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h Paper IF Citations

122 zevelopmentNandNgeneNexpressionNanalysisNofNgonadNduringNgm˛–cmethyltestosteronecinducedNsexN
reversalNinNmandarinNfishNVSinipercaNchuatsiWdNAquaculturelReportsbN2022bNhibNgfgfjo 2.3 1

121 MolecularNcloningbNexpressionNpatternsNandNfunctionalNcharacterizationNofNαpriNinNtheN
orangecspottedNgrouperNV×pinephelusNcoioidesWdNAquaculturelReportsbN2022bNhibNgfgfkf 2.3

120 VibrioNparahaemolyticusNflagellinNFNVFlaFWNinducesNtheNinflammatoryNresponseNofNtheNTetraodonN
nigroviridisNthroughNtheNTLRkMdNAquaculturebN2022bNkkkbNmingjf 4.4

119 ×strogenNreceptorcrelatedNreceptorsNinNmandarinNfishNVSinipercaNchuatsiWpNMolecularNcloningbN
characterizationbNandNestrogenNresponsivenessdNAquaculturelReportsbN2022bNhjbNgfggim 2.3 0

118 yomparativeNMetabolomicsNandNProteomicsNRevealNTargetsNβypoxiacRelatedNSignalingNPathwaysNofN
ddNFrontierslinlImmunologybN2021bNghbNnhkikn 8.4 0

117 TheNflagellinNofNVibrioNparahaemolyticusNinducesNtheNinflammatoryNresponseNofNTetraodonN
nigroviridisNthroughNTLRkMdNFishlandlShellfishlImmunologybN2021bNghfbNgfhcggf 4.3 1

116 wNsimpleNPyRcbasedNgeneticNsexNidentificationNmethodNinNtheNblotchedNsnakeheadNVyhannaN
maculataWNdevelopedNbyNhighcthroughputNsequencingdNAquaculturebN2021bNkinbNmilkmo 4.4 5

115 ProbioticsNγmproveN×atingNzisordersNinNMandarinNFishNVWNγnducedNbyNaNPelletNFeedNzietNviaN
StimulatingNγmmunityNandNRegulatingNαutNMicrobiotadNMicroorganismsbN2021bNobN 4.9 5

114 yloningbNpatternNofNgonadalNsomacderivedNfactorNmRNwNinNtheNorangecspottedNgrouperbN
×pinephelusNcoioidesdNAquaculturelReportsbN2021bNhfbNgffmkj 2.3

113
hiSNrRNwNfromNVibrioNparahaemolyticusNregulatesNtheNinnateNimmuneNresponseNviaNrecognitionNbyN
TLRgiNinNorangecspottedNgrouperNV×pinephelusNcoioidesWdNDevelopmentallandlComparativel
ImmunologybN2021bNggjbNgfinim

3.2 1

112 ProductionNofNneocmaleNmandarinNfishNSinipercaNchuatsiNbyNmasculinizationNwithNorallyNadministeredN
gm˛–cmethyltestosteronedNAquaculturebN2021bNkifbNmikofj 4.4 9

111 PhysicalNinteractionsNfacilitateNsexNchangeNinNtheNprotogynousNorangecspottedNgrouperbN×pinephelusN
coioidesdNJournalloflFishlBiologybN2021bNonbNgifncgihf 1.9 4

110 γdentificationNofNpotentialNsexcrelatedNgenesNinNSinipercaNchuatsidNJournalloflOceanologylandl
LimnologybN2021bNiobNgkff 1.5 4

109 KnockoutNofNtaciNgenesNinNzebrafishNshowsNnoNimpairmentNofNreproductiondNGenerallandl
ComparativelEndocrinologybN2021bNiggbNgginio 3 1

108 ×fficientNRNwNVirusNTargetingNviaNyRγSPReyasRxNinNFishdNJournalloflVirologybN2021bNokbNeffjlghg 6.6 1

107 PromotionNofNpelletcfeedNfeedingNinNmandarinNfishNVSinipercaNchuatsiWNbyNxdellovibrioNbacteriovorusN
isNinfluencedNbyNimmuneNandNintestinalNfloradNAquaculturebN2021bNkjhbNmilnlj 4.4 2

