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1 OsWRKY26 negatively regulates bacterial blight resistance by suppressing OsXa39 expression.
Frontiers in Plant Science, 2025, 15, . 4.0 2

2 Rice NADP-dependent malate dehydrogenase gene OsMDH8.2 is involved in heat tolerance. Fundamental
Research, 2024, 5, 2037-2044. 3.8 4

3 Sucrose induces flowering by degradation of the floral repressor Ghd7 via K48â€•linked
polyubiquitination in rice. Journal of Integrative Plant Biology, 2024, 66, 2683-2700. 8.9 15

4 Homeobox transcription factors OsZHD1 and OsZHD2 induce inflorescence meristem activity at floral
transition in rice. Plant, Cell and Environment, 2023, 46, 1327-1339. 6.5 11

5 Effects of Endogenous Cytokinin on Physicochemical Properties of Superior and Inferior Grain Starch
in Rice. Starch/Staerke, 2023, 75, . 2.3 3

6 A receptor-like kinase controls the amplitude of secondary cell wall synthesis in rice. Current
Biology, 2023, 33, 498-506.e6. 3.6 25

7 Suppression of cuticular wax biosynthesis mediated by rice LOV KELCH REPEAT PROTEIN 2 supports a
negative role in drought stress tolerance. Plant, Cell and Environment, 2023, 46, 1504-1520. 6.5 31

8 Concomitant Activation of OsNAS2 and OsNAS3 Contributes to the Enhanced Accumulation of Iron
and Zinc in Rice. International Journal of Molecular Sciences, 2023, 24, 6568. 4.4 21

9

The sucrose transport regulator
                    OsDOF11
                    mediates cytokinin degradation during rice development. Plant Physiology, 2022, 189,
1083-1094.

5.5 15

10 Cytokinin increases vegetative growth period by suppressing florigen expression in rice and maize.
Plant Journal, 2022, 110, 1619-1635. 6.1 47

11 A VIN3-like Protein OsVIL1 Is Involved in Grain Yield and Biomass in Rice. Plants, 2022, 11, 83. 3.6 7

12 Rice transcription factor OsDOF18 enlarges the starch granule size by cytokinin. Current Plant
Biology, 2022, 31, 100253. 3.8 7

13 Sucrose signaling in higher plants. Plant Science, 2021, 302, 110703. 4.0 292

14 A rice tubulin tyrosine ligaseâ€•like 12 protein affects the dynamic and orientation of microtubules.
Journal of Integrative Plant Biology, 2021, 63, 848-864. 8.9 8

15 OsCBE1, a Substrate Receptor of Cullin4-Based E3 Ubiquitin Ligase, Functions as a Regulator of Abiotic
Stress Response and Productivity in Rice. International Journal of Molecular Sciences, 2021, 22, 2487. 4.4 11

16 Development of a genome-wide InDel marker set for allele discrimination between rice (Oryza sativa)
and the other seven AA-genome Oryza species. Scientific Reports, 2021, 11, . 3.4 23

17 Influence of Climate Change on Flowering Time. Journal of Plant Biology, 2021, 64, 193-203. 1.8 59

18 Interaction of OsRopGEF3 Protein With OsRac3 to Regulate Root Hair Elongation and Reactive Oxygen
Species Formation in Rice (Oryza sativa). Frontiers in Plant Science, 2021, 12, . 4.0 14
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19 CTP synthase is essential for early endosperm development by regulating nuclei spacing. Plant
Biotechnology Journal, 2021, 19, 2177-2191. 8.8 11

20 OsGRAS19 and OsGRAS32 Control Tiller Development in Rice. Plant Breeding and Biotechnology, 2021,
9, 239-249. 1.0 3

21 OsDOF11 Affects Nitrogen Metabolism by Sucrose Transport Signaling in Rice (Oryza sativa L.).
Frontiers in Plant Science, 2021, 12, . 4.0 23

