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m Paper IF Citations

218 TheKgeneticKarchitectureKofKmultipleKmyelomaZKNaturegReviewsgCancerXK2012XKcdXKeegYfj 31.3 607

217 TheKchickenKtKlocusKisKaKminimalKessentialKmajorKhistocompatibilityKcomplexZKNatureXK1999XKfbcXKkdeYg 50.4 493

216 MutationalKSpectrumXKuopyKNumberKuhangesXKandKOutcomelKResultsKofKaKSequencingKStudyKofK
PatientsKWithKNewlyKviagnosedKMyelomaZKJournalgofgClinicalgOncologyXK2015XKeeXKekccYdb 2.2 348

215 sKgeneticKvariationKmapKforKchickenKwithKdZjKmillionKsingleYnucleotideKpolymorphismsZKNatureXK2004XK
fedXKiciYdd 50.4 341

214 sKcompendiumKofKmyelomaYassociatedKchromosomalKcopyKnumberKabnormalitiesKandKtheirK
prognosticKvalueZKBloodXK2010XKcchXKeghYhg 2.2 263

213 sKnovelKprognosticKmodelKinKmyelomaKbasedKonKcoYsegregatingKadverseKxISzKlesionsKandKtheKISSlK
analysisKofKpatientsKtreatedKinKtheKMRuKMyelomaKIXKtrialZKLeukemiaXK2012XKdhXKefkYgg 10.7 236

212 IntraclonalKheterogeneityKisKaKcriticalKearlyKeventKinKtheKdevelopmentKofKmyelomaKandKprecedesKtheK
developmentKofKclinicalKsymptomsZKLeukemiaXK2014XKdjXKejfYekb 10.7 202

211 IntraclonalKheterogeneityKandKdistinctKmolecularKmechanismsKcharacterizeKtheKdevelopmentKofK
tTfmcfUKandKtTccmcfUKmyelomaZKBloodXK2012XKcdbXKcbiiYjh 2.2 200

210 IdentificationKofKnovelKmutationalKdriversKrevealsKoncogeneKdependenciesKinKmultipleKmyelomaZK
BloodXK2018XKcedXKgjiYgki 2.2 196

209 sberrantKglobalKmethylationKpatternsKaffectKtheKmolecularKpathogenesisKandKprognosisKofKmultipleK
myelomaZKBloodXK2011XKcciXKggeYhd 2.2 182

208 sPOtwuKfamilyKmutationalKsignaturesKareKassociatedKwithKpoorKprognosisKtranslocationsKinKmultipleK
myelomaZKNaturegCommunicationsXK2015XKhXKhkki 17.4 176

207 sKhighYriskXKvoubleYzitXKgroupKofKnewlyKdiagnosedKmyelomaKidentifiedKbyKgenomicKanalysisZK
LeukemiaXK2019XKeeXKcgkYcib 10.7 176

206 SpatialKgenomicKheterogeneityKinKmultipleKmyelomaKrevealedKbyKmultiYregionKsequencingZKNatureg
CommunicationsXK2017XKjXKdhj 17.4 170

205 IntegrationKofKglobalKSNPYbasedKmappingKandKexpressionKarraysKrevealsKkeyKregionsXKmechanismsXK
andKgenesKimportantKinKtheKpathogenesisKofKmultipleKmyelomaZKBloodXK2006XKcbjXKcieeYfe 2.2 163

204 SingleYcellKgeneticKanalysisKrevealsKtheKcompositionKofKinitiatingKclonesKandKphylogeneticKpatternsK
ofKbranchingKandKparallelKevolutionKinKmyelomaZKLeukemiaXK2014XKdjXKcibgYcg 10.7 162

203 ulonalKselectionKandKdoubleYhitKeventsKinvolvingKtumorKsuppressorKgenesKunderlieKrelapseKinK
myelomaZKBloodXK2016XKcdjXKciegYff 2.2 129

202 ylobalKmethylationKanalysisKidentifiesKprognosticallyKimportantKepigeneticallyKinactivatedKtumorK
suppressorKgenesKinKmultipleKmyelomaZKBloodXK2013XKcddXKdckYdh 2.2 128
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201 uommonKvariationKatKepddZcKandKipcgZeKinfluencesKmultipleKmyelomaKriskZKNaturegGeneticsXK2011XK
ffXKgjYhc 36.3 122

200
MappingKofKchromosomeKcpKdeletionsKinKmyelomaKidentifiesKxsMfhuKatKcpcdKandKuvκNduKatK
cpedZeKasKbeingKgenesKinKregionsKassociatedKwithKadverseKsurvivalZKClinicalgCancergResearchXK2011XK
ciXKiiihYjf

12.9 122

199 yeneKmappingKandKexpressionKanalysisKofKchqKlossKofKheterozygosityKidentifiesKWWOXKandKuYLvKasK
beingKimportantKinKdeterminingKclinicalKoutcomeKinKmultipleKmyelomaZKBloodXK2007XKccbXKedkcYebb 2.2 121

198 LowKexpressionKofKhexokinaseYdKisKassociatedKwithKfalseYnegativeKxvyYpositronKemissionK
tomographyKinKmultipleKmyelomaZKBloodXK2017XKcebXKebYef 2.2 120

197 uommonKvariationKatKeqdhZdXKhpdcZeeXKcipccZdKandKddqceZcKinfluencesKmultipleKmyelomaKriskZK
NaturegGeneticsXK2013XKfgXKcddcYcddg 36.3 119

196 TranslocationsKatKjqdfKjuxtaposeKMYuKwithKgenesKthatKharborKsuperenhancersKresultingKinK
overexpressionKandKpoorKprognosisKinKmyelomaKpatientsZKBloodgCancergJournalXK2014XKfXKeckc 7 114

195 zomozygousKdeletionKmappingKinKmyelomaKsamplesKidentifiesKgenesKandKanKexpressionKsignatureK
relevantKtoKpathogenesisKandKoutcomeZKClinicalgCancergResearchXK2010XKchXKcjghYhf 12.9 109

194 PredictionKofKoutcomeKinKnewlyKdiagnosedKmyelomalKaKmetaYanalysisKofKtheKmolecularKprofilesKofK
ckbgKtrialKpatientsZKLeukemiaXK2018XKedXKcbdYccb 10.7 108

193 yenomeYwideKassociationKstudyKidentifiesKmultipleKsusceptibilityKlociKforKmultipleKmyelomaZKNatureg
CommunicationsXK2016XKiXKcdbgb 17.4 101

192 uharacterizationKofKIyzKlocusKbreakpointsKinKmultipleKmyelomaKindicatesKaKsubsetKofKtranslocationsK
appearKtoKoccurKinKpregerminalKcenterKtKcellsZKBloodXK2013XKcdcXKefceYk 2.2 101

191 MMSwTKderegulationKaffectsKcellKcycleKprogressionKandKadhesionKregulonsKinKtTfmcfUKmyelomaK
plasmaKcellsZKHaematologicaXK2009XKkfXKijYjh 6.6 94