106 yharacterizationNofNdmrtsNandNtheirNpotentialNroleNinNgonadalNdevelopmentNofNmandarinNfishN
VSinipercaNchuatsiWdNAquaculturelReportsbN2021bNhgbNgffnfh 2.3 3
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105 MolecularNcloningNandNcharacterizationNofNestrogenNandNandrogenNreceptorsNinNMandarinNfishbN
SinipercaNchuatsidNAquaculturelReportsbN2021bNhgbNgffnij 2.3 0

104 MicroRNwchobNmodulatesNtheNinnateNimmuneNresponseNbyNsuppressingNγFN˛‡sNproductionNinN
orangecspottedNgrouperNV×pinephelusNcoioidesWdNFishlandlShellfishlImmunologybN2020bNgfjbNkimckjj 4.3 1

103 NaturalNsexNchangeNinNmatureNprotogynousNorangecspottedNgrouperNV×pinephelusNcoioidesWpN
gonadalNrestructuringbNsexNhormoneNshiftsNandNgeneNprofilesdNJournalloflFishlBiologybN2020bNombNmnkcmoi 1.9 4

102 xetacβydroxysteroidNzehydrogenaseNαenesNinNOrangecSpottedNαrouperNVWpNαenomecWideN
γdentificationNandN×xpressionNwnalysisNzuringNSexNReversaldNFrontierslinlGeneticsbN2020bNggbNglg 4.5 7

101
γnductionNofNoocyteNmaturationNandNchangesNinNtheNbiochemicalNcompositionbNphysiologyNandN
molecularNbiologyNofNoocytesNduringNmaturationNandNhydrationNinNtheNorangecspottedNgrouperN
V×pinephelusNcoioidesWdNAquaculturebN2020bNkhhbNmikggk

4.4 1

100 TheNwdministrationNofNyortisolNγnducesNFemalectocMaleNSexNyhangeNinNtheNProtogynousN
OrangecSpottedNαrouperbdNFrontierslinlEndocrinologybN2020bNggbNgh 5.7 7

99 MolecularNcharacterizationNandNfunctionalNanalysisNofNγKK˛–NinNorangecspottedNgrouperNV×pinephelusN
coioidesWdNFishlandlShellfishlImmunologybN2020bNgfgbNgkocglm 4.3 3

98 wNPyRcbasedNgeneticNsexNidentificationNmethodNinNspottedNmandarinNfishNVSinipercaNscherzeriWNandN
bigNeyeNmandarinNfishNVSinipercaNkneriWdNAquaculturelReportsbN2020bNgnbNgffkkh 2.3 1

97 ScreeningNandNcharacterizationNofNsexcspecificNmarkersNdevelopedNbyNaNsimpleNNαSNmethodNinN
mandarinNfishNVSinipercaNchuatsiWdNAquaculturebN2020bNkhmbNmikjok 4.4 15

96 wnNestradiolcgm˛†emiRNwchlaecypgoagaNregulatoryNfeedbackNloopNinNtheNprotogynousN
hermaphroditicNfishbN×pinephelusNcoioidesdNMolecularlandlCellularlEndocrinologybN2020bNkfjbNggflno 4.4 11

95 RetinoicNacidNandNandrogenNinfluenceNgermNcellsNdevelopmentNandNmeioticNinitiationNinNjuvenileN
orangecspottedNgrouperbN×pinephelusNcoioidesdNGenerallandlComparativelEndocrinologybN2020bNhnobNggiimo3 1

94 WholeNαenomeNSequencingNofNtheNαiantNαrouperNVWNandNβighcThroughputNScreeningNofNPutativeN
wntimicrobialNPeptideNαenesdNMarinelDrugsbN2019bNgmbN 6 10

93 SociallyNcontrolledNmalectocfemaleNsexNreversalNinNtheNprotogynousNorangecspottedNgrouperbN
×pinephelusNcoioidesdNJournalloflFishlBiologybN2019bNojbNjgjcjhg 1.9 13

