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of Hazardous Materials, 2015, 282, 201-207. 6.5 337

2 Interaction of Î±-cyperone with human serum albumin: Determination of the binding site by using
Discovery Studio and via spectroscopic methods. Journal of Luminescence, 2015, 164, 81-85. 1.5 90

3 Inclusion complexes of chlorzoxazone with Î²- and hydroxypropyl-Î²-cyclodextrin: Characterization,
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4 Characterisation of interaction between food colourant allura red AC and human serum albumin:
Multispectroscopic analyses and docking simulations. Food Chemistry, 2015, 170, 423-429. 4.2 78

5 A simple and green method to construct cyclodextrin polymer for the effective and simultaneous
estrogen pollutant and metal removal. Chemical Engineering Journal, 2019, 366, 598-607. 6.6 76

6 Multispectroscopic and docking studies on the binding of chlorogenic acid isomers to human serum
albumin: Effects of esteryl position on affinity. Food Chemistry, 2016, 212, 434-442. 4.2 74

7 Rapid and efficient removal of estrogenic pollutants from water by using beta- and
gamma-cyclodextrin polymers. Chemical Engineering Journal, 2018, 344, 514-523. 6.6 69

8 Characterization and antioxidant activity of the complexes of tertiary butylhydroquinone with
Î²-cyclodextrin and its derivatives. Food Chemistry, 2018, 260, 183-192. 4.2 62

9 Interactions of cinnamaldehyde and its metabolite cinnamic acid with human serum albumin and
interference of other food additives. Food Chemistry, 2018, 243, 74-81. 4.2 57

10 Interaction mechanisms and structure-affinity relationships between hyperoside and soybean
Î²-conglycinin and glycinin. Food Chemistry, 2021, 347, 129052. 4.2 53

11 Mesalazine/hydroxypropyl-Î²-cyclodextrin/chitosan nanoparticles with sustained release and enhanced
anti-inflammation activity. Carbohydrate Polymers, 2018, 198, 418-425. 5.1 48

12 A self-assembled, ROS-responsive Janus-prodrug for targeted therapy of inflammatory bowel disease.
Journal of Controlled Release, 2019, 316, 66-78. 4.8 48

13 Characterization and evaluation of synthetic riluzole with Î²-cyclodextrin and
2,6-di-O-methyl-Î²-cyclodextrin inclusion complexes. Carbohydrate Polymers, 2015, 129, 9-16. 5.1 47

14
Unravelling the binding mechanism of benproperine with human serum albumin: A docking,
fluorometric, and thermodynamic approach. European Journal of Medicinal Chemistry, 2018, 146,
245-250.

2.6 47

15 Comparative crystal structure determination of griseofulvin: Powder X-ray diffraction versus
single-crystal X-ray diffraction. Science Bulletin, 2012, 57, 3867-3871. 1.7 43

16 Posaconazole/hydroxypropyl-Î²-cyclodextrin hostâ€“guest system: Improving dissolution while
maintaining antifungal activity. Carbohydrate Polymers, 2016, 142, 16-23. 5.1 43

17
Investigation on the interaction of antibacterial drug moxifloxacin hydrochloride with human serum
albumin using multi-spectroscopic approaches, molecular docking and dynamical simulation. RSC
Advances, 2017, 7, 48942-48951.

1.7 43

18 Honokiol nanoparticles based on epigallocatechin gallate functionalized chitin to enhance
therapeutic effects against liver cancer. International Journal of Pharmaceutics, 2018, 545, 74-83. 2.6 39
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19 Binding mechanism and functional evaluation of quercetin 3-rhamnoside on lipase. Food Chemistry,
2021, 359, 129960. 4.2 39

20
Characterization of the binding of a novel antitumor drug ibrutinib with human serum albumin:
Insights from spectroscopic, calorimetric and docking studies. Journal of Photochemistry and
Photobiology B: Biology, 2018, 184, 18-26.

1.7 38

21
Study on the interaction of ertugliflozin with human serum albumin in vitro by multispectroscopic
methods, molecular docking, and molecular dynamics simulation. Spectrochimica Acta - Part A:
Molecular and Biomolecular Spectroscopy, 2019, 219, 83-90.