190 XtPcsKlevelsKareKimplicatedKinKtheKbiologyKandKoutcomeKofKmyelomaKmediatingKdifferentKclinicalK
outcomesKtoKthalidomideYbasedKtreatmentsZKBloodXK2010XKcchXKdgbYe 2.2 92

189 yeneticKfactorsKunderlyingKtheKriskKofKthalidomideYrelatedKneuropathyKinKpatientsKwithKmultipleK
myelomaZKJournalgofgClinicalgOncologyXK2011XKdkXKikiYjbf 2.2 84

188 TheKuuNvcKcZjibypsKpolymorphismKisKaKriskKfactorKforKtTccmcfUTqcemqedUKmultipleKmyelomaZKNatureg
GeneticsXK2013XKfgXKgddYgdg 36.3 79

187
wsPzYbgZKMOLwuULsRKPROxILINyKsNvKIvwNTIxIusTIONKOxKTsRywTwvKTzwRsPIwSKxORKuzILvRwNK
sNvKYOUNyKsvULTSKWITzKPRIMsRYKuwNTRsLKNwRVOUSKSYSTwMKTUMOURSKINKTzwKUNITwvK
κINyvOMZKNeurovOncologyXK2018XKdbXKihhYihh

1 78

186 fjiZKSeverityKandKulinicalKOutcomesKofKulostridiumKdifficileKInfectionKtasedKonKToxinKtKsssayK
ResultsZKOpengForumgInfectiousgDiseasesXK2018XKgXKScjbYScjc 1 78

185 uancerYselectiveKtargetingKofKtheKNxY˛”tKsurvivalKpathwayKwithKysvvfg˛†aMκκiKinhibitorsZKCancerg
CellXK2014XKdhXKfkgYgbj 24.3 77

184 veletionsKofKuvκNduKinKmultipleKmyelomalKbiologicalKandKclinicalKimplicationsZKClinicalgCancerg
ResearchXK2008XKcfXKhbeeYfc 12.9 77

(2008-2011)
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183
TheKdominantlyKexpressedKclassKIKmoleculeKofKtheKchickenKMzuKisKexplainedKbyKcoevolutionKwithKtheK
polymorphicKpeptideKtransporterKTTsPUKgenesZKProceedingsgofgthegNationalgAcademygofgSciencesgofg
thegUnitedgStatesgofgAmericaXK2011XKcbjXKjekhYfbc

11.5 72

182 uombinationKofKflowKcytometryKandKfunctionalKimagingKforKmonitoringKofKresidualKdiseaseKinK
myelomaZKLeukemiaXK2019XKeeXKciceYcidd 10.7 66

181 OverexpressionKofKwZzdKinKmultipleKmyelomaKisKassociatedKwithKpoorKprognosisKandKdysregulationK
ofKcellKcycleKcontrolZKBloodgCancergJournalXK2017XKiXKegfk 7 60

180 IdentificationKofKmultipleKriskKlociKandKregulatoryKmechanismsKinfluencingKsusceptibilityKtoKmultipleK
myelomaZKNaturegCommunicationsXK2018XKkXKeibi 17.4 57

179 TheKSpectrumKandKulinicalKImpactKofKwpigeneticKModifierKMutationsKinKMyelomaZKClinicalgCancerg
ResearchXK2016XKddXKgijeYgikf 12.9 56

178 TheKreconstructionKofKtranscriptionalKnetworksKrevealsKcriticalKgenesKwithKimplicationsKforKclinicalK
outcomeKofKmultipleKmyelomaZKClinicalgCancergResearchXK2011XKciXKifbdYcd 12.9 53

177 TheKclinicalKimpactKandKmolecularKbiologyKofKdelTcipUKinKmultipleKmyelomaKtreatedKwithK
conventionalKorKthalidomideYbasedKtherapyZKGenesgChromosomesgandgCancerXK2011XKgbXKihgYif 5 52

176 uoexistentKhyperdiploidyKdoesKnotKabrogateKpoorKprognosisKinKmyelomaKwithKadverseKcytogeneticsK
andKmayKprecedeKIyzKtranslocationsZKBloodXK2015XKcdgXKjecYfb 2.2 48

175 TheKlevelKofKdeletionKcipKandKbiYallelicKinactivationKofKhasKaKsignificantKimpactKonKclinicalKoutcomeKinK
multipleKmyelomaZKHaematologicaXK2017XKcbdXKeehfYeehi 6.6 44

174 ImprovedKriskKstratificationKinKmyelomaKusingKaKmicroRNsYbasedKclassifierZKBritishgJournalgofg
HaematologyXK2013XKchdXKefjYgk 4.5 44

173 TheKpresenceKofKlargeKfocalKlesionsKisKaKstrongKindependentKprognosticKfactorKinKmultipleKmyelomaZK
BloodXK2018XKcedXKgkYhh 2.2 43

172
TheKspectrumKofKsomaticKmutationsKinKmonoclonalKgammopathyKofKundeterminedKsignificanceK
indicatesKaKlessKcomplexKgenomicKlandscapeKthanKthatKinKmultipleKmyelomaZKHaematologicaXK2017XK
cbdXKchciYchdg

6.6 42

171 tiYallelicKinactivationKisKmoreKprevalentKatKrelapseKinKmultipleKmyelomaXKidentifyingKRtcKasKanK
independentKprognosticKmarkerZKBloodgCancergJournalXK2017XKiXKegeg 7 39

170
ulonalKevolutionKinKmyelomalKtheKimpactKofKmaintenanceKlenalidomideKandKdepthKofKresponseKonK
theKgeneticsKandKsubYclonalKstructureKofKrelapsedKdiseaseKinKuniformlyKtreatedKnewlyKdiagnosedK
patientsZKHaematologicaXK2019XKcbfXKcffbYcfgb

6.6 39

169 sminopeptidaseKinhibitionKasKaKtargetedKtreatmentKstrategyKinKmyelomaZKMoleculargCancerg
TherapeuticsXK2009XKjXKihdYib 6.1 39

168 zighYresolutionKgenomicKprofilingKinKhairyKcellKleukemiaYvariantKcomparedKwithKtypicalKhairyKcellK
leukemiaZKLeukemiaXK2011XKdgXKccjkYkd 10.7 37

167 IntegratedKanalysisKofKmicroRNssXKtranscriptionKfactorsKandKtargetKgenesKexpressionKdisclosesKaK
specificKmolecularKarchitectureKofKhyperdiploidKmultipleKmyelomaZKOncotargetXK2015XKhXKckcedYfi 3.3 37

166 yenesKwithKaKspikeKexpressionKareKclusteredKinKchromosomeKTsubUbandsKandKspikeKTsubUbandsKhaveK
aKpowerfulKprognosticKvalueKinKpatientsKwithKmultipleKmyelomaZKHaematologicaXK2012XKkiXKhddYeb 6.6 34
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165 yenderKdisparitiesKinKtheKtumorKgeneticsKandKclinicalKoutcomeKofKmultipleKmyelomaZKCancerg
EpidemiologygBiomarkersgandgPreventionXK2011XKdbXKcibeYi 4 33