92 TranscriptomicNwnalysisNRevealedNtheNRegulatoryNMechanismsNofNOocyteNMaturationNandNβydrationN
inNOrangecSpottedNαrouperNV×pinephelusNcoioidesWdNMarinelBiotechnologybN2019bNhgbNkimckjo 3.4 4

91 wNchromosomeclevelNgenomeNassemblyNofNtheNgiantNgrouperNV×pinephelusNlanceolatusWNprovidesN
insightsNintoNitsNinnateNimmunityNandNrapidNgrowthdNMolecularlEcologylResourcesbN2019bNgobNgihhcgiih 8.4 17

90 NKxeNKiNsystemNnegativelyNregulatesNtheNreproductiveNaxisNinNsexuallyNimmatureNgoldfishN
VyarassiusNauratusWdNGenerallandlComparativelEndocrinologybN2019bNhngbNghlcgil 3 5

89 NewNγnsightsNγntoNtheNRoleNofNFolliclecStimulatingNβormoneNinNSexNzifferentiationNofNtheN
ProtogynousNOrangecSpottedNαrouperbdNFrontierslinlEndocrinologybN2019bNgfbNifj 5.7 6

88 VibrioNparahaemolyticusNflagellinNinducesNcytokinesNexpressionNviaNtollclikeNreceptorNkNpathwayNinN
orangecspottedNgrouperbN×pinephelusNcoioidesdNFishlandlShellfishlImmunologybN2019bNnmbNkmickng 4.3 18

(2019-2021)
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87 zeNnovoNassemblyNofNaNchromosomeclevelNreferenceNgenomeNofNredcspottedNgrouperNV×pinephelusN
akaaraWNusingNnanoporeNsequencingNandNβicydNMolecularlEcologylResourcesbN2019bNgobNgjlgcgjlo 8.4 26

86 MicroRNwcgnhcipNnegativelyNregulatesNcytokinesNexpressionNbyNtargetingNTLRkMNinNorangecspottedN
grouperbN×pinephelusNcoioidesdNFishlandlShellfishlImmunologybN2019bNoibNknockol 4.3 7

85 wnNSNPcxasedNαeneticNMapNandNQTLNMappingNforNαrowthNTraitsNinNtheNRedcSpottedNαrouperNVWdN
GenesbN2019bNgfbN 4.2 5

84
×stradiolcgm˛†NregulatesNtheNexpressionNofNinsulinclikeNgrowthNfactorsNgNandNhNviaNestradiolNreceptorsN
inNspottedNscatNVScatophagusNargusWdNComparativelBiochemistrylandlPhysiologyl-lBlBiochemistrylandl
MolecularlBiologybN2019bNhimbNggfihn

2.3 5

83
yharacterizationbNevolutionbNandNexpressionNanalysisNofNTLRmNgeneNsubfamilyNmembersNinN
MastacembelusNarmatusNVSynbranchiformespNMastacembelidaeWdNDevelopmentallandlComparativel
ImmunologybN2019bNokbNmmcnn

3.2 4

82
TranscriptomeNanalysisNofNtheNspleenNprovidesNinsightNintoNtheNimmunoregulationNofN
MastacembelusNarmatusNunderNweromonasNveroniiNinfectiondNFishlandlShellfishlImmunologybN2019bN
nnbNhmhchni

4.3 9

81
×xpressionNprofilesNofNdmrtsNandNfoxlsNduringNgonadalNdevelopmentNandNsexNreversalNinducedNbyN
gm˛–cmethyltestosteroneNinNtheNorangecspottedNgrouperdNGenerallandlComparativelEndocrinologybN
2019bNhmjbNhlcil

3 15

80
yomparativeNtranscriptomeNanalysisNofNdiploidNandNtriploidNhybridNgroupersNV×pinephelusN
coioidesuNˆ�N×dNlanceolatusuWNrevealsNtheNmechanismNofNabnormalNgonadalNdevelopmentNinNtriploidN
hybridsdNGenomicsbN2019bNgggbNhkgchko