22 Genome-Wide Analysis of CCT Transcript Factors to Identify Genes Contributing to Photoperiodic
Flowering in Oryza rufipogon. Frontiers in Plant Science, 2021, 12, . 4.0 12

23 Multilayered Regulation of Membrane-Bound ONAC054 Is Essential for Abscisic Acid-Induced Leaf
Senescence in Rice. Plant Cell, 2020, 32, 630-649. 7.6 111

24 Rice ETHYLENE RESPONSE FACTOR 101 Promotes Leaf Senescence Through Jasmonic Acid-Mediated
Regulation of OsNAP and OsMYC2. Frontiers in Plant Science, 2020, 11, . 4.0 60

25 Defects in the rice aconitase-encoding OsACO1 gene alter iron homeostasis. Plant Molecular Biology,
2020, 104, 629-645. 3.2 26

26 Comparative Transcriptome Analysis Reveals Gene Regulatory Mechanism of UDT1 on Anther
Development. Journal of Plant Biology, 2020, 63, 289-296. 1.8 20

27 OsASN1 Overexpression in Rice Increases Grain Protein Content and Yield under Nitrogen-Limiting
Conditions. Plant and Cell Physiology, 2020, 61, 1309-1320. 3.4 71

28 Natural variations at the Stay-Green gene promoter control lifespan and yield in rice cultivars.
Nature Communications, 2020, 11, . 13.7 126

29 The Rice Basic Helixâ€“Loopâ€“Helix 79 (OsbHLH079) Determines Leaf Angle and Grain Shape. International
Journal of Molecular Sciences, 2020, 21, 2090. 4.4 37

30 OsbHLH073 Negatively Regulates Internode Elongation and Plant Height by Modulating GA Homeostasis
in Rice. Plants, 2020, 9, 547. 3.6 21

31 Homeobox transcription factor OsZHD2 promotes root meristem activity in rice by inducing ethylene
biosynthesis. Journal of Experimental Botany, 2020, 71, 5348-5364. 5.1 44

32 Chromatin interacting factor OsVIL2 increases biomass and rice grain yield. Plant Biotechnology
Journal, 2019, 17, 178-187. 8.8 37

33 Nicotianamine Synthesis by OsNAS3 Is Important for Mitigating Iron Excess Stress in Rice. Frontiers in
Plant Science, 2019, 10, . 4.0 75

34 Rice Genome-Scale Network Integration Reveals Transcriptional Regulators of Grass Cell Wall
Synthesis. Frontiers in Plant Science, 2019, 10, . 4.0 24

35 Mutation of ONAC096 Enhances Grain Yield by Increasing Panicle Number and Delaying Leaf Senescence
during Grain Filling in Rice. International Journal of Molecular Sciences, 2019, 20, 5241. 4.4 45

36 OsWRKY5 Promotes Rice Leaf Senescence via Senescence-Associated NAC and Abscisic Acid Biosynthesis
Pathway. International Journal of Molecular Sciences, 2019, 20, 4437. 4.4 40
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37 OsbHLH058 and OsbHLH059 transcription factors positively regulate iron deficiency responses in rice.
Plant Molecular Biology, 2019, 101, 471-486. 3.2 99

38 The Rice SPOTTED LEAF4 (SPL4) Encodes a Plant Spastin That Inhibits ROS Accumulation in Leaf
Development and Functions in Leaf Senescence. Frontiers in Plant Science, 2019, 9, . 4.0 25

39 Identification of a module of HAP transcription factors for seed development in rice. Plant
Biotechnology Reports, 2019, 13, 389-397. 1.3 1

40 Rice DNA-Binding One Zinc Finger 24 (OsDOF24) Delays Leaf Senescence in a Jasmonate-Mediated
Pathway. Plant and Cell Physiology, 2019, 60, 2065-2076. 3.4 52

41 Rice transcription factor OsMYB102 delays leaf senescence by down-regulating abscisic acid
accumulation and signaling. Journal of Experimental Botany, 2019, 70, 2699-2715. 5.1 101

