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j Paper IF Citations

157 vaseLseriesLofLαβVLStRSZvoVZeLcoZinfectionLinLvhineseLadultsaaLJournalcofcClinicalcVirologycPlusYL2022YL
eYLdcccie

156 weterminantsLandLβnteractionsLofLOralLuacterialLandLyungalLMicrobiotaLinLαealthyLvhineseLtdultsaaL
MicrobiologycSpectrumYL2022YLecegdced 8.9 4

155 QuantifyingLtheLeffectLofLgovernmentLinterventionsLandLvirusLmutationsLonLtransmissionL
advantageLduringLvOVβwZdlLpandemicaaLJournalcofcInfectioncandcPubliccHealthYL2022YLdhYLffkZfge 7.4 0

154 ProfilingLofLStRSZvoVZeLSubgenomicLRNtsLinLvlinicalLSpecimensaaLMicrobiologycSpectrumYL2022YLeccdkeee8.9 1

153 NonZhumanLprimateLpapillomavirusLxiZmediatedLphfLdegradationLrevealsLancientLevolutionaryL
adaptationLofLcarcinogenicLphenotypeLtoLhostLnicheaaLPLoScPathogensYL2022YLdkYLedcdcggg 7.6 1

152 SeroprevalenceLofLUnidentifiedLStRSZvoVZeLβnfectionLinLαongLKongLwuringLfLPandemicLWavesaL
JAMAcNetworkcOpenYL2021YLgYLeedfelef 10.4 1

151 OesophagealLcarcinomamLTheLprevalenceLofLwNtLtumourLvirusesLandLtherapyaaLTumourcVirusc
ResearchYL2021YLdfYLeccefd 0

150 RestorationLofLtheLOralLMicrobiotaLtfterLSurgeryLforLαeadLandLNeckLSquamousLvellLvarcinomaLβsL
tssociatedLWithLPatientLOutcomesaLFrontierscincOncologyYL2021YLddYLjfjkgf 5.3 0

149
RealZtimeLquantificationLofLtheLtransmissionLadvantageLassociatedLwithLaLsingleLmutationLinL
pathogenLgenomesmLaLcaseLstudyLonLtheLwidgzLsubstitutionLofLStRSZvoVZeaLBMCcInfectiouscDiseases
YL2021YLedYLdcfl

4 0

148 TemporalZzeographicalLwispersionLofLStRSZvoVZeLSpikeLzlycoproteinLVariantLLineagesLandLTheirL
yunctionalLPredictionLUsingLtpproachaLMBioYL2021YLdeYLeceikjed 7.8 3

147 wepictingLStRSZvoVZeLfaecalLviralLactivityLinLassociationLwithLgutLmicrobiotaLcompositionLinL
patientsLwithLvOVβwZdlaLGutYL2021YLjcYLejiZekg 19.2 180

146
ModellingLtheLassociationLbetweenLvOVβwZdlLtransmissibilityLandLwidgzLsubstitutionLinL
StRSZvoVZeLspikeLproteinmLusingLtheLsurveillanceLdataLinLvaliforniaLasLanLexampleaLTheoreticalc
BiologycandcMedicalcModellingYL2021YLdkYLdc

2.3 6

145 wifferentialLβnfluenceLofLtgeLonLtheLRelationshipLbetweenLzeneticLMismatchLandLtTαdNdUpdmclL
VaccineLxffectivenessaLVirusesYL2021YLdfYL 6.2 2

144 TemporalLlandscapeLofLhumanLgutLRNtLandLwNtLviromeLinLStRSZvoVZeLinfectionLandLseverityaL
MicrobiomeYL2021YLlYLld 16.6 13

143 βnferringLtheLtssociationLbetweenLtheLRiskLofLvOVβwZdlLvaseLyatalityLandLNhcdYLSubstitutionLinL
StRSZvoVZeaLVirusesYL2021YLdfYL 6.2 17

142 vurrentLUpdatesLonLvancerZvausingLTypesLofLαumanLPapillomavirusesLTαPVsULinLxastYLSoutheastYL
andLSouthLtsiaaLCancersYL2021YLdfYL 6.6 4

141 tLglobalLanalysisLofLreplacementLofLgeneticLvariantsLofLStRSZvoVZeLinLassociationLwithLcontainmentL
capacityLandLchangesLinLdiseaseLseverityaLClinicalcMicrobiologycandcInfectionYL2021YL 9.5 8
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140 tnLearlyLassessmentLofLaLcaseLfatalityLriskLassociatedLwithLPadLStRSZvoVZeLlineageLinLurazilmLanL
ecologicalLstudyaLJournalcofcTravelcMedicineYL2021YLekYL 12.9 3

139 zenomicLandLevolutionaryLcomparisonLbetweenLStRSZvoVZeLandLotherLhumanLcoronavirusesaL
JournalcofcVirologicalcMethodsYL2021YLeklYLddgcfe 2.6 18

138 zeneticLsignaturesLforLlineagebsublineageLclassificationLofLαPVdiYLdkYLheLandLhkLvariantsaLVirologyYL
2021YLhhfYLieZil 3.6 4

137 QuantifyingLtheLtransmissionLadvantageLassociatedLwithLNhcdYLsubstitutionLofLStRSZvoVZeLinLtheL
UKmLanLearlyLdataZdrivenLanalysisaLJournalcofcTravelcMedicineYL2021YLekYL 12.9 51