4.3 4

79 γdentificationNandNfunctionalNcharacterizationNofNtwoNSecretograninNγγNgenesNinNorangecspottedN
grouperNV×pinephelusNcoioidesWdNGenerallandlComparativelEndocrinologybN2018bNhlgbNggkcghl 3 8

78 NeurokininNxNsignalingNinNhermaphroditicNspeciesbNaNstudyNofNtheNorangecspottedNgrouperN
V×pinephelusNcoioidesWdNGenerallandlComparativelEndocrinologybN2018bNhlfbNghkcgik 3 13

77 yomparisonNofNαonadalNzevelopmentNinNziploidNandNTriploidNβybridNαroupersbN×pinephelusNcoioidesN
uNˆ�N×pinephelusNlanceolatusNudNJournalloflthelWorldlAquaculturelSocietybN2018bNjobNihnciim 2.5 4

76 γdentificationNandNfunctionalNcharacterizationNofNTollclikeNreceptorNgiNfromNorangecspottedNgrouperN
V×pinephelusNcoioidesWdNFishlandlShellfishlImmunologybN2018bNmjbNifocigm 4.3 17

75 SOwPnukepNaNMapReduceNaccelerationcsupportedNsoftwareNforNintegratedNqualityNcontrolNandN
preprocessingNofNhighcthroughputNsequencingNdatadNGigaSciencebN2018bNmbNgcl 7.6 473

74 MolecularNidentificationNofNtheNzyneKorNsystemNandNitsNpotentialNroleNinNtheNreproductiveNaxisNofN
goldfishdNGenerallandlComparativelEndocrinologybN2018bNhkmbNhocim 3 8

73
TwoNzistinctNγnterferonc˛‡NinNtheNOrangecSpottedNαrouperNVWpNMolecularNyloningbNFunctionalN
yharacterizationbNandNRegulationNinNTollcLikeNReceptorNPathwayNbyNγnductionNofNmiRcgjladNFrontiersl
inlEndocrinologybN2018bNobNjg

5.7 9

72 FemalectocmaleNsexNreversalNinNorangecspottedNgrouperNV×pinephelusNcoioidesWNcausedNbyN
overexpressingNofNwmhNinNvivodNBiologyloflReproductionbN2018bNoobNghfkcghgk 3.9 15

71 PhoenixinNparticipatedNinNregulationNofNfoodNintakeNandNgrowthNinNspottedNscatbNScatophagusNargusdN
ComparativelBiochemistrylandlPhysiologyl-lBlBiochemistrylandlMolecularlBiologybN2018bNhhlbNilcjj 2.3 18

70 yloningbNexpressionNandNfunctionalNcharacterizationNofNaNnovelNluteinizingNhormoneNreceptorNinNtheN
orangecspottedNgrouperbN×pinephelusNcoioidesdNGenerallandlComparativelEndocrinologybN2018bNhlmbNofcom3 5
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69 γntracellularNTLRhhNactsNasNanNinflammationNequalizerNviaNsuppressionNofNNFc˛”xNandNselectiveN
activationNofNMwPKNpathwayNinNfishdNFishlandlShellfishlImmunologybN2018bNmhbNljlclkm 4.3 22

68 MTcFeedingcγnducedNγmpermanentNSexNReversalNinNtheNOrangecSpottedNαrouperNduringNSexN
zifferentiationdNInternationallJournalloflMolecularlSciencesbN2018bNgobN 6.3 9

67 yopyNNumberNVariationsNinNTilapiaNαenomesdNMarinelBiotechnologybN2017bNgobNggchg 3.4 3

66 αeneticN×videnceNforNMultifactorialNyontrolNofNtheNReproductiveNwxisNinNZebrafishdNEndocrinologybN
2017bNgknbNlfjclgg 4.8 51

65 TheNcompleteNmitochondrialNgenomeNofNtheNhybridNgrouperNNuNuNwithNphylogeneticNconsiderationdN
MitochondriallDNAlPartlB:lResourcesbN2017bNhbNigcih 0.5 5