2.0 38

22 Mechanism and structure studies of cinnamaldehyde/cyclodextrins inclusions by computer
simulation and NMR technology. Carbohydrate Polymers, 2018, 194, 294-302. 5.1 37

23 Propyl gallate/cyclodextrin supramolecular complexes with enhanced solubility and radical
scavenging capacity. Food Chemistry, 2018, 245, 1062-1069. 4.2 37

24
Determination of interactions between human serum albumin and niraparib through
multi-spectroscopic and computational methods. Spectrochimica Acta - Part A: Molecular and
Biomolecular Spectroscopy, 2019, 206, 126-134.

2.0 36

25 Spectroscopy study and co-administration effect on the interaction of mycophenolic acid and human
serum albumin. International Journal of Biological Macromolecules, 2015, 77, 280-286. 3.6 35

26 Investigations of the interactions of peimine and peiminine with human serum albumin by
spectroscopic methods and docking studies. Journal of Luminescence, 2014, 146, 218-225. 1.5 33

27
In vitro investigation of the interaction between the hepatitis C virus drug sofosbuvir and human
serum albumin through <sup>1</sup>H NMR, molecular docking, and spectroscopic analyses. New
Journal of Chemistry, 2016, 40, 2530-2540.

1.4 33

28 Crystal structure determination of the Î²-cyclodextrinâ€“p-aminobenzoic acid inclusion complex from
powder X-ray diffraction data. Carbohydrate Research, 2011, 346, 986-990. 1.1 32

29 Analysis of binding properties and interaction of thiabendazole and its metabolite with human serum
albumin via multiple spectroscopic methods. Food Chemistry, 2017, 233, 190-196. 4.2 31

30 Protein corona of metal-organic framework nanoparticals: Study on the adsorption behavior of
protein and cell interaction. International Journal of Biological Macromolecules, 2019, 140, 709-718. 3.6 31

31 Chitosan/Sulfobutylether-Î²-Cyclodextrin Nanoparticles for Ibrutinib Delivery: A Potential
Nanoformulation of Novel Kinase Inhibitor. Journal of Pharmaceutical Sciences, 2020, 109, 1136-1144. 1.6 31

32 Simultaneous determination of amino acids in tea leaves by micellar electrokinetic chromatography
with laser-induced fluorescence detection. Food Chemistry, 2014, 143, 82-89. 4.2 30

33
Molecular mechanism of the binding of 3,4,5-tri-O-caffeoylquinic acid to human serum albumin:
Saturation transfer difference NMR, multi-spectroscopy, and docking studies. Journal of
Photochemistry and Photobiology B: Biology, 2016, 165, 24-33.

1.7 30

34 Comparative analysis of the interaction of mono-, dis-, and tris-azo food dyes with egg white lysozyme:
A combined spectroscopic and computational simulation approach. Food Chemistry, 2019, 284, 180-187. 4.2 30

35 Kinetics and Thermodynamics of Lead (II) Adsorption on Vermiculite. Separation Science and
Technology, 2007, 42, 185-202. 1.3 29

36 Binding mechanism of trans-N-caffeoyltyramine and human serum albumin: Investigation by
multi-spectroscopy and docking simulation. Bioorganic Chemistry, 2016, 66, 102-110. 2.0 29
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The influence of hydroxypropyl-Î²-cyclodextrin on the solubility, dissolution, cytotoxicity, and binding
of riluzole with human serum albumin. Journal of Pharmaceutical and Biomedical Analysis, 2016, 117,
453-463.

1.4 29

38 Characterization of the interaction between 3-Oxotabersonine and two serum albumins by using
spectroscopic techniques. Journal of Luminescence, 2013, 138, 1-7. 1.5 28

39
Studies of DNA-binding properties of lafutidine as adjuvant anticancer agent to calf thymus DNA using
multi-spectroscopic approaches, NMR relaxation data, molecular docking and dynamical simulation.
International Journal of Biological Macromolecules, 2017, 99, 79-87.