136 tcceptanceLofLtheLvOVβwZdlLvaccineLbasedLonLtheLhealthLbeliefLmodelmLtLpopulationZbasedLsurveyL
inLαongLKongaLVaccineYL2021YLflYLddgkZddhi 4.1 149

135 tLuayesianLmethodLforLsynthesizingLmultipleLdiagnosticLoutcomesLofLvOVβwZdlLtestsaLRoyalcSocietyc
OpencScienceYL2021YLkYLecdkij 3.3 2

134 MerLtnalysesLRevealLwifferentLxvolutionaryLαistoriesLofLtlphaYLuetaYLandLzammaLPapillomavirusesaL
InternationalcJournalcofcMolecularcSciencesYL2021YLeeYL 6.3 2

133 zenomicLxpidemiologyLofLMultidrugZResistantLNontyphoidalLSalmonellaLinLYoungLvhildrenL
αospitalizedLforLzastroenteritisaLMicrobiologycSpectrumYL2021YLlYLeccegked 8.9 2

132 vomparisonLofLselfZcollectedLmouthLgargleLwithLdeepZthroatLsalivaLsamplesLforLtheLdiagnosisLofL
vOVβwZdlmLMouthLgargleLforLdiagnosisLofLvOVβwZdlaLJournalcofcInfectionYL2021YLkfYLgliZhee 18.9 1

131 LongitudinalLvytokineLProfileLinLPatientsLWithLMildLtoLvriticalLvOVβwZdlaaLFrontierscincImmunologyYL
2021YLdeYLjifele 8.4 5

130 MicroZbNanorobotsLinLtntimicrobialLtpplicationsmLRecentLProgressYLvhallengesYLandLOpportunitiesaaL
AdvancedcHealthcarecMaterialsYL2021YLeedcdlld 10.1 5

129 αumanLPapillomavirusLhkLxjLTecβbzifSLVariantLβsolatedLfromLanLxastLtsianLPopulationLPossessesL
αighLOncogenicityaLJournalcofcVirologyYL2020YLlgYL 6.6 4

128 tlterationsLinLzutLMicrobiotaLofLPatientsLWithLvOVβwZdlLwuringLTimeLofLαospitalizationaL
GastroenterologyYL2020YLdhlYLlggZlhhaek 13.3 555

127 PersistenceLandLclearanceLofLoralLhumanLpapillomavirusLinfectionsmLtLprospectiveLpopulationZbasedL
cohortLstudyaLJournalcofcMedicalcVirologyYL2020YLleYLfkcj 19.7 2

126 QuantifyingLtheLimportanceLofLtheLkeyLsitesLonLhaemagglutininLinLdeterminingLtheLselectionL
advantageLofLinfluenzaLvirusmLUsingLtbαfNeLasLanLexampleaLJournalcofcInfectionYL2020YLkdYLgheZgke 18.9 7

125
tssociationLofLαPVfhLwithLcervicalLcarcinogenesisLamongLwomenLofLtfricanLancestrymLxvidenceLofL
viralZhostLinteractionLwithLimplicationsLforLdiseaseLinterventionaLInternationalcJournalcofcCancerYL
2020YLdgjYLeijjZeiki

7.5 24

124
xpidemiologicalLcharacteristicsLofLtheLfirstLdccLcasesLofLcoronavirusLdiseaseLecdlLTvOVβwZdlULinL
αongLKongLSpecialLtdministrativeLRegionYLvhinaYLaLcityLwithLaLstringentLcontainmentLpolicyaL
InternationalcJournalcofcEpidemiologyYL2020YLglYLdcliZddch

7.8 18

123 SouthernLvhineseLpopulationsLharbourLnonZnucleatumLyusobacteriaLpossessingLhomologuesLofLtheL
colorectalLcancerZassociatedLyadtLvirulenceLfactoraLGutYL2020YLilYLdllkZeccj 19.2 16

(2020-2021)
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122 SystematicLreviewLofLhumanLgutLresistomeLstudiesLrevealedLvariableLdefinitionsLandLapproachesaL
GutcMicrobesYL2020YLdeYLdjccjhh 8.8 7

121 StringentLcontainmentLmeasuresLwithoutLcompleteLcityLlockdownLtoLachieveLlowLincidenceLandL
mortalityLacrossLtwoLwavesLofLvOVβwZdlLinLαongLKongaLBMJcGlobalcHealthYL2020YLhYL 6.6 17

120 uacteriaLpathogensLdriveLhostLcolonicLepithelialLcellLpromoterLhypermethylationLofLtumorL
suppressorLgenesLinLcolorectalLcanceraLMicrobiomeYL2020YLkYLdck 16.6 14

119 TheLβntersectionLbetweenLOralLMicrobiotaYLαostLzeneLMethylationLandLPatientLOutcomesLinLαeadL
andLNeckLSquamousLvellLvarcinomaaLCancersYL2020YLdeYL 6.6 11

118 SerologicLResponsesLinLαealthyLtdultLwithLStRSZvoVZeLReinfectionYLαongLKongYLtugustLececaL
EmergingcInfectiouscDiseasesYL2020YLeiYLfcjiZfcjk 10.2 29