64
LeptinNStimulatesNProlactinNmRNwN×xpressionNinNtheNαoldfishNPituitaryNthroughNaNyombinationNofN
theNPγiKewktemTORbNMKKepMwPKNandNM×Ke×RKNSignallingNPathwaysdNInternationallJournallofl
MolecularlSciencesbN2017bNgnbN

6.3 9

63
MolecularNregulationNofNsexNchangeNinducedNbyNmethyltestosteroneNcfeedingNandN
methyltestosteroneNcfeedingNwithdrawalNinNtheNprotogynousNorangecspottedNgrouperdNBiologylofl
ReproductionbN2017bNombNihjciii

3.9 32

62 TheNcompleteNmitochondrialNgenomeNofNtheNhybridNgrouperNVNˆ�NWNwithNphylogeneticNconsiderationdN
MitochondriallDNAlPartlB:lResourcesbN2017bNhbNgmgcgmh 0.5 6

61 TheNnextcgenerationNsequencingNrevealsNtheNcompleteNmitochondrialNgenomeNofNVPerciformespN
ylupeidaeWNwithNphylogeneticNconsiderationdNMitochondriallDNAlPartlB:lResourcesbN2017bNhbNifjcifl 0.5 2

60 SpexinNSuppressNFoodNγntakeNinNZebrafishpN×videnceNfromNαeneNKnockoutNStudydNScientificlReportsbN
2017bNmbNgjlji 4.9 37

59 TheNcompleteNmitochondrialNgenomeNofNtheN×pinephelusNcorallicolaNVPerciformespNSerranidaeWdN
MitochondriallDNAlPartlA:lDNAlMapping,lSequencing,landlAnalysisbN2016bNhmbNiomgciomh 1.3 1

58 TheNcompleteNmitochondrialNgenomeNofNtheNhybridNgrouperN×pinephelusNcoioidesuNˆ�N×pinephelusN
lanceolatusudNMitochondriallDNAlPartlA:lDNAlMapping,lSequencing,landlAnalysisbN2016bNhmbNjgngcjgnh 1.3 3

57 αeneNknockoutNofNnuclearNprogesteroneNreceptorNprovidesNinsightsNintoNtheNregulationNofNovulationN
byNLβNsignalingNinNzebrafishdNScientificlReportsbN2016bNlbNhnkjk 4.9 36

56 MicrosatelliteNanalysisNofNtheNgeneticNrelationshipsNbetweenNwildNandNcultivatedNgiantNgrouperNinN
theNSouthNyhinaNSeadNJournalloflGeneticsbN2016bNokbNilocml 1.2 1

55 FormationNofNdiploidNandNtriploidNhybridNgroupersNVhybridizationNofN×pinephelusNcoioidesN
uNˆ�N×pinephelusNlanceolatusNuWNandNtheirNkSNgeneNanalysisdNBMClGeneticsbN2016bNgmbNgil 2.6 3

54 TheNcompleteNmitochondrialNgenomeNofNtheNPlataxNteiraNVOsteichthyespN×phippidaeWdNMitochondriall
DNAbN2016bNhmbNmolcm 3

53 TheNcompleteNmitochondrialNgenomeNofNtheNβemibagrusNwyckioidesNVSiluriformesbNxagridaeWdN
MitochondriallDNAbN2016bNhmbNmllcn 12

52 yharacterizationNofNtriploidNhybridNgroupersNfromNinterspeciesNhybridizationNV×pinephelusNcoioidesNuN
ˆ�N×pinephelusNlanceolatusNuWdNAquaculturelResearchbN2016bNjmbNhgokchhfj 1.9 16

(2016-2018)

5



51 TwoNdistinctNinterferonc˛‡NgenesNinNTetraodonNnigroviridispNFunctionalNanalysisNduringNVibrioN
parahaemolyticusNinfectiondNMolecularlImmunologybN2016bNmfbNijcjl 4.3 20

50 TheNcompleteNmitochondrialNgenomeNofNtheNPampusNnozawaeNVPerciformespNStromateidaeWdN
MitochondriallDNAbN2016bNhmbNonnco 1

