11

papers

11

all docs

1163065

4,018 8
citations h-index
11 11
docs citations times ranked

1372553
10

g-index

8174

citing authors



10

ARTICLE IF CITATIONS

Genomic Classification of Cutaneous Melanoma. Cell, 2015, 161, 1681-1696.

Whole-genome landscapes of major melanoma subtypes. Nature, 2017, 545, 175-180. 27.8 1,068

Dynamic Changes in PD-L1 Expression and Immune Infiltrates Early During Treatment Predict Response
to PD-1 Blockade in Melanoma. Clinical Cancer Research, 2017, 23, 5024-5033.

Checkpoint Inhibitora€“Associated Autoimmune Diabetes s Distinct From Type 1 Diabetes. Journal of p 85
Clinical Endocrinology and Metabolism, 2019, 104, 5499-5506. ’

Angiotropism is an independent predictor of microscopic satellites in primary cutaneous melanoma.
Histopathology, 2012, 61, 889-898.

BAP1 expression in cutaneous melanoma: a pilot study. Pathology, 2013, 45, 606-609. 0.6 30

131" T Cells in Merkel Cell Carcinomas Have a Proinflammatory Profile Prognostic of Patient Survival.
Cancer Immunology Research, 2021, 9, 612-623.

Tumour procurement, DNA extraction, coverage analysis and optimisation of mutation-detection

algorithms for human melanoma genomes. Pathology, 2015, 47, 683-693. 0-6 o

Surface antigen profiles of leukocytes and melanoma cells in lymph node metastases are associated
with survival in AJCC stage Ill melanoma patients. Clinical and Experimental Metastasis, 2014, 31, 407-421.

Development of melanoma clinical quality indicators for the Australian melanoma clinical outcomes

registry ( <scp>MelCOR</scp> ): A modified Delphi study. Australasian Journal of Dermatology, 2022, , . 0.7 2

Response to Letter to the Editor: &€ceCheckpoint Inhibitor-Associated Autoimmune Diabetes is Distinct

From Type 1 Diabetesa€: Journal of Clinical Endocrinology and Metabolism, 2020, 105, e2317-e2318.