117 ProspectiveLStudyLvomparingLweepLThroatLSalivaLWithLOtherLRespiratoryLTractLSpecimensLinLtheL
wiagnosisLofLNovelLvoronavirusLwiseaseLecdlaLJournalcofcInfectiouscDiseasesYL2020YLeeeYLdideZdidl 7 27

116 SeasonalLdynamicsLandLstarvationLimpactLonLtheLgutLmicrobiomeLofLurochordateLascidianL
αalocynthiaLroretziaLAnimalcMicrobiomeYL2020YLeYLfc 4.1 2

115 StRSZvoVZeLRNtLwetectionLonLwisposableLWoodenLvhopsticksYLαongLKongaLEmergingcInfectiousc
DiseasesYL2020YLeiYL 10.2 6

114 vharacterizationLandLwiversityLofLegfLvompleteLαumanLPapillomavirusLzenomesLinLvervicalLSwabsL
UsingLNextLzenerationLSequencingaLVirusesYL2020YLdeYL 6.2 1

113 ViralLdynamicsLofLStRSZvoVZeLacrossLaLspectrumLofLdiseaseLseverityLinLvOVβwZdlaLJournalcofc
InfectionYL2020YLkdYLfdkZfhi 18.9 44

112 NonZhumanLPrimateLPapillomavirusesLShareLSimilarLxvolutionaryLαistoriesLandLNicheLtdaptationLasL
theLαumanLvounterpartsaLFrontierscincMicrobiologyYL2019YLdcYLeclf 5.7 8

111 LiquidLbiopsyLofLαPVLwNtLinLcervicalLcanceraLJournalcofcClinicalcVirologyYL2019YLddgYLfeZfi 14.5 22

110 RoleLofLpolycyclicLaromaticLhydrocarbonsLasLaLcoZfactorLinLhumanLpapillomavirusZmediatedL
carcinogenesisaLBMCcCancerYL2019YLdlYLdfk 4.8 13

109 xvaluationLofLOralLvavityLwNtLxxtractionLMethodsLonLuacterialLandLyungalLMicrobiotaaLScientificc
ReportsYL2019YLlYLdhfd 4.9 20

108 βmpactLofLPreservationLMethodLandLdiSLrRNtLαypervariableLRegionLonLzutLMicrobiotaLProfilingaL
MSystemsYL2019YLgYL 7.6 59

107 MolecularLepidemiologicalLstudyLofLenterovirusLwikLinLhospitalisedLchildrenLinLαongLKongLinL
ecdgZecdhLandLtheirLcompleteLcodingLsequencesaLBMJcOpencRespiratorycResearchYL2019YLiYLecccgfj 5.6 1

106 βmpactLofLinterZLandLintraZindividualLvariationYLsampleLstorageLandLsamplingLfractionLonLhumanLstoolL
microbialLcommunityLprofilesaLPeerJYL2019YLjYLeidje 3.1 14

105 OncogenicitiyLvomparisonLofLαumanLPapillomavirusLTypeLheLxiLVariantsaLJournalcofcGeneralc
VirologyYL2019YLdccYLgkgZgli 4.9 5
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104
αumanLpapillomavirusLdiLsubZlineageLdispersalLandLcervicalLcancerLriskLworldwidemLWholeLviralL
genomeLsequencesLfromLjddiLαPVdiZpositiveLwomenaLPapillomaviruscResearchclAmsterdampc
NetherlandsmYL2019YLjYLijZjg

4.6 20

103 αumanLpapillomavirusLtypeLdkLoncoproteinsLexertLtheirLoncogenicityLinLesophagealLandLtongueL
squamousLcellLcarcinomaLcellLlinesLdistinctlyaLBMCcCancerYL2019YLdlYLdedd 4.8 5

102 TheLhumanLoralLcavityLmicrobiotaLcompositionLduringLacuteLtonsillitismLaLcrossZsectionalLsurveyaLBMCc
OralcHealthYL2019YLdlYLejh 3.7 11

101 OncogenicLcomparisonLofLhumanLpapillomavirusLtypeLhkLxjLvariantsaLJournalcofcCellularcandc
MolecularcMedicineYL2019YLefYLdhdjZdhej 5.6 4

100 TheLroleLofLhumanLpapillomavirusLinLlaryngealLcancerLinLSouthernLvhinaaLJournalcofcMedicalcVirologyYL
2018YLlcYLddhcZddhl 19.7 6

99
vlassificationLandLevolutionLofLhumanLpapillomavirusLgenomeLvariantsmLtlphaZhLTαPVeiYLhdYLilYLkeUYL
tlphaZiLTαPVfcYLhfYLhiYLiiUYLtlphaZddLTαPVfgYLjfUYLtlphaZdfLTαPVhgULandLtlphaZfLTαPVidUaLVirologyYL
2018YLhdiYLkiZdcd

3.6 17

98 vompleteLzenomeLSequencesLofLThreeLNovelLPapillomavirusLTypesLβsolatedLfromLtheL
vervicovaginalLRegionLofLSquirrelLMonkeysaLGenomecAnnouncementsYL2018YLiYL 3

97 tgeZspecificLseroprevalenceLofLdengueLinfectionLinLαongLKongaLJournalcofcMedicalcVirologyYL2018YL
lcYLdgejZdgfc 19.7 3

96 tlterationsLinLxntericLViromeLtreLtssociatedLWithLvolorectalLvancerLandLSurvivalLOutcomesaL
GastroenterologyYL2018YLdhhYLhelZhgdaeh 13.3 132