164 uhickenKTsPKgenesKdifferKfromKtheirKhumanKorthologuesKinKlocusKorganisationXKsizeXKsequenceK
featuresKandKpolymorphismZKImmunogeneticsXK2005XKgiXKdedYfi 3.2 33

163 MMSwTKisKtheKkeyKmolecularKtargetKinKtTfmcfUKmyelomaZKBloodgCancergJournalXK2013XKeXKeccf 7 32

162 InheritedKgeneticKsusceptibilityKtoKmonoclonalKgammopathyKofKunknownKsignificanceZKBloodXK2014XK
cdeXKdgceYimKquizKdgke 2.2 31

161 sKTuKclassificationYbasedKpredictorKforKmultipleKmyelomaKusingKmultiplexedKrealYtimeKquantitativeK
PuRZKLeukemiaXK2013XKdiXKcigfYi 10.7 31

160 InactivatingKMutationsKsreKwnrichedKinKsdvancedKtreastKuancerKandKuontributeKtoKwndocrineK
TherapyKResistanceZKClinicalgCancergResearchXK2020XKdhXKhbjYhdd 12.9 31

159 LongYtermKoutcomesKafterKautologousKstemKcellKtransplantationKforKmultipleKmyelomaZKBloodg
AdvancesXK2020XKfXKfddYfec 7.8 30

158 LossKofKheterozygosityKasKaKmarkerKofKhomologousKrepairKdeficiencyKinKmultipleKmyelomalKaKroleKforK
PsRPKinhibitionqZKLeukemiaXK2018XKedXKcghcYcghh 10.7 29

157 TreatmentKtoKsuppressionKofKfocalKlesionsKonKpositronKemissionKtomographyYcomputedK
tomographyKisKaKtherapeuticKgoalKinKnewlyKdiagnosedKmultipleKmyelomaZKHaematologicaXK2018XKcbeXKcbfiYcbge6.6 29

156 UnderstandingKnextKgenerationKsequencingKinKoncologylKsKguideKforKoncologistsZKCriticalgReviewsging
OncologyxHematologyXK2015XKkhXKfheYif 7 28

155 MultipleKMyelomaKvRwsMKuhallengeKrevealsKepigeneticKregulatorKPzxckKasKmarkerKofKaggressiveK
diseaseZKLeukemiaXK2020XKefXKcjhhYcjif 10.7 27

154 uomprehensiveKtranslocationKandKclonalityKdetectionKinKlymphoproliferativeKdisordersKbyK
nextYgenerationKsequencingZKHaematologicaXK2017XKcbdXKegiYehb 6.6 26

153 sKmolecularKdiagnosticKapproachKableKtoKdetectKtheKrecurrentKgeneticKprognosticKfactorsKtypicalKofK
presentingKmyelomaZKGenesgChromosomesgandgCancerXK2015XKgfXKkcYj 5 26

152 sKgeneKexpressionYbasedKpredictorKforKmyelomaKpatientsKatKhighKriskKofKdevelopingKboneKdiseaseKonK
bisphosphonateKtreatmentZKClinicalgCancergResearchXK2011XKciXKhefiYgg 12.9 25

151 sKmodifiedKmethodKforKwholeKexomeKresequencingKfromKminimalKamountsKofKstartingKvNsZKPLoSg
ONEXK2012XKiXKeedhci 3.7 24

150 zighKexpressionKlevelsKofKtheKmammalianKtargetKofKrapamycinKinhibitorKvwPTORKareKpredictiveKofK
responseKtoKthalidomideKinKmyelomaZKLeukemiagandgLymphomaXK2010XKgcXKdcdhYk 1.9 23

149 TheKipcgZeKTrsffjihfgUKassociationKforKmultipleKmyelomaKshowsKstrongKalleleYspecificKregulationKofK
theKMYuYinteractingKgeneKuvusiLKinKmalignantKplasmaKcellsZKHaematologicaXK2015XKcbbXKeccbYe 6.6 22

148 MicrohomologyYmediatedKendKjoiningKdrivesKcomplexKrearrangementsKandKoverexpressionKofKandKinK
multipleKmyelomaZKHaematologicaXK2020XKcbgXKcbggYcbhh 6.6 22

(2020-2011)
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147 TheKprognosticKvalueKofKtheKdepthKofKresponseKinKmultipleKmyelomaKdependsKonKtheKtimeKofK
assessmentXKriskKstatusKandKmolecularKsubtypeZKHaematologicaXK2017XKcbdXKeeceYeech 6.6 21

146 sKtailoredKmolecularKprofilingKprogrammeKforKchildrenKwithKcancerKtoKidentifyKclinicallyKactionableK
geneticKalterationsZKEuropeangJournalgofgCancerXK2019XKcdcXKddfYdeg 7.5 21

145 yenomewideKprofilingKofKcopyYnumberKalterationKinKmonoclonalKgammopathyKofKundeterminedK
significanceZKEuropeangJournalgofgHaematologyXK2016XKkiXKghjYgig 3.8 20

144 TheKmolecularKmakeKupKofKsmolderingKmyelomaKhighlightsKtheKevolutionaryKpathwaysKleadingKtoK
multipleKmyelomaZKNaturegCommunicationsXK2021XKcdXKdke 17.4 20

143 TheKvariedKdistributionKandKimpactKofKRsSKcodonKandKotherKkeyKvNsKalterationsKacrossKtheK
translocationKcyclinKvKsubgroupsKinKmultipleKmyelomaZKOncotargetXK2017XKjXKdijgfYdijhi 3.3 19

142 yeneticKcorrelationKbetweenKmultipleKmyelomaKandKchronicKlymphocyticKleukaemiaKprovidesK
evidenceKforKsharedKaetiologyZKBloodgCancergJournalXK2018XKkXKc 7 18

141 andKMutationsKsssociateKwithKsdverseKOutcomeKinKaKLongYtermKxollowYupKofKPatientsKwithKMultipleK
MyelomaZKClinicalgCancergResearchXK2020XKdhXKdfddYdfed 12.9 17

140 snKacquiredKhighYriskKchromosomeKinstabilityKphenotypeKinKmultipleKmyelomalKβumpingKcqK
SyndromeZKBloodgCancergJournalXK2019XKkXKhd 7 17

139 yenomicKanalysisKofKprimaryKplasmaKcellKleukemiaKrevealsKcomplexKstructuralKalterationsKandK
highYriskKmutationalKpatternsZKBloodgCancergJournalXK2020XKcbXKib 7 16

138 InvestigatingKtheKfeasibilityKofKtumourKmolecularKprofilingKinKgastrointestinalKmalignanciesKinK
routineKclinicalKpracticeZKAnnalsgofgOncologyXK2018XKdkXKdebYdeh 10.3 16

137 UseKofKsingleKnucleotideKpolymorphismYbasedKmappingKarraysKtoKdetectKcopyKnumberKchangesKandK
lossKofKheterozygosityKinKmultipleKmyelomaZKClinicalgLymphomagandgMyelomaXK2006XKiXKcjhYkc 16