3.6 27

40 Effect of preparation processes and structural insight into the supermolecular system: Bisacodyl and
Î²-cyclodextrin inclusion complex. Materials Science and Engineering C, 2016, 58, 224-232. 3.8 26

41 Domain-specific interactions between MLN8237 and human serum albumin estimated by STD and
WaterLOGSY NMR, ITC, spectroscopic, and docking techniques. Scientific Reports, 2017, 7, 45514. 1.6 26

42 Binding modes of environmental endocrine disruptors to human serum albumin: insights from
STD-NMR, ITC, spectroscopic and molecular docking studies. Scientific Reports, 2017, 7, 11126. 1.6 26

43 From guest to ligand â€“ A study on the competing interactions of antitumor drug resveratrol with
Î²-cyclodextrin and bovine serum albumin. Thermochimica Acta, 2011, 521, 74-79. 1.2 25

44 Interaction of inosine with human serum albumin as determined by NMR relaxation data and
fluorescence methodology. Journal of Molecular Liquids, 2016, 219, 547-553. 2.3 25

45 Binding properties of drospirenone with human serum albumin and lysozyme in vitro. Spectrochimica
Acta - Part A: Molecular and Biomolecular Spectroscopy, 2016, 153, 612-618. 2.0 25

46 Spectroscopy and Molecular Modeling Study on the Interaction Between Mycophenolate Mofetil and
Pepsin. Journal of Fluorescence, 2016, 26, 599-608. 1.3 25

47
Binding behavior of trelagliptin and human serum albumin: Molecular docking, dynamical simulation,
and multi-spectroscopy. Spectrochimica Acta - Part A: Molecular and Biomolecular Spectroscopy, 2018,
202, 187-195.

2.0 25

48
Interaction of novel Aurora kinase inhibitor MK-0457 with human serum albumin: Insights into the
dynamic behavior, binding mechanism, conformation and esterase activity of human serum albumin.
Journal of Pharmaceutical and Biomedical Analysis, 2020, 178, 112962.

1.4 25

49 Insights into the fatty acid ester norethisterone enanthate binding to human albumin: fluorescence,
circular dichroism, and docking investigations. RSC Advances, 2015, 5, 44696-44704. 1.7 24

50 Binding properties and structureâ€“affinity relationships of food antioxidant butylated hydroxyanisole
and its metabolites with lysozyme. Food Chemistry, 2015, 188, 370-376. 4.2 24

51 Dimethyl-Î²-cyclodextrin/salazosulfapyridine inclusion complex-loaded chitosan nanoparticles for
sustained release. Carbohydrate Polymers, 2017, 156, 215-222. 5.1 24

52
Solid dispersions of telaprevir with improved solubility prepared by co-milling: formulation,
physicochemical characterization, and cytotoxicity evaluation. Materials Science and Engineering C,
2019, 105, 110012.

3.8 24

53 Co-amorphous palbociclibâ€“organic acid systems with increased dissolution rate, enhanced physical
stability and equivalent biosafety. RSC Advances, 2019, 9, 3946-3955. 1.7 24

54 Microcrystalline cellulose as an effective crystal growth inhibitor for the ternary Ibrutinib
formulation. Carbohydrate Polymers, 2020, 229, 115476. 5.1 24
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55 Binding mechanism and antioxidant activity of piperine to hemoglobin. Food Chemistry, 2022, 394,
133558. 4.2 24

56 Docking simulations and spectroscopy of the interactions of ellagic acid and oleuropein with human
serum albumin. Journal of Luminescence, 2014, 154, 578-583. 1.5 23

57 Binding mechanism of tauroursodeoxycholic acid to human serum albumin: insights from NMR
relaxation and docking simulations. RSC Advances, 2015, 5, 11036-11042. 1.7 23

58 Fluorescence spectroscopy and docking study in two flavonoids, isolated tectoridin and its aglycone
tectorigenin, interacting with human serum albumin: a comparison study. Luminescence, 2016, 31, 38-46. 1.5 23

59 Synthesis, structure, and biological evaluation of a copper(ii) complex with fleroxacin and
1,10-phenanthroline. Dalton Transactions, 2016, 45, 10928-10935. 1.6 23

60 Study of conformational and functional changes caused by binding of environmental pollutant
tonalide to human serum albumin. Chemosphere, 2021, 270, 129431. 4.2 23