95 LowerLairwayLmicrobiotaLandLmycobiotaLinLchildrenLwithLsevereLasthmaaLJournalcofcAllergycandc
ClinicalcImmunologyYL2018YLdgdYLkckZkddaej 11.5 26

94 PrevalenceLandLxpidemiologicLProfileLofLOralLβnfectionLwithLtlphaYLuetaYLandLzammaL
PapillomavirusesLinLanLtsianLvhineseLPopulationaLJournalcofcInfectiouscDiseasesYL2018YLedkYLfkkZflj 7 19

93 MultiZcohortLanalysisLofLcolorectalLcancerLmetagenomeLidentifiedLalteredLbacteriaLacrossL
populationsLandLuniversalLbacterialLmarkersaLMicrobiomeYL2018YLiYLjc 16.6 165

92 OralLtlphaYLuetaYLandLzammaLαPVLTypesLandLRiskLofLβncidentLxsophagealLvanceraLCancerc
EpidemiologycBiomarkerscandcPreventionYL2018YLejYLddikZddjh 4 9

91 MucosalLmicrobiomeLdysbiosisLinLgastricLcarcinogenesisaLGutYL2018YLijYLdcegZdcfe 19.2 249

90 βvTVLVirusLTaxonomyLProfilemLPapillomaviridaeaLJournalcofcGeneralcVirologyYL2018YLllYLlklZllc 4.9 76

89
vompleteLzenomeLSequencesLofLSixLNovelLMacacaLmulattaLPapillomavirusLTypesLβsolatedLfromL
zenitalLSitesLofLRhesusLMonkeysLinLαongLKongLStRYLvhinaaLMicrobiologycResourcecAnnouncementsYL
2018YLjYL

1.3 3

88 NicheLadaptationLandLviralLtransmissionLofLhumanLpapillomavirusesLfromLarchaicLhomininsLtoL
modernLhumansaLPLoScPathogensYL2018YLdgYLedccjfhe 7.6 32

87 wiversityLofLmacaqueLmicrobiotaLcomparedLtoLtheLhumanLcounterpartsaLScientificcReportsYL2018YLkYLdhhjf4.9 24

(2018-2019)
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86 yrequentLzeneticLMismatchLbetweenLVaccineLStrainsLandLvirculatingLSeasonalLβnfluenzaLVirusesYL
αongLKongYLvhinaYLdlliZecdeaLEmergingcInfectiouscDiseasesYL2018YLegYLdkehZdkfg 10.2 5

85 OncogenesLexpandLduringLevolutionLtoLwithstandLsomaticLamplificationaLAnnalscofcOncologyYL2018YL
elYLeehgZeeic 10.3 1

84 βntegratedLgenomicLandLmolecularLcharacterizationLofLcervicalLcanceraLNatureYL2017YLhgfYLfjkZfkg 50.4 755

83 vlinicalLfeaturesLandLseasonalityLofLparechovirusLinfectionLinLanLtsianLsubtropicalLcityYLαongLKongaL
PLoScONEYL2017YLdeYLecdkghff 3.7 16

82 αPVdiLxjLzeneticLvonservationLβsLvriticalLtoLvarcinogenesisaLCellYL2017YLdjcYLddigZddjgaei 56.2 138

81 tncientLxvolutionLandLwispersionLofLαumanLPapillomavirusLhkLVariantsaLJournalcofcVirologyYL2017YL
ldYL 6.6 19

80 vompleteLzenomeLSequenceLofLaLNovelLαumanLPapillomavirusLβsolatedLfromLOralLRinseaLGenomec
AnnouncementsYL2017YLhYL 2

79 wetectionLandLzenotypingLofLαumanLPapillomavirusesLfromLtrchivalLyormalinZyixedLTissueL
SamplesaLCurrentcProtocolscincMicrobiologyYL2016YLgfYLdgualadZdgualaec 7.1 2

78 tssociationsLofLOralL˛–ZYL˛†ZYLandL˛‡ZαumanLPapillomavirusLTypesLWithLRiskLofLβncidentLαeadLandLNeckL
vanceraLJAMAcOncologyYL2016YLeYLhllZici 13.4 92

77 vrossZprotectionLofLtheLuivalentLαumanLPapillomavirusLTαPVULVaccineLtgainstLVariantsLofL
zeneticallyLRelatedLαighZRiskLαPVLβnfectionsaLJournalcofcInfectiouscDiseasesYL2016YLedfYLlflZgj 7 14

76 wistinctLxcologicalLNicheLofLtnalYLOralYLandLvervicalLMucosalLMicrobiomesLinLtdolescentLWomenaL
YalecJournalcofcBiologycandcMedicineYL2016YLklYLejjZekg 2.4 9

75
vomparisonLofLthreeLhumanLpapillomavirusLwNtLdetectionLmethodsmLNextLgenerationLsequencingYL
multiplexZPvRLandLnestedZPvRLfollowedLbyLSangerLbasedLsequencingaLJournalcofcMedicalcVirologyYL
2016YLkkYLkkkZlg

19.7 17

74 zlobalLzenomicLwiversityLofLαumanLPapillomavirusLddLuasedLonLgffLβsolatesLandLjkLvompleteL
zenomeLSequencesaLJournalcofcVirologyYL2016YLlcYLhhcfZhhdf 6.6 15

