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j Paper IF Citations

75 NondresponderNphenotypeNrevealsNapparentNmicrobiomedwideNantibioticNtoleranceNinNtheNmurineN
guteNCommunicationsfBiologycN2021cNkcNjhm 6.7 1

74 ElevatedNratesNofNhorizontalNgeneNtransferNinNtheNindustrializedNhumanNmicrobiomeeNCellcN2021cNhokcNigljdigmneeho56.2 32

73 TheNgeometryNofNclinicalNlabsNandNwellnessNstatesNfromNdeeplyNphenotypedNhumanseNNaturef
CommunicationscN2021cNhicNjlno 17.4 1

72 FromNtaxonomyNtoNmetabolicNoutputqNwhatNfactorsNdefineNgutNmicrobiomeNhealthveNGutfMicrobescN
2021cNhjcNhdig 8.8 3

71 LettuceNVLactucaNsativaWNproductivityNinfluencedNbyNmicrobialNinoculaNunderNnitrogendlimitedN
conditionsNinNaquaponicseNPLoSfONEcN2021cNhmcNegiknljk 3.7 3

70 MicrobiomeNMetadataNStandardsqNReportNofNtheNNationalNMicrobiomeNαataNzollaborativeUsN
WorkshopNandNFollowdOnNxctivitieseNMSystemscN2021cNmcN 7.6 7

69 GutNmicrobiomeNpatternNreflectsNhealthyNageingNandNpredictsNsurvivalNinNhumanseNNaturefMetabolism
cN2021cNjcNinkdiom 14.6 77

68 SulfurNMetabolitesNPlayNKeyNSystemdLevelNRolesNinNModulatingNαenitrificationeNMSystemscN2021cNmcN 7.6 3

67 GenomicNandNfunctionalNcharacterizationNofNaNmucosalNsymbiontNinvolvedNinNearlydstageNcolorectalN
cancereNCellfHostfandfMicrobecN2021cNipcNhlopdhlpoeem 23.4 11

66 yaselineNGutNMetagenomicNFunctionalNGeneNSignatureNxssociatedNwithNVariableNWeightNLossN
ResponsesNfollowingNaNHealthyNLifestyleNInterventionNinNHumanseNMSystemscN2021cNmcNeggpmkih 7.6 6

65
LongitudinalNanalysisNrevealsNtransitionNbarriersNbetweenNdominantNecologicalNstatesNinNtheNgutN
microbiomeeNProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericacN2020cN
hhncNhjojpdhjokl

11.5 13

64 MIzOMqNMetagenomedScaleNModelingNToNInferNMetabolicNInteractionsNinNtheNGutNMicrobiotaeN
MSystemscN2020cNlcN 7.6 48

63 HealthNandNdiseaseNmarkersNcorrelateNwithNgutNmicrobiomeNcompositionNacrossNthousandsNofN
peopleeNNaturefCommunicationscN2020cNhhcNligm 17.4 115

62 KeystoneNtaxaNindispensableNforNmicrobiomeNrecoveryeNNaturefMicrobiologycN2020cNlcNhgmndhgmo 26.6 11

61 yloodNmetabolomeNpredictsNgutNmicrobiomeN˛–ddiversityNinNhumanseNNaturefBiotechnologycN2019cNjncNhihndhiio44.5 95

60 xNlibraryNofNhumanNgutNbacterialNisolatesNpairedNwithNlongitudinalNmultiomicsNdataNenablesN
mechanisticNmicrobiomeNresearcheNNaturefMedicinecN2019cNilcNhkkidhkli 50.5 125

59 αefiningNMicrobiomeNHealthNthroughNaNHostNLenseNMSystemscN2019cNkcN 7.6 5
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58 xdaptiveNEvolutionNwithinNGutNMicrobiomesNofNHealthyNPeopleeNCellfHostfandfMicrobecN2019cNilcNmlmdmmneeo23.4 133