136 WholeYgenomeKsequencingKrevealsKprogressiveKversusKstableKmyelomaKprecursorKconditionsKasKtwoK
distinctKentitiesZKNaturegCommunicationsXK2021XKcdXKcjhc 17.4 16

135 κinaseKdomainKactivationKthroughKgeneKrearrangementKinKmultipleKmyelomaZKLeukemiaXK2018XKedXKdfegYdfff10.7 15

134 NeutralKtumorKevolutionKinKmyelomaKisKassociatedKwithKpoorKprognosisZKBloodXK2017XKcebXKchekYchfe 2.2 14

133 MsxbKproteinKconfersKintrinsicKresistanceKtoKproteasomeKinhibitorsKinKmultipleKmyelomaZKBMCg
CancerXK2018XKcjXKidf 4.8 13

132 tiologyKandKtreatmentKofKmyelomaZKClinicalgLymphomaugMyelomagandgLeukemiaXK2014XKcfKSupplXKShgYib 2 13

131 varatumumabKandKdexamethasoneKisKsafeKandKeffectiveKforKtripleKrefractoryKmyelomaKpatientslK
finalKresultsKofKtheKIxMKdbcfYbfKTwtoileKduKNordUKtrialZKBritishgJournalgofgHaematologyXK2019XKcjiXKeckYedi4.5 12

130 vevelopmentKofKaKtargetedKsequencingKapproachKtoKidentifyKprognosticXKpredictiveKandKdiagnosticK
markersKinKpaediatricKsolidKtumoursZKOncotargetXK2017XKjXKccdbehYccdbgb 3.3 12
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129 ImpactKofKyenesKzighlyKuorrelatedKwithKMMSwTKMyelomaKonKtheKSurvivalKofKNonYMMSwTKMyelomaK
PatientsZKClinicalgCancergResearchXK2016XKddXKfbekYff 12.9 11

128 MolecularKprofilingKofKcolorectalKpulmonaryKmetastasesKandKprimaryKtumourslKimplicationsKforK
targetedKtreatmentZKOncotargetXK2017XKjXKhfkkkYhgbbj 3.3 11

127 toneKmarrowKmicroenvironmentsKthatKcontributeKtoKpatientKoutcomesKinKnewlyKdiagnosedKmultipleK
myelomalKsKcohortKstudyKofKpatientsKinKtheKTotalKTherapyKclinicalKtrialsZKPLoSgMedicineXK2020XKciXKecbbeede11.6 10

126 TheKgenomicKlandscapeKofKplasmaKcellsKinKsystemicKlightKchainKamyloidosisZKBloodXK2018XKcedXKdiigYdiii 2.2 10

125 SearchKforKrareKproteinKalteringKvariantsKinfluencingKsusceptibilityKtoKmultipleKmyelomaZKOncotargetXK
2017XKjXKehdbeYehdcb 3.3 9

124 sssessingKtheKeffectKofKobesityYrelatedKtraitsKonKmultipleKmyelomaKusingKaKMendelianK
randomisationKapproachZKBloodgCancergJournalXK2017XKiXKegie 7 8

123 TheKfunctionalKepigeneticKlandscapeKofKaberrantKgeneKexpressionKinKmolecularKsubgroupsKofKnewlyK
diagnosedKmultipleKmyelomaZKJournalgofgHematologygandgOncologyXK2020XKceXKcbj 22.4 8

122 TheKulinicalKImpactKofKMacrofocalKviseaseKinKMultipleKMyelomaKviffersKtetweenKPresentationKandK
RelapseZKBloodXK2016XKcdjXKffecYffec 2.2 7

121 TheKcombinationKofKzvsuKandKaminopeptidaseKinhibitorsKisKhighlyKsynergisticKinKmyelomaKandKleadsK
toKdisruptionKofKtheKNx˛”tKsignallingKpathwayZKOncotargetXK2015XKhXKciecfYdi 3.3 7

120 vifferentialKRNsKsplicingKasKaKpotentiallyKimportantKdriverKmechanismKinKmultipleKmyelomaZK
HaematologicaXK2021XKcbhXKiehYifg 6.6 7

119 κnickYknackKPsvIMsuZKBloodXK2018XKcedXKdccbYdccc 2.2 7

118 IdentificationKofKaKnovelKtTimcfUKtranslocationKinKmultipleKmyelomaKresultingKinKoverexpressionKofK
wyxRZKGenesgChromosomesgandgCancerXK2013XKgdXKjciYdd 5 6

117 TranscriptomeYwideKassociationKstudyKofKmultipleKmyelomaKidentifiesKcandidateKsusceptibilityK
genesZKHumangGenomicsXK2019XKceXKei 6.8 5

116 PoorKoverallKsurvivalKinKhyperhaploidKmultipleKmyelomaKisKdefinedKbyKdoubleYhitKbiYallelicK
inactivationKofZKOncotargetXK2019XKcbXKiedYiei 3.3 5

115 MonitoringKtreatmentKresponseKandKdiseaseKprogressionKinKmyelomaKwithKcirculatingKcellYfreeKvNsZK
EuropeangJournalgofgHaematologyXK2021XKcbhXKdebYdfb 3.8 5

114 sKnovelKfunctionalKroleKforKMMSwTKinKRNsKprocessingKbasedKonKtheKlinkKbetweenKtheKRwIItPKisoformK
andKitsKinteractionKwithKtheKSMNKcomplexZKPLoSgONEXK2014XKkXKekkfke 3.7 4

113
WholeKwxomeKSequencingKinKMultipleKMyelomaKtoKIdentifyKSomaticKSingleKNucleotideKVariantsKandK
κeyKTranslocationsKInvolvingKImmunoglobulinKLociKandKMYuZKMethodsgingMoleculargBiologyXK2018XK
cikdXKicYkg

1.4 4

112 sKgeneKexpressionKbasedKpredictorKforKhighKriskKmyelomaKtreatedKwithKintensiveKtherapyKandK
autologousKstemKcellKrescueZKLeukemiagandgLymphomaXK2015XKghXKgkfYhbc 1.9 3

(2015-2016)
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111 uhromoplexyKandKuhromothripsisKsreKImportantKPrognosticallyKinKMyelomaKandKveregulateKyeneK
xunctionKtyKaKRangeKofKMechanismsZKBloodXK2019XKcefXKeihiYeihi 2.2 3

110 vefiningKMyelomaKPatientsKatKzighKRiskKofKvevelopingKtoneKviseaseKWhileKonKtisphosphonateK
TreatmentZKBloodXK2010XKcchXKijdYijd 2.2 3

109 ImprovingKprognosticKassignmentKinKolderKadultsKwithKmultipleKmyelomaKusingKacquiredKgeneticK
featuresXKclonalKhemopoiesisKandKtelomereKlengthZKLeukemiaXK2021XK 10.7 3

108 PzxckKinhibitionKasKaKtherapeuticKtargetKinKmultipleKmyelomaZKCurrentgResearchgingTranslationalg
MedicineXK2021XKhkXKcbedkb 3.7 3