73 xvidenceLforLaLdistinctLgutLmicrobiomeLinLkidneyLstoneLformersLcomparedLtoLnonZstoneLformersaL
UrolithiasisYL2016YLggYLfllZgcj 3.2 81

72 αPVdiLSublineageLtssociationsLWithLαistologyZSpecificLvancerLRiskLUsingLαPVLWholeZzenomeL
SequencesLinLfeccLWomenaLJournalcofcthecNationalcCancercInstituteYL2016YLdckYL 9.7 93

71 βnLvitroLinhibitionLofLhumanLpapillomavirusLfollowingLuseLofLaLcarrageenanZcontainingLvaginalLgelaL
GynecologiccOncologyYL2016YLdgfYLfdfZfdk 4.9 15

70 weepLsequencingLofLαPVdiLgenomesmLtLnewLhighZthroughputLtoolLforLexploringLtheLcarcinogenicityL
andLnaturalLhistoryLofLαPVdiLinfectionaLPapillomaviruscResearchclAmsterdampcNetherlandsmYL2015YLdYLfZdd 4.6 47

69 αPVdiLvpzLmethylZhaplotypesLareLassociatedLwithLcervixLprecancerLandLcancerLinLtheLzuanacasteL
naturalLhistoryLstudyaLGynecologiccOncologyYL2015YLdfkYLlgZdcc 4.9 7
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68 αPVdiLmethylZhaplotypesLdeterminedLbyLaLnovelLnextZgenerationLsequencingLmethodLareL
associatedLwithLcervicalLprecanceraLInternationalcJournalcofcCancerYL2015YLdfiYLxdgiZhf 7.5 25

67 αPVLβnfectionLandLvervicalLScreeningLinLSociallyLβsolatedLβndigenousLWomenLβnhabitantsLofLtheL
tmazonianLRainforestaLPLoScONEYL2015YLdcYLecdffifh 3.7 29

66 xvolutionLandLclassificationLofLoncogenicLhumanLpapillomavirusLtypesLandLvariantsLassociatedLwithL
cervicalLcanceraLMethodscincMolecularcBiologyYL2015YLdeglYLfZei 1.4 17

65 αumanLpapillomavirusLffLworldwideLgeneticLvariationLandLassociatedLriskLofLcervicalLcanceraL
VirologyYL2014YLggkYLfhiZie 3.6 19

64 zeographicalLdistributionLandLriskLassociationLofLhumanLpapillomavirusLgenotypeLheZvariantL
lineagesaLJournalcofcInfectiouscDiseasesYL2014YLedcYLdiccZg 7 30

63 ThreeZgeneLbasedLphylogenyLofLtheLUrostyloideaLTProtistaYLviliophoraYLαypotrichaUYLwithLnotesLonL
classificationLofLsomeLcoreLtaxaaLMolecularcPhylogeneticscandcEvolutionYL2014YLjcYLffjZgj 4.1 77

62 vharacterizationLofLtheLNorthLtmericanLbeaverLTvastorLcanadensisULpapillomavirusLgenomeaL
VeterinarycMicrobiologyYL2014YLdikYLedgZec 3.3 3

61 zlobalLgenomicLdiversityLofLhumanLpapillomavirusLiLbasedLonLjegLisolatesLandLdlcLcompleteL
genomeLsequencesaLJournalcofcVirologyYL2014YLkkYLjfcjZdi 6.6 26

60 αumanLpapillomavirusLgenomicsmLpastYLpresentLandLfutureaLCurrentcProblemscincDermatologyYL2014YL
ghYLdZdk 30

59 vharacterizationLofLαPVLwNtLmethylationLofLcontiguousLvpzLsitesLbyLbisulfiteLtreatmentLandL
massivelyLparallelLsequencingZtheLyRtzMxNTLapproachaLFrontierscincGeneticsYL2014YLhYLdhc 4.5 8

58 LactobacillusLcrispatusLdominantLvaginalLmicrobiomeLisLassociatedLwithLinhibitoryLactivityLofLfemaleL
genitalLtractLsecretionsLagainstLxscherichiaLcoliaLPLoScONEYL2014YLlYLeliihl 3.7 65

57 αumanLpapillomavirusLdiLnonZxuropeanLvariantsLareLpreferentiallyLassociatedLwithLhighZgradeL
cervicalLlesionsaLPLoScONEYL2014YLlYLedccjgi 3.7 52

56 αumanLpapillomavirusLgenomeLvariantsaLVirologyYL2013YLgghYLefeZgf 3.6 249

55 MorphologyYLontogenyYLandLmolecularLphylogenyLofLtwoLnovelLbakuellidZlikeLhypotrichsLTviliophoramL
αypotrichiaUYLwithLestablishmentLofLtwoLnewLgeneraaLEuropeancJournalcofcProtistologyYL2013YLglYLjkZle 3.6 46

54 zeographicalLdistributionLandLoncogenicLriskLassociationLofLhumanLpapillomavirusLtypeLhkLxiLandL
xjLsequenceLvariationsaLInternationalcJournalcofcCancerYL2013YLdfeYLehekZfi 7.5 46