57 ReproduciblecNinteractivecNscalableNandNextensibleNmicrobiomeNdataNscienceNusingNQIIMENieNNaturef
BiotechnologycN2019cNjncNolidoln 44.5 4050

56 UseNandNabuseNofNcorrelationNanalysesNinNmicrobialNecologyeNISMEfJournalcN2019cNhjcNimkndimll 11.9 81

55 ProximateNgrasslandNandNshrubdencroachedNsitesNshowNdramaticNrestructuringNofNsoilNbacterialN
communitieseNPeerJcN2019cNncNenjgk 3.1 5

54 ShrubNencroachmentNisNassociatedNwithNchangesNinNsoilNbacterialNcommunityNcompositionNinNaN
temperateNgrasslandNecosystemeNPlantfandfSoilcN2018cNkilcNljpdllh 4.2 16

53 PredictabilityNandNpersistenceNofNprebioticNdietaryNsupplementationNinNaNhealthyNhumanNcohorteN
ScientificfReportscN2018cNocNhimpp 4.9 27

52 OrthogonalNαietaryNNicheNEnablesNReversibleNEngraftmentNofNaNGutNyacterialNzommensaleNCellf
ReportscN2018cNikcNhokidholh 10.6 52

51 EndosporesNandNotherNlysisdresistantNbacteriaNcompriseNaNwidelyNsharedNcoreNcommunityNwithinNtheN
humanNmicrobiotaeNISMEfJournalcN2018cNhicNikgjdikhm 11.9 22

50 TheNMicrobiomeNStressNProjectqNTowardNaNGlobalNMetadxnalysisNofNEnvironmentalNStressorsNandN
TheirNEffectsNonNMicrobialNzommunitieseNFrontiersfinfMicrobiologycN2018cNpcNjini 5.7 66

49 zorrectingNforNbatchNeffectsNinNcasedcontrolNmicrobiomeNstudieseNPLoSfComputationalfBiologycN2018cN
hkcNehggmhgi 5 55

48 MicrobialNcommunityNecologyqNFunctionNoverNphylogenyeNNaturefEcologyfandfEvolutioncN2017cNhcNji 12.3 27

47 MetapopulationNtheoryNprovidesNnewNinsightNintoNmicrobialNbiogeographyeNEnvironmentalf
MicrobiologycN2017cNhpcNokpdolg 5.2 2

46 InvasiveNPlantsNRapidlyNReshapeNSoilNPropertiesNinNaNGrasslandNEcosystemeNMSystemscN2017cNicN 7.6 53

45 xNcommunalNcatalogueNrevealsNEarthUsNmultiscaleNmicrobialNdiversityeNNaturecN2017cNllhcNklndkmj 50.4 1076

44 TwoNdynamicNregimesNinNtheNhumanNgutNmicrobiomeeNPLoSfComputationalfBiologycN2017cNhjcNehggljmk 5 56

43 MetadanalysisNofNgutNmicrobiomeNstudiesNidentifiesNdiseasedspecificNandNsharedNresponseseNNaturef
CommunicationscN2017cNocNhnok 17.4 425

42 IdentifyingNpredictiveNfeaturesNofNzlostridiumNdifficileNinfectionNrecurrenceNbeforecNduringcNandNafterN
primaryNantibioticNtreatmenteNMicrobiomecN2017cNlcNhko 16.6 20

41 MultidomicsNxnalysisNofNPeriodontalNPocketNMicrobialNzommunitiesNPredNandNPosttreatmenteN
MSystemscN2017cNicN 7.6 35

(2017-2019)
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40 RapidNresponseNofNarbuscularNmycorrhizalNfungalNcommunitiesNtoNshortdtermNfertilizationNinNanN
alpineNgrasslandNonNtheNQinghaidTibetNPlateaueNPeerJcN2016cNkcNeiiim 3.1 23