61 Comparison of the accuracy of powder and single-crystal X-ray diffraction techniques in determining
organic crystal structure. Science Bulletin, 2014, 59, 497-501. 1.7 22

62 Fe<sup>2+</sup>-modified Vermiculite for the Removal of Chromium (VI) from Aqueous Solution.
Separation Science and Technology, 2010, 46, 290-299. 1.3 21

63 Spectral and molecular modeling studies on the influence of Î²-cyclodextrin and its derivatives on
aripiprazole-human serum albumin binding. Carbohydrate Polymers, 2015, 131, 65-74. 5.1 21

64
Investigating the interaction mechanism of fluorescent whitening agents to human serum albumin
using saturation transfer difference-NMR, multi-spectroscopy, and docking studies. RSC Advances,
2017, 7, 27796-27806.

1.7 21

65
Binding properties of the natural red dye carthamin with human serum albumin: Surface plasmon
resonance, isothermal titration microcalorimetry, and molecular docking analysis. Food Chemistry,
2017, 221, 650-656.

4.2 21

66
Investigation on the Interaction of Dabrafenib with Human Serum Albumin Using Combined Experiment
and Molecular Dynamics Simulation: Exploring the Binding Mechanism, Esterase-like Activity, and
Antioxidant Activity. Molecular Pharmaceutics, 2018, 15, 5637-5645.

2.3 21

67
Insights into the interaction of ulipristal acetate and human serum albumin using multi-spectroscopic
methods, molecular docking, and dynamic simulation. Journal of Biomolecular Structure and
Dynamics, 2019, 37, 2989-2998.

2.0 21

68 Capecitabine as a minor groove binder of DNA: molecular docking, molecular dynamics, and
multi-spectroscopic studies. Journal of Biomolecular Structure and Dynamics, 2019, 37, 1451-1463. 2.0 21

69 Near infrared spectroscopy combination with PLS to monitor the parameters of naproxen tablet
preparation process. Analytical Methods, 2013, 5, 1337. 1.3 19

70
Interaction of lafutidine in binding to human serum albumin in gastric ulcer therapy: STD-NMR,
WaterLOGSY-NMR, NMR relaxation times, Tr-NOESY, molecule docking, and spectroscopic studies.
Archives of Biochemistry and Biophysics, 2016, 606, 81-89.

1.4 19

71 Characterization and In Vitro Evaluation of the Complexes of Posaconazole with Î²- and
2,6-di-O-methyl-Î²-cyclodextrin. AAPS PharmSciTech, 2017, 18, 104-114. 1.5 19

72 Solvates and polymorphs of rebamipide: preparation, characterization, and physicochemical analysis.
RSC Advances, 2017, 7, 23279-23286. 1.7 19
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75
A new application of WT-ANN method to control the preparation process of metformin hydrochloride
tablets by near infrared spectroscopy compared to PLS. Journal of Pharmaceutical and Biomedical
Analysis, 2013, 80, 186-191.
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Probing the binding interaction of human serum albumin with three bioactive constituents of
Eriobotrta japonica leaves: Spectroscopic and molecular modeling approaches. Journal of
Photochemistry and Photobiology B: Biology, 2015, 148, 268-276.

1.7 18

77 Interaction Behavior Between Niclosamide and Pepsin Determined by Spectroscopic and Docking
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78 Combined spectroscopy methods and molecular simulations for the binding properties of trametinib
to human serum albumin. RSC Advances, 2018, 8, 4742-4749. 1.7 18
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Characterization of the interaction between acotiamide hydrochloride and human serum albumin:
<sup>1</sup>H STD NMR spectroscopy, electrochemical measurement, and docking investigations. RSC
Advances, 2016, 6, 61119-61128.

1.7 15
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Study of the interaction of broad-spectrum antimicrobial drug sitafloxacin with human serum
albumin using spectroscopic methods, molecular docking, and molecular dynamics simulation.
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1.4 15
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spectroscopic methods and molecular modeling. New Journal of Chemistry, 2018, 42, 9791-9800. 1.4 15
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100
Comparative analysis of the interaction of capecitabine and gefitinib with human serum albumin using
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114 Investigation of the solid forms of deferasirox: solvate, co-crystal, and amorphous form. RSC
Advances, 2017, 7, 43151-43160. 1.7 9
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methods: compression effect on content uniformity model and relevant process parameters testing.
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molecular docking, and molecular dynamics simulation. Journal of Molecular Structure, 2022, 1254,
132414.