107 sKmultipleKmyelomaKclassificationKsystemKthatKassociatesKnormalKtYcellKsubsetKphenotypesKwithK
prognosisZKBloodgAdvancesXK2018XKdXKdfbbYdfcc 7.8 3

106 MutationsKinKuRtNKandKotherKcereblonKpathwayKgenesKareKinfrequentlyKassociatedKwithKacquiredK
resistanceKtoKimmunomodulatoryKdrugsZKLeukemiaXK2021XKegXKebciYebdb 10.7 3

105
PlasmaKcellsKexpressionKfromKsmoulderingKmyelomaKtoKmyelomaKrevealsKtheKimportanceKofKtheK
PRudKcomplexXKcellKcycleKprogressionXKandKtheKdivergentKevolutionaryKpathwaysKwithinKtheKdifferentK
molecularKsubgroupsZKLeukemiaXK2021XK

10.7 3

104 TheKuhromosomeKceKuonundrumKinKMultipleKMyelomaZKBloodgCancergDiscoveryXK2020XKcXKchYci 7 2

103
uompleteKyenomeKSequencesKofKxourKIsolatesKofKVancomycinYResistantKwnterococcusKfaeciumKwithK
theKyeneKandKTwoKvaptomycinKResistanceKMutationsXKObtainedKfromKTwoKInpatientsKwithK
ProlongedKtacteremiaZKMicrobiologygResourcegAnnouncementsXK2020XKkXK

1.3 2

102 taselineKandKonYTreatmentKtoneKMarrowKMicroenvironmentsKPredictKMyelomaKPatientKOutcomesK
andKInformKPotentialKInterventionKStrategiesZKBloodXK2018XKcedXKcjjdYcjjd 2.2 2

101 TheKMutationalKLandscapeKofKPrimaryKPlasmaKuellKLeukemiaZKBloodXK2018XKcedXKccfYccf 2.2 2

100 sKzighYRiskKMultipleKMyelomaKyroupKIdentifiedKtyKIntegrativeKMultiYOmicsKSegmentationKofKNewlyK
viagnosedKPatientsZKBloodXK2018XKcedXKechgYechg 2.2 2

99 uhromothripsisKandKuhromoplexyKsreKsssociatedKwithKvNsKInstabilityKandKsdverseKulinicalK
OutcomeKinKMultipleKMyelomaZKBloodXK2018XKcedXKfbjYfbj 2.2 2

98 snalysisKofKtheKSubYulonalKStructureKofKSmolderingKMyelomaKoverKTimeKProvidesKaKNewKMeansKofK
viseaseKMonitoringKandKzighlightsKwvolutionaryKTrajectoriesKLeadingKtoKMyelomaZKBloodXK2019XKcefXKfeeeYfeee2.2 2

97
TheKSpectrumKofKwxomicKMutationKinKwlderlyKMyelomaKviffersKSubstantiallyKfromKPatientsKatK
YoungerKsgesKuonsistentKwithKaKvifferentKwvolutionaryKTrajectoryKtoKxullKtlownKviseaseKtasedKonK
sgeKofKOnsetZKBloodXK2019XKcefXKfefhYfefh

2.2 2

96 MutantKκRsSKwnhancesKStressKyranulesKandKResistanceKtoKProteasomeKInhibitionKViaKcgYdYPyβdKinK
MultipleKMyelomaZKBloodXK2019XKcefXKfejeYfeje 2.2 2

95 wsRLYKResultsKofKTOTsLKTherapyKiKTTTiUlKzighKResponseKRatesKofKNwWLYKviagnosedKzighKRiskK
MyelomaKtoKvaratumumabZKBloodXK2019XKcefXKfghkYfghk 2.2 2

94 WholeYyenomeKSequencingKRevealsKwvidenceKofKTwoKtiologicallyKandKulinicallyKvistinctKwntitieslK
ProgressiveKVersusKStableKMyelomaKPrecursorKviseaseZKBloodXK2020XKcehXKfiYfj 2.2 2

Brian A Walker
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93 yeneticKVariationsKsssociatedKwithKOverallKandKProgressionYxreeKSurvivalKinKMultipleKMyelomaK
PatientsKTreatedKwithKThalidomideKuombinationsZZKBloodXK2009XKccfXKfdhYfdh 2.2 2

92 wxtensiveKRegionalKIntraYulonalKzeterogeneityKinKMultipleKMyelomaKYKImplicationsKforKviagnosticsXK
RiskKStratificationKandKTargetedKTreatmentZKBloodXK2016XKcdjXKedijYedij 2.2 2

91 InhibitionKofKtheKwpigeneticKModifierKwZzdKUpregulatesKuellKuycleKuontrolKyenesKtoKInhibitKMyelomaK
uellKyrowthKandKOvercomeKzighYRiskKviseaseKxeaturesZKBloodXK2016XKcdjXKedjkYedjk 2.2 2

90
TheKImpactKofKMaintenanceKLenalidomideKonKtheKMutationalKStatusKofKtheKMyelomaKuloneKatK
RelapseKinKtheKNuRIKMyelomaKXIKTrialKforKNewlyKviagnosedKMultipleKMyelomaKPatientsKTNvMMUZK
BloodXK2016XKcdjXKffcdYffcd

2.2 2

89
MYuKRearrangementsKinKMultipleKMyelomaKsreKuomplexXKuanKInvolveKMoreKThanKxiveKvifferentK
uhromosomesXKandKuorrelateKwithKIncreasedKwxpressionKofKMYuKandKaKvistinctKvownstreamKyeneK
wxpressionKPatternZKBloodXK2017XKcebXKhgYhg

2.2 2

88 MultipleKMyelomaKvRwsMKuhallengeKRevealsKwpigeneticKRegulatorPzxckssKMarkerKofKsggressiveKvisease 2

87 TranslocationsKandKβumpingKRearrangementsKatKjqdfKResultKinKoverYwxpressionKofKMYuKandKareKκeyK
vriversKofKviseaseKProgressionZKBloodXK2016XKcdjXKccgYccg 2.2 2

86
TwoKuasesKofKVancomycinYResistantKtacteremiaKWithKvevelopmentKofKvaptomycinYResistantK
PhenotypeKandKitsKvetectionKUsingKOxfordKNanoporeKSequencingZKOpengForumgInfectiousgDiseasesXK
2020XKiXKofaacjb

1 2

85 uryopreservationKPreservesKuellYTypeKuompositionKandKyeneKwxpressionKProfilesKinKtoneKMarrowK
sspiratesKxromKMultipleKMyelomaKPatientsZKFrontiersgingGeneticsXK2021XKcdXKhhefji 4.5 2

84
zighYriskKtranscriptionalKprofilesKinKmultipleKmyelomaKareKanKacquiredKfeatureKthatKcanKoccurKinKanyK
subtypeKandKmoreKfrequentlyKwithKeachKsubsequentKrelapseZKBritishgJournalgofgHaematologyXK2021XK
ckgXKdjeYdjh

4.5 2

83 IntronKretentionYinducedKneoantigenKloadKcorrelatesKwithKunfavorableKprognosisKinKmultipleK
myelomaZKOncogeneXK2021XKfbXKhcebYhcej 9.2 2