53 OralLhumanLpapillomavirusLdetectionLinLolderLadultsLwhoLhaveLhumanLimmunodeficiencyLvirusL
infectionaLOralcSurgerypcOralcMedicinepcOralcPathologycandcOralcRadiologyYL2013YLddhYLhchZdg 2 22

52 vondylomatousLgenitalLlesionsLinLcynomolgusLmacaquesLfromLMauritiusaLToxicologiccPathologyYL
2013YLgdYLklfZlcd 2.1 7

51 NovelLgenitalLalphapapillomavirusesLinLbaboonsLTPapioLhamadryasLanubisULwithLcervicalLdysplasiaaL
VeterinarycPathologyYL2013YLhcYLeccZk 2.8 22

(2013-2015)
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50 xvolutionLandLtaxonomicLclassificationLofLalphapapillomavirusLjLcompleteLgenomesmLαPVdkYLαPVflYL
αPVghYLαPVhlYLαPVikLandLαPVjcaLPLoScONEYL2013YLkYLejehih 3.7 39

49 vharacterizationLofLhumanLpapillomavirusLtypeLdecmLaLnovelLbetapapillomavirusLwithLtropismLforL
multipleLanatomicalLnichesaLJournalcofcGeneralcVirologyYL2012YLlfYLdjjgZdjjl 4.9 23

48 tLnovelLpapillomavirusLisolatedLfromLproliferativeLskinLlesionsLofLaLwildLtmericanLbeaverLTvastorL
canadensisUaLJournalcofcVeterinarycDiagnosticcInvestigationYL2012YLegYLjhcZg 1.5 6

47 TheLcervicalLmicrobiomeLoverLjLyearsLandLaLcomparisonLofLmethodologiesLforLitsLcharacterizationaL
PLoScONEYL2012YLjYLegcgeh 3.7 81

46 PapillomavirusesmLevolutionYLLinnaeanLtaxonomyLandLcurrentLnomenclatureaLTrendscincMicrobiologyYL
2011YLdlYLglZhcnLauthorLreplyLhcZd 12.4 29

45 NovelLbetapapillomavirusLassociatedLwithLhandLandLfootLpapillomasLinLaLcynomolgusLmacaqueaL
VeterinarycPathologyYL2011YLgkYLjfdZi 2.8 13

44 xvolutionLandLtaxonomicLclassificationLofLhumanLpapillomavirusLdiLTαPVdiUZrelatedLvariantL
genomesmLαPVfdYLαPVffYLαPVfhYLαPVheYLαPVhkLandLαPVijaLPLoScONEYL2011YLiYLeecdkf 3.7 113

43 TheLoralLcavityLcontainsLabundantLknownLandLnovelLhumanLpapillomavirusesLfromLtheL
uetapapillomavirusLandLzammapapillomavirusLgeneraaLJournalcofcInfectiouscDiseasesYL2011YLecgYLjkjZle 7 135

42 SequenceLimputationLofLαPVdiLgenomesLforLgeneticLassociationLstudiesaLPLoScONEYL2011YLiYLeedfjh 3.7 59

41
vlassificationLandLnomenclatureLsystemLforLhumanLtlphapapillomavirusLvariantsmLgeneralLfeaturesYL
nucleotideLlandmarksLandLassignmentLofLαPViLandLαPVddLisolatesLtoLvariantLlineagesaLActac
DermatovenerologicacAlpinapcPanonicacEtcAdriaticaYL2011YLecYLddfZef

0.7 29

40 wegradationLofLphfLbyLhumanLtlphapapillomavirusLxiLproteinsLshowsLaLstrongerLcorrelationLwithL
phylogenyLthanLoncogenicityaLPLoScONEYL2010YLhYLedekdi 3.7 46

39 tLpopulationZbasedLprospectiveLstudyLofLcarcinogenicLhumanLpapillomavirusLvariantLlineagesYLviralL
persistenceYLandLcervicalLneoplasiaaLCancercResearchYL2010YLjcYLfdhlZil 10.1 190

38 LackLofLheterogeneityLofLαPVdiLxjLsequenceLcomparedLwithLαPVfdLandLαPVjfLmayLbeLrelatedLtoL
itsLuniqueLcarcinogenicLpropertiesaLArchivescofcVirologyYL2010YLdhhYLfijZjc 2.6 8

37
OnLfourLcloselyLrelatedLhypotrichousLciliatesLTProtozoaYLviliophoraYLSpirotricheaUmLmolecularL
charactersYLinterspecificLrelationshipsLandLphylogenyLdefinedLwithLmultigeneLsequenceL
informationaLActacOceanologicacSinicaYL2010YLelYLlcZli

1 6

36 vlassificationLofLpapillomavirusesLTPVsULbasedLonLdklLPVLtypesLandLproposalLofLtaxonomicL
amendmentsaLVirologyYL2010YLgcdYLjcZl 3.6 1118

35 αumanLpapillomavirusesmLgeneticLbasisLofLcarcinogenicityaLPubliccHealthcGenomicsYL2009YLdeYLekdZlc 1.9 88

34 xvolutionaryLdynamicsLofLvariantLgenomesLofLhumanLpapillomavirusLtypesLdkYLghYLandLljaLJournalcofc
VirologyYL2009YLkfYLdggfZhh 6.6 76

