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ARTICLE

AlphaFold Protein Structure Database: massively expanding the structural coverage of
protein-sequence space with high-accuracy models. Nucleic Acids Research, 2022, 50, D439-D444.
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Cell Biology, 2022, 23, 445-446.

Discovery of archaeal fusexins homologous to euRaryotic HAP2/GCS1 gamete fusion proteins. Nature
Communications, 2022, 13, .
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