82 PerspectivesKonKtheKRiskYStratifiedKTreatmentKofKMultipleKMyelomaZKBloodgCancergDiscoveryXOxcYOxcd 7 2

81
vraftKyenomeKSequencesKofKfjKVancomycinYResistantKwnterococcusKfaeciumKStrainsKIsolatedKfromK
InpatientsKwithKtacteremiaKandKUrinaryKTractKInfectionZKMicrobiologygResourcegAnnouncementsXK2019
XKjXK

1.3 1

80 sKRapidKandKRobustKProtocolKforKReducedKRepresentationKtisulfiteKSequencingKinKMultipleK
MyelomaZKMethodsgingMoleculargBiologyXK2018XKcikdXKcikYckc 1.4 1

79 InfluenceKofKsgingKProcessesKonKtheKtiologyKandKOutcomeKofKMultipleKMyelomaZKBloodXK2020XKcehXKjYk 2.2 1

78 ParadoxicalKsexYspecificKpatternsKofKautoantibodyKresponseKtoKSsRSYuoVYdKinfectionZZKJournalgofg
TranslationalgMedicineXK2021XKckXKgdf 8.5 1

77 veepKImmunoprofilingKofKtheKtoneKMarrowKMicroenvironmentalKuhangesKUnderlyingKtheKMultistepK
ProgressionKofKMultipleKMyelomaZKBloodXK2018XKcedXKdfeYdfe 2.2 1

76 LongYTermKxollowYupKIdentifiesKvoubleKzitKandKκeyKMutationsKssKImpactingKProgressionKxreeKandK
OverallKSurvivalKinKMultipleKMyelomaZKBloodXK2018XKcedXKccbYccb 2.2 1

(2018-2009)
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75 xineKMappingKandKwxpressionKsnalysisKofKuhromosomeKcKwithKtheKsimKofKvefiningKuriticallyK
veregulatedKyenesKImportantKinKtheKPathogenesisKofKMyelomaZZKBloodXK2006XKcbjXKccdYccd 2.2 1

74
IntegrationKofKyeneKMappingKandKwxpressionKsrraysKIdentifiesKMechanismsKbyKWhichKyenesKsreK
vysregulatedKasKaKResultKofKuopyKNumberKLossKandKyainKsssociatedKwithKIgzKTranslocationsKinK
MultipleKMyelomaZZKBloodXK2007XKccbXKekgYekg

2.2 1

73 zypermethylationKIsKsKκeyKxeatureKofKtheKTransitionKofKMultipleKMyelomaKtoKPlasmaKuellKLeukemiaZK
BloodXK2010XKcchXKgegYgeg 2.2 1

72 uoncurrentKsmplificationKofKMYuKandKcqdcKinKMultipleKMyelomalKxocalKandKSegmentalKβumpingK
TranslocationsKofKMYuZKBloodXK2016XKcdjXKedhhYedhh 2.2 1

71 LossKofKheterozygosityKinKmultipleKmyelomalKsKroleKforKPsRPKinhibitionqZKJournalgofgClinicalgOncology
XK2017XKegXKjbdhYjbdh 2.2 1

70 InsightsKintoKhighYriskKmultipleKmyelomaKfromKanKanalysisKofKtheKroleKofKPzxckKinKcancerZKJournalgofg
ExperimentalgandgClinicalgCancergResearchXK2021XKfbXKejb 12.8 1

69 wxpressionKSignatureKofKMyelomaKResidualKuellsKIsKuharacterizedKtyKyenesKsssociatedKwithK
ProliferationXKwpigeneticKModificationXKandKStemKuellKMaintenanceZKBloodXK2018XKcedXKffhgYffhg 2.2 1

68 LongYTermKOutcomeKofKTotalKTherapyKRegimenslKImpactKofKMolecularKSubgroupsZKBloodXK2019XKcefXKeebkYeebk2.2 1

67 viagnosticKwvidenceKysugeKofKSingleKcellsKTvwysSUlKsKflexibleKdeepYtransferKlearningKframeworkKforK
prioritizingKcellsKinKrelationKtoKdisease 1

66 WholeKgenomeKsequencingKprovidesKevidenceKofKtwoKbiologicallyKandKclinicallyKdistinctKentitiesKofK
asymptomaticKmonoclonalKgammopathieslKprogressiveKversusKstableKmyelomaKprecursorKcondition 1

65 TheKMultipleKMyelomaKyenomeKProjectlKvevelopmentKofKaKMolecularKSegmentationKStrategyKforK
theKulinicalKulassificationKofKMultipleKMyelomaZKBloodXK2016XKcdjXKckhYckh 2.2 1

64 InhibitionKofKzvsusKandKsminopeptidasesKIsKzighlyKSynergisticKinKMyelomaKuellsKResultingKinKuellK
veathKViaKtheKUpregulationKofKtIRueXKaKκeyKMediatorKofKNxYκappatKSignallingZZKBloodXK2009XKccfXKhbiYhbi2.2 1

63 vefiningKzighKRiskKMyelomaKUsingKuoYSegregatingKxISzKVariablesmKResultsKofKMRuKMyelomaKIXZK
BloodXK2010XKcchXKckbiYckbi 2.2 1

62 uhromothripsisKasKaKpathogenicKdriverKofKmultipleKmyelomaZKSeminarsgingCellgandgDevelopmentalg
BiologyXK2021XK 7.5 1

61 TarPanlKanKeasilyKadaptableKtargetedKsequencingKpanelKviewerKforKresearchKandKclinicalKuseZKBMCg
BioinformaticsXK2020XKdcXKcff 3.6 1

60 viagnosticKwvidenceKysugeKofKSingleKcellsKTvwysSUlKaKflexibleKdeepKtransferKlearningKframeworkKforK
prioritizingKcellsKinKrelationKtoKdiseaseZZKGenomegMedicineXK2022XKcfXKcc 14.4 0

59 snKscquiredKzighYRiskKuhromosomeKInstabilityKPhenotypeKinKMultipleKMyelomalKβumpingKcqK
SyndromeZKBloodXK2018XKcedXKffjkYffjk 2.2 0

58 zighKRiskKMyelomaKIsKuharacterizedKtyKtheKtiYsllelicKInactivationKofKuvκNduKandKRtcZKBloodXK2016XK
cdjXKffchYffch 2.2 0
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57 MYuKTranslocationsKInKMultipleKMyelomaKInvolveKRecruitmentKOfKwnhancerKwlementsKResultingKInK
OverYwxpressionKandKvecreasedKOverallKSurvivalZKBloodXK2013XKcddXKdifYdif 2.2 0

56 uhromosomalKcqdcKabnormalitiesKinKmultipleKmyelomalKaKreviewKofKtranslationalXKclinicalKresearchXK
andKtherapeuticKstrategiesZKExpertgReviewgofgHematologyXK2021XKcYch 2.8 0

55
tYcellKmalignancieslKcaptureYsequencingKstrategiesKforKidentificationKofKgeneKrearrangementsKandK
translocationsKintoKimmunoglobulinKgeneKlociZKBloodgandgLymphaticgCancer:gTargetsgandgTherapyXK
2014XKcbi

