytidineLéinaseaLPLoSfONEYL2015YLdcYLecdgcjgd 3.7 2

44 PlantLVirusLMetagenomicsmLtdvancesLinLVirusLwiscoveryaLPhytopathologyYL2015YLdchYLjdiZej 3.8 214

43 TheLgenomesLofLmanyLyamLspeciesLcontainLtranscriptionallyLactiveLendogenousLgeminiviralL
sequencesLthatLmayLbeLfunctionallyLexpressedaLVirusfEvolutionYL2015YLdYLvevcce 3.7 19

42 RwPgmLwetectionLandLanalysisLofLrecombinationLpatternsLinLvirusLgenomesaLVirusfEvolutionYL2015YLdYLvevccf3.7 1740

41 vompleteLzenomeLSequencesLofLtheLThreeLtfricanLHorseLSicknessLVirusLStrainsLfromLaLvommercialL
TrivalentLôiveLtttenuatedLVaccineaLGenomefAnnouncementsYL2015YLfYL 7

40 vharacterisationLofLaLdiverseLrangeLofLcircularLreplicationZassociatedLproteinLencodingLwNtLvirusesL
recoveredLfromLaLsewageLtreatmentLoxidationLpondaLInfectiontfGeneticsfandfEvolutionYL2015YLfdYLjfZki 4.5 62

39 zenomeLdiversityLandLevidenceLofLrecombinationLandLreassortmentLinLnanovirusesLfromLxuropeaL
JournalfoffGeneralfVirologyYL2014YLlhYLddjkZddld 4.9 31
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38
xxtensiveLrecombinationZinducedLdisruptionLofLgeneticLinteractionsLisLhighlyLdeleteriousLbutLcanLbeL
partiallyLreversedLbyLsmallLnumbersLofLsecondaryLrecombinationLeventsaLJournalfoffVirologyYL2014YL
kkYLjkgfZhd

6.6 15

37 PigeonLcircovirusesLdisplayLpatternsLofLrecombinationYLgenomicLsecondaryLstructureLandLselectionL
similarLtoLthoseLofLbeakLandLfeatherLdiseaseLvirusesaLJournalfoffGeneralfVirologyYL2014YLlhYLdffkZdfhd 4.9 28

36 TowardsLinferringLtheLglobalLmovementLofLbeakLandLfeatherLdiseaseLvirusaLVirologyYL2014YLghcZghdYLegZff3.6 43

35 PatternsLofLrecombinationLinLHIVZdMLareLinfluencedLbyLselectionLdisfavouringLtheLsurvivalLofL
recombinantsLwithLdisruptedLgenomicLRNtLandLproteinLstructuresaLPLoSfONEYL2014YLlYLedccgcc 3.7 9

34 InducibleLresistanceLtoLmaizeLstreakLvirusaLPLoSfONEYL2014YLlYLedchlfe 3.7 11

33 tppearancesLcanLbeLdeceptivemLrevealingLaLhiddenLviralLinfectionLwithLdeepLsequencingLinLaLplantL
quarantineLcontextaLPLoSfONEYL2014YLlYLedcelgh 3.7 65

32 vharacterizationLofLHIVZdLgagLandLnefLinLvameroonmLfurtherLevidenceLofLextremeLdiversityLatLtheL
originLofLtheLHIVZdLgroupLMLepidemicaLVirologyfJournalYL2013YLdcYLel 6.1 18

31 xxtensiveLrecombinationLdetectedLamongLbeakLandLfeatherLdiseaseLvirusLisolatesLfromLbreedingL
facilitiesLinLPolandaLJournalfoffGeneralfVirologyYL2013YLlgYLdckiZdclh 4.9 44

30 xvidenceLofLinterZcomponentLrecombinationYLintraZcomponentLrecombinationLandLreassortmentLinL
bananaLbunchyLtopLvirusaLJournalfoffGeneralfVirologyYL2012YLlfYLddcfZdddl 4.9 33

29 tnalysingLrecombinationLinLnucleotideLsequencesaLMolecularfEcologyfResourcesYL2011YLddYLlgfZhh 8.4 85

28 RecombinationLinLeukaryoticLsingleLstrandedLwNtLvirusesaLVirusesYL2011YLfYLdillZjfk 6.2 141

27 RecombinationLpatternsLinLdicotZinfectingLmastrevirusesLmirrorLthoseLfoundLinLmonocotZinfectingL
mastrevirusesaLArchivesfoffVirologyYL2011YLdhiYLdgifZl 2.6 11

26 xragrostisLminorLstreakLvirusmLanLtsianLstreakLvirusLinLtfricaaLArchivesfoffVirologyYL2011YLdhiYLdellZfcf 2.6 8

25 vomplexLrecombinationLpatternsLarisingLduringLgeminivirusLcoinfectionsLpreserveLandLdemarcateL
biologicallyLimportantLintraZgenomeLinteractionLnetworksaLPLoSfPathogensYL2011YLjYLedcceecf 7.6 65