33
woesLKiitrichaLTProtistaYLviliophoraYLSpirotricheaULbelongLtoLxuplotidaLorLrepresentLaLprimordialL
spirotrichousLtaxonrLWithLsuggestionLtoLestablishLaLnewLsubclassLProtohypotrichiaaLInternationalc
JournalcofcSystematiccandcEvolutionarycMicrobiologyYL2009YLhlYLgflZgi

2.2 18
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32 xvolutionaryLrelationshipLandLspeciesLseparationLofLfourLmorphologicallyLsimilarLstichotrichousL
ciliatesLTProtozoaYLviliophoraUaLProgresscincNaturalcScience:cMaterialscInternationalYL2009YLdlYLhkdZhki 3.6 8

31 zenomicLcharacterizationLofLtwoLnovelLreptilianLpapillomavirusesYLvheloniaLmydasLpapillomavirusLdL
andLvarettaLcarettaLpapillomavirusLdaLVirologyYL2009YLfkfYLdfdZh 3.6 60

30 zenomicLdiversityLandLinterspeciesLhostLinfectionLofLalphadeLMacacaLfascicularisLpapillomavirusesL
TMfPVsUaLVirologyYL2009YLflfYLfcgZdc 3.6 45

29
PhylogeneticLanalysesLsuggestLthatPsammomitraTviliophoraYLUrostylidaULshouldLrepresentLanL
urostylidLfamilyYLbasedLonLsmallLsubunitLrRNtLandLalphaZtubulinLgeneLsequenceLinformationaL
ZoologicalcJournalcofcthecLinneancSocietyYL2009YLdhjYLeejZefi

2.4 29

28
ReconsiderationLofLsystematicLrelationshipsLwithinLtheLorderLxuplotidaLTProtistaYLviliophoraULusingL
newLsequencesLofLtheLgeneLcodingLforLsmallZsubunitLrRNtLandLtestingLtheLuseLofLcombinedLdataL
setsLtoLconstructLphylogeniesLofLtheLwiophrysZcomplexaLMolecularcPhylogeneticscandcEvolutionYL2009
YLhcYLhllZicj

4.1 54

27 xvolutionaryLandLbiophysicalLrelationshipsLamongLtheLpapillomavirusLxeLproteinsaLFrontierscinc
BiosciencecrcLandmarkYL2009YLdgYLlccZdj 2.8 16

26
MolecularLphylogenyLofLPseudokeronopsisLTProtozoaYLviliophoraYLUrostylidaUYLwithLreconsiderationL
ofLthreeLcloselyLrelatedLspeciesLatLinterZLandLintraZspecificLlevelsLinferredLfromLtheLsmallLsubunitL
ribosomalLRNtLgeneLandLtheLβTSdZhakSZβTSeLregionLsequencesaLJournalcofcZoologyYL2008YLejhYLeikZejh

2 27

25
tLmolecularLphylogeneticLinvestigationLofLPseudoamphisiellaLandLParabirojimiaLTProtozoaYL
viliophoraYLSpirotricheaUYLtwoLgeneraLwithLambiguousLsystematicLpositionsaLEuropeancJournalcofc
ProtistologyYL2008YLggYLghZhf

3.6 44

24
PhylogenyLofLsomeLsystematicallyLuncertainLurostyloidsZZtpokeronopsisYLMetaurostylopsisYL
ThigmokeronopsisLTviliophoraYLStichotrichiaULestimatedLwithLsmallLsubunitLrRNtLgeneLsequenceL
informationmLdiscrepanciesLandLagreementsLwithLmorphologicalLdataaLEuropeancJournalcofc
ProtistologyYL2008YLggYLehgZie

3.6 40

23 αPVdiLtransmissionLbetweenLaLcoupleLwithLαPVZrelatedLheadLandLneckLcanceraLOralcOncologyYL2008
YLggYLkdeZh 4.4 29

22
PhylogeneticLpositionLofLthreeLvondylostomaLspeciesLTProtozoaYLviliophoraYLαeterotricheaUL
inferredLfromLtheLsmallLsubunitLrRNtLgeneLsequenceaLProgresscincNaturalcScience:cMaterialsc
InternationalYL2008YLdkYLdcklZdclf

3.6 5

21 tnalysisLofLtheLinternalLtranscribedLspacerLeLTβTSeULregionLofLscuticociliatesLandLrelatedLtaxaL
TviliophoraYLOligohymenophoreaULtoLinferLtheirLevolutionLandLphylogenyaLProtistYL2008YLdhlYLhdlZff 2.5 58

20
ReconsiderationLofLtheLphylogeneticLpositionsLofLfiveLperitrichLgeneraYLVorticellaYLPseudovorticellaYL
ZoothamnopsisYLZoothamniumYLandLxpicarchesiumLTviliophoraYLPeritrichiaYLSessilidaUYLbasedLonLsmallL
subunitLrRNtLgeneLsequencesaLJournalcofcEukaryoticcMicrobiologyYL2008YLhhYLggkZhi

3.6 36

19
PhylogenyLofLsixLgeneraLofLtheLsubclassLαaptoriaLTviliophoraYLLitostomateaULinferredLfromL
sequencesLofLtheLgeneLcodingLforLsmallLsubunitLribosomalLRNtaLJournalcofcEukaryoticcMicrobiologyYL
2008YLhhYLhieZi

3.6 28

18 βdentificationLofLaLnovelLhumanLpapillomavirusLTαPVljULrelatedLtoLαPVdkLandLαPVghaLInternationalc
JournalcofcCancerYL2007YLdedYLdlfZk 7.5 14