2.6

54
MutationsKinKuRtNKandKOtherKuereblonKPathwayKyenesKsreKOnlyKsssociatedKwithKscquiredK
ResistanceKtoKImmunomodulatoryKvrugsKinKaKSubsetKofKPatientsKandKuellKLineKModelsZKBloodXK2020XK
cehXKhYi

2.2

53 ImpactKofKwtiologicalKuytogeneticKsbnormalitiesKonKImmunoparesisKandKProgressionYxreeKandK
OverallKSurvivalKinKNewlyKviagnosedKMultipleKMyelomaZKBloodXK2020XKcehXKhYh 2.2

52 yeneKwxpressionKRevealsKTwoKvistinctKtiologicalKyroupsKwithinKTYuellKProlymphocyticKLeukaemiaZZK
BloodXK2005XKcbhXKfehhYfehh 2.2

51 InsightsKintoKtheKtasisKofKuhromosomalKImbalancesKduringKtheKulonalKwvolutionKofKMultipleK
MyelomaKUsingKSNPKsrrayKsnalysisZZKBloodXK2005XKcbhXKhdcYhdc 2.2

50 vevelopmentKofKaKPanelKofKeXgbbKSNPKtasedKxunctionalKyeneticKVariantsKRelevantKtoKtheKwtiologyK
andKOutcomeKinKMultipleKMyelomaZZKBloodXK2005XKcbhXKhdbYhdb 2.2

49 UltraYRapidXKzighYThroughputKMolecularKviagnosticsKinKzematoYOncologyZZKBloodXK2005XKcbhXKedibYedib 2.2

48 IdentificationKofKuollaboratingKOncogeneicKwventsKLeadingKtoKviseaseKProgressionKinKMyelomaK
uasesKwithKaKtTfmcfUKandKtTccmcfUKUsingKSNPKandKyeneKwxpressionKsrraysZZKBloodXK2005XKcbhXKcgfdYcgfd 2.2

47 StatusKofKuhromosomeKceKinKMultipleKMyelomalKIntegratedKspproachKUsingKSNPKMappingKsrrayKandK
yeneKwxpressionKsrrayZZKBloodXK2005XKcbhXKcgheYcghe 2.2

46
sbnormalitiesKofKchqKinKMultipleKMyelomaKsreKsssociatedKwithKPoorKPrognosislKgbbκKyeneKMappingK
andKwxpressionKuorrelationsKIdentifyKTwoKPotentialKTumorKSuppressorKyenesXKWWOXKandKuYLvZZK
BloodXK2006XKcbjXKccbYccb

2.2

45 SubYulassificationKofKzyperdiploidKMyelomaKUsingKylobalKyeneKwxpressionKProfilingKandKSNPYtasedK
MappingKsrraysZZKBloodXK2006XKcbjXKeekbYeekb 2.2

44 yenomeYWideKIdentificationKofKyeneKwxpressionKNetworksKsffectedKbyKyenomicKuhangesKinK
MultipleKMyelomaZZKBloodXK2007XKccbXKdfkfYdfkf 2.2

43 MutationKandKMethylationKsnalysisKofKWWOXKandKuYLvKonKchqmKPotentialKTumorKSuppressorKyenesK
inKMyelomaZZKBloodXK2007XKccbXKdfieYdfie 2.2

42 ScreeningKofKzomozygousKveletionsKIdentifiesKκeyKveregulatedKyenesKandKPathwaysKinKMultipleK
MyelomaZZKBloodXK2007XKccbXKdfifYdfif 2.2

41 snKIntegratedKPharmacogenomicKStrategyKforKtheKvefinitionKofKThalidomideKResponseKSignaturesKinK
PresentingKuasesKofKMultipleKMyelomaZZKBloodXK2007XKccbXKdfkeYdfke 2.2

40 ylobalKwxpressionKuhangesKofKMalignantKPlasmaKuellsKoverKTimeKRevealsKtheKwvolutionaryK
vevelopmentKofKSignaturesKofKsggressiveKulinicalKtehaviorZKBloodXK2018XKcedXKffgiYffgi 2.2

(2018-2013)
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39 PoorKOverallKSurvivalKinKzyperhaploidKMultipleKMyelomaKIsKvefinedKtyKvoubleYzitKtiYsllelicK
InactivationKofKTPgeZKBloodXK2018XKcedXKfffcYfffc 2.2

38 SequentialKImprovementsKinKtheKOutcomeKofKsutologousKStemKuellKTransplantationKforKMultipleK
MyelomaKoverKTimeZKBloodXK2018XKcedXKechjYechj 2.2

37 MyelomaKPatientYverivedKtoneKMarrowKSerumKNegativelyKRegulatesKNaturalKκillerKuellKsctivityZK
BloodXK2018XKcedXKffhjYffhj 2.2

36 MutationsKandKuopyKNumberKuhangesKPredictKProgressionKfromKSmolderingKMyelomaKtoK
SymptomaticKMyelomaKinKtheKwraKofKNovelKIMWyKuriteriaZKBloodXK2018XKcedXKffghYffgh 2.2

35 ylobalKevYwpigeneticKvysregulationKofKuyclinKvcKandKvdKsctivelyKuontrolsKTheirKwxpressionKPatternK
inKMultipleKMyelomaZKBloodXK2018XKcedXKekbfYekbf 2.2

34 uombinationKofKxlowKuytometryKandKxunctionalKImagingKforKMonitoringKofKResidualKviseaseKinK
MyelomaZKBloodXK2018XKcedXKecjgYecjg 2.2

33 wxtractingKPrognosticKMolecularKInformationKfromKPwTYuTKImagingKofKMultipleKMyelomaKUsingK
RadiomicKspproachesZKBloodXK2018XKcedXKckbhYckbh 2.2

32 zotspotKMutationsKinKSxetcKResultKinKIncreasedKslternativeKSplicingKinKMultipleKMyelomaKandK
sctivationKofKκeyKuellularKPathwaysZKBloodXK2018XKcedXKffgfYffgf 2.2

31 zighKLevelsKofKsPOtwuetKyeneKwxpressionKuontributeKtoKPoorKPrognosisKinKMultipleKMyelomaK
PatientsZKBloodXK2018XKcedXKejkiYejki 2.2

30 MutantKκRsSKandKtrafsKUpregulateKStressKyranulesKandKMediateKvrugKResistanceXKWhichKuanKbeK
ModulatedKtyKuoxdKInhibitionKinKMultipleKMyelomaZKBloodXK2018XKcedXKechhYechh 2.2

29 uharacterizationKofKtheKImmuneKImpactKofKvaratumumabKtyKMassKuytometryKinKMultipleKMyelomaZK
BloodXK2018XKcedXKffhhYffhh 2.2

28 ProliferationKandKMolecularKRiskKScoreKofKLowKRiskKMyelomaKuellsKsreKIncreasedKinKzighKRiskK
MicroenvironmentKViaKsugmentedKtioavailabilityKofKyrowthKxactorsZKBloodXK2018XKcedXKckdkYckdk 2.2