49 TheNcompleteNmitochondrialNgenomeNofNtheNβemibarbusNmediusNVyypriniformesbNyyprinidaeWdN
MitochondriallDNAbN2016bNhmbNgfmfch 12

48 TheNcompleteNmitochondrialNgenomeNofNtheN×pinephelusNfuscoguttatusNVPerciformespNSerranidaeWdN
MitochondriallDNAlPartlA:lDNAlMapping,lSequencing,landlAnalysisbN2016bNhmbNjggfcjggg 1.3 1

47 TheNcompleteNmitochondrialNgenomeNofNtheNSiganusNcanaliculatusNVPerciformespNSiganidaeWdN
MitochondriallDNAbN2016bNhmbNggggch

46 TheNcompleteNmitochondrialNgenomeNofNtheNorangecspottedNgrouperN×pinephelusNcoioidesN
VPerciformesbNSerranidaeWdNMitochondriallDNAbN2016bNhmbNglmjcl 6

45 TheNcompleteNmitochondrialNgenomeNofNtheN×pinephelusNlanceolatusNVPerciformespNSerranidaeWdN
MitochondriallDNAbN2016bNhmbNgminco 2

44 TheNcompleteNmitochondrialNgenomeNofNtheNRhabdosargusNsarbaNVPerciformespNSparidaeWdN
MitochondriallDNAbN2016bNhmbNglflcm 7

43 TheNcompleteNmitochondrialNgenomeNofNtheNzrepaneNpunctataNVPerciformespNzrepanidaeWdN
MitochondriallDNAbN2016bNhmbNglhkcl

42 TheNcompleteNmitochondrialNgenomeNofNtheN×pinephelusNmoaraNVOsteichthyespN×phippidaeWdN
MitochondriallDNAbN2016bNhmbNhgmjck 1

41 TheNcompleteNmitochondrialNgenomeNofNtheN×pinephelusNakaaraNVPerciformespNSerranidaeWdN
MitochondriallDNAbN2016bNhmbNgnofcg 2

40 yomparativeNTranscriptomicNStudyNofNMuscleNProvidesNNewNγnsightsNintoNtheNαrowthNSuperiorityNofN
aNNovelNαrouperNβybriddNPLoSlONEbN2016bNggbNefglnnfh 3.7 27

39
αenomecWideNMappingNofNαrowthcRelatedNQuantitativeNTraitNLociNinNOrangecSpottedNαrouperN
V×pinephelusNcoioidesWNUsingNzoubleNzigestNRestrictioncSiteNwssociatedNzNwNSequencingN
VddRwzseqWdNInternationallJournalloflMolecularlSciencesbN2016bNgmbNkfg

6.3 21

38
TheNcompleteNmitochondrialNgenomeNofN×pinephelusNawoaraNVPerciformespN×pinephelusWNwithN
phylogeneticNconsiderationdNMitochondriallDNAlPartlA:lDNAlMapping,lSequencing,landlAnalysisbN2016
bNhmbNjhnlcjhnm

1.3 1

37 TheNcompleteNmitochondrialNgenomeNofNtheNhybridNgrouperNˆ�NwithNphylogeneticNconsiderationdN
MitochondriallDNAlPartlB:lResourcesbN2016bNgbNknjcknk 0.5 3

36
MolecularNcloningNandNfunctionalNcharacterizationNofNspexinNinNorangecspottedNgrouperN
V×pinephelusNcoioidesWdNComparativelBiochemistrylandlPhysiologyl-lBlBiochemistrylandlMolecularl
BiologybN2016bNgolcgombNnkcog

2.3 29

35 TranscriptomeNanalysisNrevealsNtheNmolecularNmechanismsNunderlyingNgrowthNsuperiorityNinNaNnovelN
grouperNhybridNV×pinephelusNfuscogutatusuNˆ�N×dNlanceolatusuWdNBMClGeneticsbN2016bNgmbNhj 2.6 60

34 TetraodonNnigroviridispNwNmodelNofNVibrioNparahaemolyticusNinfectiondNFishlandlShellfishlImmunologybN
2016bNklbNinnciol 4.3 10
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33 αoldfishNneurokininNxpNyloningbNtissueNdistributionbNandNpotentialNroleNinNregulatingNreproductiondN
GenerallandlComparativelEndocrinologybN2015bNhhgbNhlmcmm 3 21