1.8 4

153 Self-Delivery Janus-Prodrug for Precise Immuno-Chemotherapy of Colitis-Associated Colorectal
Cancer. ACS Applied Materials &amp; Interfaces, 2022, 14, 297-306. 4.0 4

154 Crystal structure determining of 7-ADCA based on X-ray powder diffraction. Science Bulletin, 2006, 51,
2421-2424. 1.7 3

155 X-ray powder diffraction data for norandrostenedione. Powder Diffraction, 2013, 28, 302-304. 0.4 3

156 X-ray powder diffraction data for norethindrone. Powder Diffraction, 2014, 29, 46-47. 0.4 3

157 Enhanced Characterization of Naproxen Formulation by Near Infrared Spectroscopy. Analytical
Letters, 2014, 47, 2384-2393. 1.0 3

158 X-ray powder diffraction data for piperaquine,
C<sub>29</sub>H<sub>32</sub>Cl<sub>2</sub>N<sub>6</sub>. Powder Diffraction, 2015, 30, 289-292. 0.4 3

159 Four solid forms of tauroursodeoxycholic acid and solid-state transformations: effects of
temperature and milling. RSC Advances, 2015, 5, 96392-96403. 1.7 3

160 Investigation on the interaction of letrozole with herring sperm DNA through spectroscopic and
modeling methods. Luminescence, 2016, 31, 1077-1084. 1.5 3

161
Probing the Interaction between Acotiamide Hydrochloride and Pepsin by Multispectral Methods,
Electrochemical Measurements, and Docking Studies. Journal of Biochemical and Molecular
Toxicology, 2016, 30, 350-359.

1.4 3

162 Probing the binding of Azilsartan to DNA by molecular docking, steady-state/time-resolved
fluorescence, viscosity, infrared, and circular dichroism spectra. Spectroscopy Letters, 2017, 50, 39-47. 0.5 3
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163 Preparation, Characterization, and Properties of Inclusion Complexes of Balofloxacin with
Cyclodextrins. AAPS PharmSciTech, 2019, 20, 278. 1.5 3

164 Cyclodextrin and its derivatives as effective excipients for amorphous ulipristal acetate systems. RSC
Advances, 2022, 12, 9170-9178. 1.7 3

165 X-ray powder diffraction data for peiminine. Powder Diffraction, 2013, 28, 312-314. 0.4 2

166 X-ray powder diffraction data for deoxyschisandrin. Powder Diffraction, 2013, 28, 231-233. 0.4 2

167 X-ray powder diffraction data for schisanhenol. Powder Diffraction, 2014, 29, 48-50. 0.4 2

168 Quantitative Analysis of Uncoated Eszopiclone Tablets by Near-Infrared Spectroscopy. Analytical
Letters, 2014, 47, 1938-1951. 1.0 2

169 X-ray powder diffraction data for bisacodyl, C<sub>22</sub>H<sub>19</sub>NO<sub>4</sub>. Powder
Diffraction, 2014, 29, 295-297. 0.4 2

170 X-ray powder diffraction data for drospirenone, C<sub>24</sub>H<sub>30</sub>O<sub>3</sub>.
Powder Diffraction, 2016, 31, 63-65. 0.4 2

171 X-ray powder diffraction data for Palbociclib,
C<sub>24</sub>H<sub>29</sub>N<sub>7</sub>O<sub>2</sub>. Powder Diffraction, 2016, 31, 248-250. 0.4 2

172 Interaction mechanism of olaparib binding to human serum albumin investigated with NMR relaxation
data and computational methods. RSC Advances, 2018, 8, 31555-31563. 1.7 2

173 Synthesis, structure, and DNA-binding study of a novel Zn (II) complex with fleroxacin and
1,10-phenanthroline monohydrate. Inorganic Chemistry Communication, 2019, 103, 6-11. 1.8 2

174 Simulation-guided relationships and interaction characteristics of human CtBP1 in complex with
protocatechualdehyde. Journal of Molecular Liquids, 2022, 360, 119507. 2.3 2

175
X-ray powder diffraction data for calcium(II)â€“naproxen complex
(C<sub>28</sub>H<sub>26</sub>CaO<sub>6</sub>Â·2H<sub>2</sub>O). Powder Diffraction, 2015, 30,
185-187.

