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BNT162b2 vaccine induces neutralizing antibodies and poly-specific T cells in humans. Nature, 2021, 595,
572-577.

COVID-19 vaccine BNT162b1 elicits human antibody and TH1 T cell responses. Nature, 2020, 586, 594-599. 27.8 1,520

Key Parameters of Tumor Epitope Immunogenicity Revealed Through a Consortium Approach Improve
Neoantigen Prediction. Cell, 2020, 183, 818-834.e13.

Genome Analysis of the Carbapenem- and Colistin-Resistant Escherichia coli Isolate NRZ14408 Reveals
Horizontal Gene Transfer Pathways towards Panresistance and Enhanced Virulence. Antimicrobial 3.2 9
Agents and Chemotherapy, 2017, 61, .

Sinorhizobium meliloti YbeY is an endoribonuclease with unprecedented catalytic features, acting as
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Genome-wide identification of transcriptional start sites in the haloarchaeon Haloferax volcanii 0.8 195
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Intraclonal genome diversity of the major <i>Pseudomonas aeruginosa</i> clones <scp>C</[scp> and
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ReadXplorer 23€”detailed read mapping analysis and visualization from one single source. a1 %6
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A detailed view of the intracellular transcriptome of Listeria monocytogenes in murine macrophages
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Interclonal gradient of virulence in the <scp><i>P<[i><[scp><i>seudomonas aeruginosa</i>
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Deletion of the Sm1 encoding motif in the Ism gene results in distinct changes in the transcriptome
and enhanced swarming activity of Haloferax cells. Biochimie, 2015, 117, 129-137.

Serotype 1 and 8 Pneumococci Evade Sensing by Inflammasomes in Human Lung Tissue. PLoS ONE, 2015, 05 31
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UniMoG&€”a unifying framework for genomic distance calculation and sorting based on DCJ. a1 38
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