39 SpatialNscaleNdrivesNpatternsNinNsoilNbacterialNdiversityeNEnvironmentalfMicrobiologycN2016cNhocNigjpdlh 5.2 131

38 TheNyuiltNEnvironmentNIsNaNMicrobialNWastelandeNMSystemscN2016cNhcN 7.6 26

37 αisturbanceNRegimesNPredictablyNxlterNαiversityNinNanNEcologicallyNzomplexNyacterialNSystemeNMBiocN
2016cNncN 7.8 26

36 EffectsNofNdiurnalNvariationNofNgutNmicrobesNandNhighdfatNfeedingNonNhostNcircadianNclockNfunctionN
andNmetabolismeNCellfHostfandfMicrobecN2015cNhncNmohdp 23.4 440

35 ForensicNanalysisNofNtheNmicrobiomeNofNphonesNandNshoeseNMicrobiomecN2015cNjcNih 16.6 108

34 StatisticalNToolsNforNαataNxnalysiseNSpringerfProtocolscN2015cNkhdln 0.3

33 xthleticNequipmentNmicrobiotaNareNshapedNbyNinteractionsNwithNhumanNskineNMicrobiomecN2015cNjcNil 16.6 31

32 xquariumNmicrobiomeNresponseNtoNninetydpercentNsystemNwaterNchangeqNzluesNtoNmicrobiomeN
managementeNZoofBiologycN2015cNjkcNjmgdn 1.6 14

31 xrbuscularNmycorrhizalNfungalNcommunitiesNshowNlowNresistanceNandNhighNresilienceNtoNwildfireN
disturbanceeNPlantfandfSoilcN2015cNjpncNjkndjlm 4.2 25

30 MicrobialNdiversityddexplorationNofNnaturalNecosystemsNandNmicrobiomeseNCurrentfOpinionfinfGeneticsf
andfDevelopmentcN2015cNjlcNmmdni 4.9 68

29 TheNshortdchainNfattyNacidNreceptorcNFFxicNcontributesNtoNgestationalNglucoseNhomeostasiseN
AmericanfJournalfoffPhysiologyfvfEndocrinologyfandfMetabolismcN2015cNjgpcNEokgdlh 6 42

28 EcologicalNsuccessionNandNviabilityNofNhumandassociatedNmicrobiotaNonNrestroomNsurfaceseNAppliedf
andfEnvironmentalfMicrobiologycN2015cNohcNnmldnj 4.8 72

27
WholedgrainNwheatNconsumptionNreducesNinflammationNinNaNrandomizedNcontrolledNtrialNonN
overweightNandNobeseNsubjectsNwithNunhealthyNdietaryNandNlifestyleNbehaviorsqNroleNofNpolyphenolsN
boundNtoNcerealNdietaryNfibereNAmericanfJournalfoffClinicalfNutritioncN2015cNhghcNilhdmh

7 198

26 zharacterizationNofNtheNsalivaryNmicrobiomeNinNpatientsNwithNpancreaticNcancereNPeerJcN2015cNjcNehjnj 3.1 97

25 zharacterizingNchangesNinNsoilNbacterialNcommunityNstructureNinNresponseNtoNshortdtermNwarmingeN
FEMSfMicrobiologyfEcologycN2014cNopcNiohdpi 4.3 75

24 LongitudinalNanalysisNofNmicrobialNinteractionNbetweenNhumansNandNtheNindoorNenvironmenteN
SciencecN2014cNjklcNhgkodli 33.3 543

23 WillNdifferentNOTUNdelineationNmethodsNchangeNinterpretationNofNarbuscularNmycorrhizalNfungalN
communityNpatternsveNNewfPhytologistcN2014cNigicNhhghdhhgk 9.8 50
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22 UnderstandingNcultivardspecificityNandNsoilNdeterminantsNofNtheNcannabisNmicrobiomeeNPLoSfONEcN
2014cNpcNeppmkh 3.7 45

21 SubsampledNopendreferenceNclusteringNcreatesNconsistentcNcomprehensiveNOTUNdefinitionsNandN
scalesNtoNbillionsNofNsequenceseNPeerJcN2014cNicNelkl 3.1 395