0.4 1

176 Simultaneous Determination of Two Amino Bisphosphonates Drugs by Micellar Electrokinetic
Chromatography. Journal of Chromatographic Science, 2015, 53, bmv074. 0.7 1

177 X-ray powder diffraction data for tectoridin, C22H22O11. Powder Diffraction, 2016, 31, 52-54. 0.4 1

178 X-ray powder diffraction data for alogliptin benzoate, C18H21N5O2Â·C7H6O2. Powder Diffraction, 2017,
32, 49-52. 0.4 1

179
X-ray powder diffraction data for DCT
(C<sub>12</sub>H<sub>12</sub>Cl<sub>2</sub>N<sub>6</sub>O<sub>4</sub>S<sub>2</sub> â€¢) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 97 Td (C<sub>6</sub>H<sub>15</sub>N). Powder Diffraction, 2015, 30, 286-288.0.4 0

180
X-ray powder diffraction data for niclosamide,
C<sub>13</sub>H<sub>8</sub>N<sub>2</sub>O<sub>4</sub>Cl<sub>2</sub>. Powder Diffraction,
2015, 30, 375-377.

0.4 0
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181 X-ray powder diffraction data for letrozole (C<sub>17</sub>H<sub>11</sub>N<sub>5</sub>). Powder
Diffraction, 2015, 30, 372-374. 0.4 0

182 X-ray powder diffraction data for gemcitabine, C9H11F2N3O4. Powder Diffraction, 2015, 30, 76-78. 0.4 0

183 X-ray powder diffraction data for beta-methyl vinyl phosphate (C29H27N2O10P). Powder Diffraction,
2015, 30, 175-177. 0.4 0

184 X-ray powder diffraction data for thiamphenicol,
C<sub>12</sub>H<sub>15</sub>Cl<sub>2</sub>NO<sub>5</sub>S. Powder Diffraction, 2016, 31, 80-82. 0.4 0

185 X-ray powder diffraction data for menthyl lactate, C13H24O3. Powder Diffraction, 2016, 31, 295-297. 0.4 0

186 X-ray powder diffraction data for monomenthyl succinate,
C<sub>14</sub>H<sub>24</sub>O<sub>4</sub>. Powder Diffraction, 2016, 31, 301-303. 0.4 0

187 X-ray powder diffraction data for trelagliptin succinate, C18H20FN5O2â€¢C4H6O4. Powder Diffraction,
2016, 31, 153-154. 0.4 0

188 X-ray powder diffraction data for 2-[((3R)-5-oxo-4-phenyltetrahy) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 462 Td (drofuran-3-yl)methyl]isoindoline-1,3-dione, C19H15NO4. Powder Diffraction, 2016, 31, 155-158.0.4 0

189
X-ray powder diffraction data for eluxadoline nitrate monohydrate,
C<sub>32</sub>H<sub>35</sub>N<sub>5</sub>O<sub>5</sub>â‹…2HNO<sub>3</sub>â‹…H<sub>2</sub>O.
Powder Diffraction, 2020, 35, 213-215.

0.4 0

190
X-ray powder diffraction data for nicotine 3,5-dihydroxybenzoate dihydrate,
C<sub>10</sub>H<sub>15</sub>N<sub>2</sub>â‹…C<sub>7</sub>H<sub>5</sub>O<sub>4</sub>â‹…2H<sub>2</sub>O.
Powder Diffraction, 2021, 36, 25-28.

0.4 0

191 A New Reasonable Interpretation of Azilsartan Form II: a Hydrate. Journal of Molecular Structure,
2021, 1243, 130867. 1.8 0

192
X-ray powder diffraction data for nicotine 2,6-dihydroxybenzoate,
C<sub>10</sub>H<sub>15</sub>N<sub>2</sub>â‹…C<sub>7</sub>H<sub>5</sub>O<sub>4</sub>. Powder
Diffraction, 0, , 1-3.

0.4 0