27 sberrantKwpigenomicKRegulatoryKNetworksKinKMultipleKMyelomaKandKStrategiesKforKTheirKTargetedK
ReversalZKRNAgTechnologiesXK2019XKgfeYgid 0.2

26 TheKmTORKuomponentXKRictorXKIsKRegulatedKtyKtheKMicroenvironmentKtoKuontrolKvormancyKandK
ProliferativeKStatesKinKMyelomaKuellsZKBloodXK2019XKcefXKffcdYffcd 2.2

25 TheKRoleKofKPzxckKssKaKPromoterKofKTumorigenicityKandKTherapeuticKTargetKinKMultipleKMyelomaZK
BloodXK2019XKcefXKgbjYgbj 2.2

24 urowdsourcedKzighYRiskKulassifiersKforKMultipleKMyelomaKPatientsKuommonlyKIdentifyKPzxckKssKaK
RobustKProgressionKtiomarkerZKBloodXK2019XKcefXKfeibYfeib 2.2

23 MolecularKSubgroupsKofKzyperdiploidyKandKTheirKPrognosticKRelevanceKYKanKsnalysisKofKcXbehK
MyelomaKTrialKPatientsZKBloodXK2015XKcdhXKdkjeYdkje 2.2

22 SpecificKIdentificationKofKzighKRiskKviseaseKUsingKMolecularKProfilingKtyKMymapKTMyelomaKMLPsK
andKtranslocationKPuRUKofKcXbehKuasesZKBloodXK2015XKcdhXKdkjcYdkjc 2.2
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21 TheKMutationalKandKSignalingKLandscapeKofKMultipleKMyelomaKVariesKvependentKuponK
TranslocationKuyclinKvKTTuUKSubgroupZKBloodXK2016XKcdjXKfffcYfffc 2.2

20 TheKMetabolicKPhenotypeKofKMyelomaKPlasmaKuellsKviffersKtetweenKsctiveKandKResidualKviseaseK
StatesZKBloodXK2016XKcdjXKffejYffej 2.2

19 MultipleKMyelomaKwithKaKveletionKofKuhromosomeKciplKTPgeKMutationsKsreKzighlyKPrevalentKandK
NegativelyKsffectKPrognosisZKBloodXK2016XKcdjXKedicYedic 2.2

18 TheKImpactKofKuonstitutionalKuopyKNumberKVariantsKinKMyelomaZKBloodXK2008XKccdXKfkhYfkh 2.2

17 MolecularKuharacterizationKofKzumanKMultipleKMyelomaKuellKLinesKbyKyenomeYWideKProfilingK
IdentifiesKκinaseKPathwayKslterationsZZKBloodXK2008XKccdXKchkfYchkf 2.2

16 zighKResolutionKyenomicKProfilingKUsingKSingleKNucleotideKPolymorphismKMicroarraysKIdentifiesK
MultipleKNovelKyenomicKMinimallyKveletedKRegionsKinKMultipleKMyelomaZKBloodXK2008XKccdXKhdgYhdg 2.2

15 zighKResolutionKyenomicKProfilingKUsingKSingleKNucleotideKPolymorphismKMicroarraysKRevealsK
NovelKyenomicKLesionsKinKzairyKuellKLeukaemiaKandKzairyYuellKLeukaemiaKVariantZKBloodXK2008XKccdXKecehYeceh2.2

14 XtPcKwxpressionKIsKsnKImportantKPrognosticKxactorKforKNewlyKviagnosedKMyelomaKPatientsZZKBloodXK
2008XKccdXKchjhYchjh 2.2

13 zomozygousKveletionsKuanKteKUsedKtoKvefineKaKuellKveathKSpecificKyeneKwxpressionKSignatureK
sbleKtoKPredictKOutcomeKinKMyelomaZKBloodXK2008XKccdXKdidgYdidg 2.2

12 yenomeYWideKProfilingKofKvNsKuopyKNumberKVariationKinKuLLKuasesKLackingKcipYKTTPgeUKorKccqYK
TsTMUKsbnormalitiesKSelectedKfromKtheKuLLfKStudyZKBloodXK2008XKccdXKecfbYecfb 2.2

11
yeneKwxpressionKProfilingKulassifiesKSplenicKMarginalKZoneKLymphomaKandKzairyKuellK
LeukemiaYVariantKasKRelatedKviseasesKThatKsreKvistinctKxromKTypicalKzairyKuellKLeukemiaZZKBloodXK
2009XKccfXKefhiYefhi

2.2

10
ylobalKMethylationKsrrayKsnalysisKofKMultipleKMyelomaKSamplesKIndicateKsnKslterationKofK
wpigeneticsKvuringKtheKTransitionKxromKMyUSKtoKMyelomaKandKsnKIncreasedKxrequencyKofKyeneK
MethylationKinKtTfmcfUKMyelomaZZKBloodXK2009XKccfXKcdcYcdc

2.2

9 MolecularKuharacterizationKofKzumanKMultipleKMyelomaKuellKLinesKbyKyenomeYWideKProfilingZZK
BloodXK2009XKccfXKcikeYcike 2.2

8 UTXXKaKzistoneKvemethylaseXKIsKInactivatedKthroughKzomozygousKveletionXKMutationXKandKvNsK
MethylationKinKMultipleKMyelomaZZKBloodXK2009XKccfXKcikjYcikj 2.2

7 wxpressionKProfileKandKupYRegulationKofKTelomereYsssociatedKProteinsKInKMultipleKMyelomaZKBloodXK
2010XKcchXKfbgbYfbgb 2.2

6 WholeKyenomeKSequencingKIlluminatesKtheKyeneticKandKtiologicalKxeaturesKUnderlyingKtheK
TransitionKofKSMMKtoKMMZKBloodXK2011XKccjXKdkhYdkh 2.2

5 sKNovelKMouseKModelKofKMultipleKMyelomaKRepresentativeKofKzumanKviseaseKandKItsKUseKinK
PreclinicalKTherapeuticKsssessmentZKBloodXK2011XKccjXKdkbiYdkbi 2.2

4 wxomeKSequencingKofKtheKtTfmcfUKandKtTccmcfUKTranslocationKSpecificKSubgroupsKofKMMZKBloodXK2011XK
ccjXKcjciYcjci 2.2

(2011-2016)
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3 taseYPairKResolutionKMappingKofKIyzKTranslocationsKinKMultipleKMyelomaKUsingKTargetedKuaptureK
andKMassivelyKParallelKSequencingZKBloodXK2012XKcdbXKefkbYefkb 2.2

2
SingleYuellKyeneticKsnalysisKRevealsKTheKyeneticKuompositionKOfKxounderKulonesXKPhylogeneticK
PatternsKOfKtranchingKandKParallelKwvolutionXKandKulonalKxluctuationsKxollowingKPatientKTreatmentK
InKMultipleKMyelomaZKBloodXK2013XKcddXKekjYekj

2.2

1 WhatKIsKyenomicKzighYRiskKMyelomaqZKHematoXK2022XKeXKdjiYdki 0.2
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