20 HumanNandNenvironmentalNimpactsNonNriverNsedimentNmicrobialNcommunitieseNPLoSfONEcN2014cNpcNepnkjl3.7 83

19 TheNroleNofNmacrobiotaNinNstructuringNmicrobialNcommunitiesNalongNrockyNshoreseNPeerJcN2014cNicNemjh 3.1 15

18 OceanNacidificationNshowsNnegligibleNimpactsNonNhighdlatitudeNbacterialNcommunityNstructureNinN
coastalNpelagicNmesocosmseNBiogeosciencescN2013cNhgcNllldlmm 4.6 40

17 SevereNplantNinvasionsNcanNincreaseNmycorrhizalNfungalNabundanceNandNdiversityeNISMEfJournalcN2013cN
ncNhkikdjj 11.9 136

16 HeavyNmetalNtoleranceNgenesNalterNcellularNthermodynamicsNinNPseudomonasNputidaNandNriverN
PseudomonasNsppeNandNinfluenceNamebalNpredationeNFEMSfMicrobiologyfLetterscN2013cNjkncNpndhgm 2.9 3

15 EvidenceNforNaNpersistentNmicrobialNseedNbankNthroughoutNtheNglobalNoceaneNProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericacN2013cNhhgcNkmlhdl 11.5 158

14 InvestigatingNtheNimpactNofNstorageNconditionsNonNmicrobialNcommunityNcompositionNinNsoilNsampleseN
PLoSfONEcN2013cNocNengkmg 3.7 86

13 ModelingNmicrobialNcommunityNstructureNandNfunctionalNdiversityNacrossNtimeNandNspaceeNFEMSf
MicrobiologyfLetterscN2012cNjjicNphdo 2.9 33

12 RelativeNstrengthsNofNrelationshipsNbetweenNplantcNmicrobialcNandNenvironmentalNparametersNinN
heavydmetalNcontaminatedNfloodplainNsoileNPedobiologiacN2012cNllcNhldij 1.7 2

11 klkdsequencingNrevealsNstochasticNlocalNreassemblyNandNhighNdisturbanceNtoleranceNwithinN
arbuscularNmycorrhizalNfungalNcommunitieseNJournalfoffEcologycN2012cNhggcNhlhdhmg 6 110

10 UseNofNmicrocalorimetryNtoNdetermineNtheNcostsNandNbenefitsNtoNPseudomonasNputidaNstrainNKTikkgN
ofNharboringNcadmiumNeffluxNgeneseNAppliedfandfEnvironmentalfMicrobiologycN2011cNnncNhgodhj 4.8 20

9 HyporheicNmicrobialNcommunityNdevelopmentNisNaNsensitiveNindicatorNofNmetalNcontaminationeN
EnvironmentalfSciencefnamp;fTechnologycN2009cNkjcNmhlodmj 10.3 42

8 zorrectingNforNbatchNeffectsNinNcasedcontrolNmicrobiomeNstudies 3

7 IndustrializationNisNassociatedNwithNelevatedNratesNofNhorizontalNgeneNtransferNinNtheNhumanNmicrobiome 1

6 GutNMicrobiomeNPatternNReflectsNHealthyNxgingNandNPredictsNExtendedNSurvivalNinNHumans 3

5 xdaptiveNevolutionNwithinNtheNgutNmicrobiomeNofNindividualNpeople 17

(-2014)
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4 OrthogonalNdietaryNnicheNenablesNreversibleNengraftmentNofNaNgutNbacterialNcommensal 2

3 MIzOMqNmetagenomedscaleNmodelingNtoNinferNmetabolicNinteractionsNinNtheNgutNmicrobiota 2

2 yloodNmetabolomeNsignatureNpredictsNgutNmicrobiomeN˛–ddiversityNinNhealthNandNdisease 1

1 NegativeNplantdmicrobiomeNfeedbackNlimitsNproductivityNinNaquaponics 1
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