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Solid-phase extraction and simultaneous spectrophotometric determination of trace amounts of Co,
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Application of N-PLS calibration to the simultaneous determination of Cu2+, Cd2+ and Pb2+ using
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Compatibilitr of electron ionization and soft ionization methods in gas chromatography/orthogonal
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Discrimination among geometrical isomers of <i>{+</i>-linolenic acid methyl ester using low energy
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Solid Phase Extraction and Simultaneous Spectrophotometric Determination of Trace Amounts of
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Multi-analyte sensing: a chemometrics approach to understanding the merits of electrode arrays

versus single electrodes. Analyst, The, 2008, 133, 1090. 35 18
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Formation Constants of Copper(ll) Complexes with Tripeptides Containing Clu, Gly, and His:
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The low abundance of CpG in the SARS-CoV-2 genome is not an evolutionarily signature of ZAP.

Scientific Reports, 2022, 12, 2420.

Identification of the geometrical isomers of [+-linolenic acid using gas chromatography/mass

spectrometry with a binary decision tree. Talanta, 2011, 83, 1233-1238. 55 2

38

A method to avoid errors associated with the analysis of hypermutated viral sequences by
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