24 wragonflyLcyclovirusYLaLnovelLsingleZstrandedLwNtLvirusLdiscoveredLinLdragonfliesLTOdonatamL
tnisopteraUaLJournalfoffGeneralfVirologyYL2011YLleYLdfceZdfck 4.9 88

23 MaizeLstreakLvirusmLanLoldLandLcomplexLSemergingSLpathogenaLMolecularfPlantfPathologyYL2010YLddYLdZde 5.7 89

22 RNtLstructuresLfacilitateLrecombinationZmediatedLgeneLswappingLinLHIVZdaLJournalfoffVirologyYL
2010YLkgYLdeijhZke 6.6 45

21 zeneticLRecombinationLandLuacterialLPopulationLStructureL2010YLidZkh 4
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20 RwPfmLaLflexibleLandLfastLcomputerLprogramLforLanalyzingLrecombinationaLBioinformaticsYL2010YLeiYLegieZf7.2 1392

19 MolecularLmechanismsLofLrecombinationLrestrictionLinLtheLenvelopeLgeneLofLtheLhumanL
immunodeficiencyLvirusaLPLoSfPathogensYL2009YLhYLedcccgdk 7.6 63

18 RapidLhostLadaptationLbyLextensiveLrecombinationaLJournalfoffGeneralfVirologyYL2009YLlcYLjfgZjgi 4.9 78

17 watingLtheLoriginsLofLtheLmaizeZadaptedLstrainLofLmaizeLstreakLvirusYLMSVZtaLJournalfoffGeneralf
VirologyYL2009YLlcYLfciiZfcjg 4.9 46

16 TheLepidemiologyYLeconomicLimpactLandLcontrolLofLmaizeLstreakLdiseaseaLFoodfSecurityYL2009YLdYLfchZfdh6.7 53

15 RecombinationLdetectionLandLanalysisLusingLRwPfaLMethodsfinfMolecularfBiologyYL2009YLhfjYLdkhZech 1.4 67

14 xxtensiveLpurifyingLselectionLactingLonLsynonymousLsitesLinLHIVZdLzroupLMLsequencesaLVirologyf
JournalYL2008YLhYLdic 6.1 21

13 RecombinationYLdecreasedLhostLspecificityLandLincreasedLmobilityLmayLhaveLdrivenLtheLemergenceL
ofLmaizeLstreakLvirusLasLanLagriculturalLpathogenaLJournalfoffGeneralfVirologyYL2008YLklYLecifZecjg 4.9 107

12 zeneticLanalysisLofLmaizeLstreakLvirusLisolatesLfromLUgandaLrevealsLwidespreadLdistributionLofLaL
recombinantLvariantaLJournalfoffGeneralfVirologyYL2007YLkkYLfdhgZfdih 4.9 50

11 InhibitionLofLmaizeLstreakLvirusLTMSVULreplicationLbyLtransientLandLtransgenicLexpressionLofLMSVL
replicationZassociatedLproteinLmutantsaLJournalfoffGeneralfVirologyYL2007YLkkYLfehZffi 4.9 31

10 RobustLinferenceLofLpositiveLselectionLfromLrecombiningLcodingLsequencesaLBioinformaticsYL2006YL
eeYLeglfZl 7.2 159

9 xvidenceLofLancientLpapillomavirusLrecombinationaLJournalfoffGeneralfVirologyYL2006YLkjYLehejZehfd 4.9 56

8 RecombinationLpatternsLinLaphthovirusesLmirrorLthoseLfoundLinLotherLpicornavirusesaLJournalfoff
VirologyYL2006YLkcYLddkejZfe 6.6 234

7 TheLevolutionaryLvalueLofLrecombinationLisLconstrainedLbyLgenomeLmodularityaLPLoSfGeneticsYL2005YL
dYLehd 6 95

6
tLthreeZnucleotideLmutationLalteringLtheLMaizeLstreakLvirusLRepLpRuRZinteractionLmotifLreducesL
symptomLseverityLinLmaizeLandLpartiallyLrevertsLatLhighLfrequencyLwithoutLrestoringLpRuRZRepL
bindingaLJournalfoffGeneralfVirologyYL2005YLkiYLkcfZkdf

4.9 46

5 SouthLWestLIndianLOceanLislandsLtomatoLbegomovirusLpopulationsLrepresentLaLnewLmajorL
monopartiteLbegomovirusLgroupaLJournalfoffGeneralfVirologyYL2005YLkiYLdhffZdhge 4.9 56

4 RwPmLdetectionLofLrecombinationLamongstLalignedLsequencesaLBioinformaticsYL2000YLdiYLhieZf 7.2 1145

3 RapidLepidemicLexpansionLofLtheLStRSZvoVZeLOmicronLvariantLinLsouthernLtfrica 12
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2 RecentLzoonoticLspilloverLandLtropismLshiftLofLaLvanineLvoronavirusLisLassociatedLwithLrelaxedL
selectionLandLputativeLlossLofLfunctionLinLNTwLsubdomainLofLspikeLprotein 1

1 vonservedLrecombinationLpatternsLacrossLcoronavirusLsubgenera 2
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