17
tLuniqueLeuplotidLciliateYLzastrocirrhusLTProtozoaYLviliophoraUmLassessmentLofLitsLphylogeneticL
positionLinferredLfromLtheLsmallLsubunitLrRNtLgeneLsequenceaLJournalcofcEukaryoticcMicrobiologyYL
2007YLhgYLfjdZk

3.6 17

16 αumanLpapillomavirusLTαPVULtypesLdcdLandLdcfLisolatedLfromLcervicovaginalLcellsLlackLanLxiLopenL
readingLframeLTORyULandLareLrelatedLtoLgammaZpapillomavirusesaLVirologyYL2007YLficYLggjZhf 3.6 55

15 vharacterizationLandLexperimentalLtransmissionLofLanLoncogenicLpapillomavirusLinLfemaleL
macaquesaLJournalcofcVirologyYL2007YLkdYLifflZgh 6.6 54
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14 βdentificationLandLcharacterizationLofLtwoLnovelLhumanLpapillomavirusesLTαPVsULbyLoverlappingL
PvRmLαPVdceLandLαPVdciaLJournalcofcGeneralcVirologyYL2007YLkkYLelheZelhh 4.9 20

13
tLnewLinvestigationLofLtheLmarineLciliateYLTrachelostylaLpediculiformisLTvohnYLdkiiULuorrorYLdljeL
TviliophoraYLαypotrichidaUYLwithLestablishmentLofLaLnewLgenusYLSpirotrachelostylaLnovaLgenaL
EuropeancJournalcofcProtistologyYL2006YLgeYLifZjf

3.6 15

12
PhylogeneticLpositionLofLtheLmarineLciliateYLvardiostomatellaLvermiformeLTKahlYLdlekULvorlissYLdlicL
inferredLfromLtheLcompleteLSSrRNtLgeneLsequenceYLwithLestablishmentLofLaLnewLorderL
LoxocephalidaLnaLordaLTviliophoraYLOligohymenophoreaUaLEuropeancJournalcofcProtistologyYL2006YLgeYLdcjZdg

3.6 22

11
PhylogeneticLpositionLofLtwoLmarineLciliatesYLMetanophrysLsimilisLandLPseudocohnilembusLhargisiL
TProtozoaYLviliophoraLScuticociliatiaUYLinferredLfromLcompleteLsmallLsubunitLrRNtLgeneLsequenceLVaL
ProgresscincNaturalcScience:cMaterialscInternationalYL2006YLdiYLfjfZfjk

3.6 9

10 TheLcarcinogenicityLofLhumanLpapillomavirusLtypesLreflectsLviralLevolutionaLVirologyYL2005YLffjYLjiZkg 3.6 421

9 PhylogeneticLincongruenceLamongLoncogenicLgenitalLalphaLhumanLpapillomavirusesaLJournalcofc
VirologyYL2005YLjlYLdhhcfZdc 6.6 86

8 wiversifyingLselectionLinLhumanLpapillomavirusLtypeLdiLlineagesLbasedLonLcompleteLgenomeL
analysesaLJournalcofcVirologyYL2005YLjlYLjcdgZef 6.6 132

7 VariantsLofLhumanLpapillomavirusesLdiLandLdkLandLtheirLnaturalLhistoryLinLhumanLimmunodeficiencyL
virusZpositiveLwomenaLJournalcofcGeneralcVirologyYL2005YLkiYLejclZejec 4.9 44

6 LackLofLtheLcanonicalLpRuZbindingLdomainLinLtheLxjLORyLofLartiodactylLpapillomavirusesLisL
associatedLwithLtheLdevelopmentLofLfibropapillomasaLJournalcofcGeneralcVirologyYL2004YLkhYLdegfZdehc 4.9 51

5
vomparisonLofLsomeLcloselyZrelatedLMetanophrysZtaxaLwithLdescriptionLofLaLnewLspeciesL
MetanophrysLsimilisLnovaLspecaLTviliophoraYLScuticociliatidaUaLEuropeancJournalcofcProtistologyYL2002YL
fkYLghZhf

3.6 9

4 vharacterizationLandLidentificationLofLtheLwiophrysLspeciesLTProtozoaYLviliophoraYLαypotrichidaUL
basedLonLRtPwLfingerprintingLandLtRwRtLriboprintingaLEuropeancJournalcofcProtistologyYL2002YLfkYLfkfZfld3.6 14

3 SpeciesLseparationLamongLsevenLxuplotesLsppaLTProtozoamLviliophoramLαypotrichidaULusingLPvRbRyLPL
analysisLofLnuclearLribosomalLwNtaLJournalcofcZoologyYL2002YLehkYLfjhZfjl 2 5

2
PhylogeneticLpositionsLofLUronychiaLtransfugaLandLwiophrysLappendiculataLTxuplotidaYLαypotrichiaYL
viliophoraULwithinLhypotrichousLciliatesLinferredLfromLtheLsmallLsubunitLribosomalLRNtLgeneL
sequencesaLEuropeancJournalcofcProtistologyYL2001YLfjYLeldZfcd

3.6 19

1 zeneticLmismatchLexplainsLsizableLvariationLofLvOVβwZdlLvaccineLefficacyLinLclinicalLtrials 1
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