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against Angiotensin-Converting Enzyme in Asparagus officinalis. Journal of Natural Products, 2015,
78, 1179-83

Identification of a flavin-containing S-oxygenating monooxygenase involved in alliin biosynthesis in 6
59 garlic. Plant Journal, 2015, 83, 941-51 9 37

Assessing metabolomic and chemical diversity of a soybean lineage representing 35 years of
breeding. Metabolomics, 2015, 11, 261-270

Function of AP2/ERF Transcription Factors Involved in the Regulation of Specialized Metabolism in
57 Revealed by Transcriptomics and Metabolomics. Frontiers in Plant Science, 2016, 7, 1861

The Structural Integrity of Lignin Is Crucial for Resistance against Parasitism in Rice. Plant
Physiology, 2019, 179, 1796-1809

Linkage mapping, molecular cloning and functional analysis of soybean gene Fg2 encoding flavonol

55 3-O-glucoside (130b) rhamnosyltransferase. Plant Molecular Biology, 2014, 84, 287-300 46 28

Effects of freeze-drying of samples on metabolite levels in metabolome analyses. Journal of
Separation Science, 2011, 34, 3561-7
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49 biosynthesis. Nature Communications, 2021, 12, 405 74 24

Improvement of memory recall by quercetin in rodent contextual fear conditioning and human
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Chemical and Pharmaceutical Bulletin, 2016, 64, 952-6

A polyhedral approach for understanding flavonoid biosynthesis in Arabidopsis. New Biotechnology, 6 >
35 2010, 27,829-36 4

UGT79B31 is responsible for the final modification step of pollen-specific flavonoid biosynthesis in
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