32
WntjNinNprotogynousNhermaphroditicNorangecspottedNgrouperNV×pinephelusNcoioidesWpNidentificationN
andNexpressiondNComparativelBiochemistrylandlPhysiologyl-lBlBiochemistrylandlMolecularlBiologybN
2015bNgnibNlmcmj

2.3 12

31 TheNcompleteNmitochondrialNgenomeNofNtheNTrachinotusNovatusNVTeleosteibNyarangidaeWdN
MitochondriallDNAbN2015bNhlbNljjcl 29

30 TheNdraftNgenomeNofNtheNgrassNcarpNVytenopharyngodonNidellusWNprovidesNinsightsNintoNitsNevolutionN
andNvegetarianNadaptationdNNaturelGeneticsbN2015bNjmbNlhkcig 36.3 263

29
MolecularNidentificationNofNαnγβeαnγβRNsignalNandNitsNreproductiveNfunctionNinNprotogynousN
hermaphroditicNorangecspottedNgrouperNV×pinephelusNcoioidesWdNGenerallandlComparativel
EndocrinologybN2015bNhglbNochi

3 52

28 TheNkissekissrNsystemsNareNdispensableNforNzebrafishNreproductionpNevidenceNfromNgeneNknockoutN
studiesdNEndocrinologybN2015bNgklbNknocoo 4.8 119

27 SignaturesNofNselectionNinNtilapiaNrevealedNbyNwholeNgenomeNresequencingdNScientificlReportsbN2015bN
kbNgjgln 4.9 47

26
MolecularNcloningNofNtheNinsulinclikeNgrowthNfactorNiNandNdifferenceNinNtheNexpressionNofNigfNgenesNinN
orangecspottedNgrouperNV×pinephelusNcoioidesWdNComparativelBiochemistrylandlPhysiologyl-lBl
BiochemistrylandlMolecularlBiologybN2015bNgnlbNlncmk

2.3 14

25 TwoNγFNαRgNhomologuesNinNTetraodonNnigroviridispNOriginbNexpressionNanalysisNandNligandcbindingN
preferencedNDevelopmentallandlComparativelImmunologybN2014bNjjbNhmfco 3.2 9

24 MudskipperNgenomesNprovideNinsightsNintoNtheNterrestrialNadaptationNofNamphibiousNfishesdNNaturel
CommunicationsbN2014bNkbNkkoj 17.4 89

23 PolymorphismsNofNleptincbNgeneNassociatedNwithNgrowthNtraitsNinNorangecspottedNgrouperN
V×pinephelusNcoioidesWdNInternationallJournalloflMolecularlSciencesbN2014bNgkbNggoolchffl 6.3 10

22 wNnovelNneuropeptideNinNsuppressingNluteinizingNhormoneNreleaseNinNgoldfishbNyarassiusNauratusdN
MolecularlandlCellularlEndocrinologybN2013bNimjbNlkcmh 4.4 60

21 ×videncesNforNtheNregulationNofNαnRβNandNαTβNexpressionNbyNαnγβNinNtheNgoldfishbNyarassiusN
auratusdNMolecularlandlCellularlEndocrinologybN2013bNillbNochf 4.4 75

20 yonstructionNofNhighcdensityNgeneticNlinkageNmapsNforNorangecspottedNgrouperN×pinephelusN
coioidesNusingNmultiplexedNshotgunNgenotypingdNBMClGeneticsbN2013bNgjbNggi 2.6 35

19 zaycnightNandNreproductiveNcycleNprofilesNofNmelatoninNreceptorbNkissbNandNgnrhNexpressionNinN
orangecspottedNgrouperNV×pinephelusNcoioidesWdNMolecularlReproductionlandlDevelopmentbN2013bNnfbNkikcjn2.6 25

18
MolecularNcloningbNcharacterizationNandNexpressionNprofilesNofNmultipleNleptinNgenesNandNaNleptinN
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