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Turing universality of the Biochemical Ground Form. Mathematical Structures in Computer Science,
9T 2010, 20, 45-73 °5 13

The Measurable Space of Stochastic Processes 2010,

89 Processes in Space. Lecture Notes in Computer Science, 2010, 78-87 09 20

A programming language for composable DNA circuits. Journal of the Royal Society Interface, 2009,
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Compositionality, stochasticity, and cooperativity in dynamic models of gene regulation. HFSP
Journal, 2008, 2, 17-28

81  Bitonal membrane systems. Theoretical Computer Science, 2008, 404, 5-18 11 7
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