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Dynamic changes in fecal bacterial microbiota of dairy cattle across the production line. BMC 2.3 ;
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Bacterial pathogens and factors associated with <i>Salmonella</i> contamination in hybrid red
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Bacterial diversity and potential risk factors associated with <i>Salmonella</i> contamination of
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Bayesian estimation of diagnostic accuracy of fecal culture and PCR-based tests for the detection of
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Statewide Cross-Sectional Survey of Cryptosporidium and Giardia in California Cow-Calf Herds.
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Modelling of Indicator Escherichia coli Contamination in Sentinel Oysters and Estuarine Water.

International Journal of Environmental Research and Public Health, 2019, 16, 1971. 2:6 7

Experimental In-Field Transfer and Survival of Escherichia coli from Animal Feces to Romaine Lettuce
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Monitoring and Assessment, 2019, 191, 456. 2.7 o

Affiliation and disease risk: social networks mediate gut microbial transmission among rhesus
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Microbiological Contamination of Strawberries from U-Pick Farms in Guangzhou, China.

International Journal of Environmental Research and Public Health, 2019, 16, 4910. 2.6 9

Assessing Transmission of Antimicrobial-Resistant Escherichia coli in Wild Giraffe Contact Networks.
Applied and Environmental Microbiology, 2019, 85, .

Association between herd management practices and antimicrobial resistance in Salmonella spp. from
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Environmental inactivation and irrigation-mediated regrowth of <i>Escherichia coli</i> 0157:H7 on
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Spatial and temporal variability of bacterial indicators and pathogens in six California reservoirs

during extreme drought. Water Research, 2018, 129, 436-446. 11.3 21
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Spatiotemporal Variability in Microbial Quality of Western US Agricultural Water Supplies: A

Multistate Study. Journal of Environmental Quality, 2018, 47, 939-948.

Comparative Pathogenicity of Wildlife and Bovine Escherichia coli 0157:H7 Strains in Experimentally

Inoculated Neonatal Jersey Calves. Veterinary Sciences, 2018, 5, 88. L7 1

Assessment of Bacterial Accumulation and Environmental Factors in Sentinel Oysters and Estuarine
Water Quality from the Phang Nga Estuary Area in Thailand. International Journal of Environmental
Research and Public Health, 2018, 15, 1970.

Prevalence and Genomic Characterization of Escherichia coli 0157:H7 in Cow-Calf Herds throughout

California. Applied and Environmental Microbiology, 2017, 83, . 3.1 14
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Science of the Total Environment, 2017, 578, 346-356.

Inactivation of Escherichia coli 0157:H7 on Romaine Lettuce When Inoculated in a Fecal Slurry Matrix.
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Quantitative Shedding of Multiple Genotypes of Cryptosporidium and Giardia by Deer Mice
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Food Protection, 2017, 80, 819-828.

Multistate Evaluation of Microbial Water and Sediment Quality from Agricultural Recovery Basins.

Journal of Environmental Quality, 2016, 45, 657-665. 2.0 13

Transfer of Escherichia coliO157:H7 from Simulated Wildlife Scat onto Romaine Lettuce during Foliar
Irrigation. Journal of Food Protection, 2015, 78, 240-247.

Cross-Sectional Survey of Indicator and Pathogenic Bacteria on Vegetables Sold from Asian Vendors
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Cryptosporidium rubeyi n. sp. (Apicomplexa: Cryptosporidiidae) in multiple Spermophilus ground
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Elevation and vegetation determine Cryptosporidium oocyst shedding by yellow-bellied marmots
(Marmota flaviventris) in the Sierra Nevada Mountains. International Journal for Parasitology:
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Quantifying the Sensitivity of Scent Detection Dogs To Identify Fecal Contamination on Raw Produce.

Journal of Food Protection, 2014, 77, 6-14. L7 1

Linking social and pathogen transmission networks using microbial genetics in giraffe
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Quantitative Shedding of Two Genotypes of Cryptosporidium parvum in California Ground Squirrels () Tj ETQq1 1 0,784314 rgBT [Ovs

Watershed research examines rangeland management effects on water quality. California 0.8
Agriculture, 2001, 55, 64-71. :

12



EDWARD R ATWILL

# ARTICLE IF CITATIONS

Comparison of Sensitivity of Inmunofluorescent Microscopy to That of a Combination of

Immunofluorescent Microscopy and Immunomagnetic Separation for Detection of <i>Cryptosporidium
parvumc<[i> Oocysts in Adult Bovine Feces. Applied and Environmental Microbiology, 1999, 65, 3236-3239.

56 DNA Sequence Similarity between California Isolates of Cryptosporidium parvum. Applied and a1 19
Environmental Microbiology, 1998, 64, 1584-1586. :



