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Engineering a methyllysine reader with photoactive amino acid in mammalian cells. Chemical
Communications, 2020, 56, 12210-12213.
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Chemical Communications, 2020, 56, 3641-3644. ’

Probing Ca<sup>2+</sup>-induced conformational change of calmodulin with gold
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Synthesis of 5-Dihydroxyboryluridine Phosphoramidite and Its Site-Specific Incorporation into
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Defining efficient enzymea€“cofactor pairs for bioorthogonal profiling of protein methylation.
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