42 Rice RHC Encoding a Putative Cellulase is Essential for Normal Root Hair Elongation. Journal of Plant
Biology, 2019, 62, 82-91. 1.8 41

43 Impaired Plastid Ribosomal Protein L3 Causes Albino Seedling Lethal Phenotype in Rice. Journal of Plant
Biology, 2019, 62, 419-428. 1.8 6

44 RSL Class II Transcription Factors Guide the Nuclear Localization of RHL1 to Regulate Root Hair
Development. Plant Physiology, 2019, 179, 558-568. 5.5 34

45 Mutation of Plastid Ribosomal Protein L13 Results in an Albino Seedling-Lethal Phenotype in Rice. Plant
Breeding and Biotechnology, 2019, 7, 395-404. 1.0 10

46 Rice Transcription Factor OsDOF11 Modulates Sugar Transport by Promoting Expression of Sucrose
Transporter and SWEET Genes. Molecular Plant, 2018, 11, 833-845. 18.9 167

47 Functional deficiency of phytochrome B improves salt tolerance in rice. Environmental and
Experimental Botany, 2018, 148, 100-108. 4.7 19
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Physiology, 2018, 177, 713-727. 5.5 55

49 Genome-wide analysis of root hair-preferential genes in rice. Rice, 2018, 11, . 4.3 26

50 The MYB-related transcription factor RADIALIS-LIKE3 (OsRL3) functions in ABA-induced leaf senescence
and salt sensitivity in rice. Environmental and Experimental Botany, 2018, 156, 86-95. 4.7 59

51 Isolation of a novel protein phosphatase2C in rice and its response to gibberellin. Biochemical and
Biophysical Research Communications, 2018, 503, 1987-1992. 2.1 8

52 OsVIL2 Regulates Spikelet Development by Controlling Regulatory Genes in Oryza sativa. Frontiers in
Plant Science, 2018, 9, . 4.0 11

53 Lack of a Cytoplasmic RLK, Required for ROS Homeostasis, Induces Strong Resistance to Bacterial Leaf
Blight in Rice. Frontiers in Plant Science, 2018, 9, . 4.0 19

54
Genome-wide analyses of late pollen-preferred genes conserved in various rice cultivars and
functional identification of a gene involved in the key processes of late pollen development. Rice,
2018, 11, .
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55 The rice zebra3 (z3) mutation disrupts citrate distribution and produces transverse dark-green/green
variegation in mature leaves. Rice, 2018, 11, . 4.3 89

56 OsABCG9 Is an Important ABC Transporter of Cuticular Wax Deposition in Rice. Frontiers in Plant
Science, 2018, 9, . 4.0 42

57 Roles of Sugars in Controlling Flowering Time. Journal of Plant Biology, 2018, 61, 121-130. 1.8 122

58 A systemic view of phosphate starvation-responsive genes in rice roots to enhance phosphate use
efficiency in rice. Plant Biotechnology Reports, 2018, 12, 249-264. 1.3 28

59 Defective Pollen Wall 2 (DPW2) Encodes an Acyl Transferase Required for Rice Pollen Development.
Plant Physiology, 2017, 173, 240-255. 5.5 115

60 A gibberellin-stimulated transcript, OsGASR1 , controls seedling growth and Î±-amylase expression in
rice. Journal of Plant Physiology, 2017, 214, 116-122. 4.1 24

61 A Magnesium Transporter OsMGT1 Plays a Critical Role in Salt Tolerance in Rice. Plant Physiology, 2017,
174, 1837-1849. 5.5 133

62 Genome-wide identification and extensive analysis of rice-endosperm preferred genes using reference
expression database. Journal of Plant Biology, 2017, 60, 249-258. 1.8 16

63 Identification of root-preferential transcription factors in rice by analyzing GUS expression patterns
of T-DNA tagging lines. Journal of Plant Biology, 2017, 60, 268-277. 1.8 7

64 An N-acetylglucosamine transporter required for arbuscular mycorrhizal symbioses in rice and maize.
Nature Plants, 2017, 3, . 11.4 101

65 KNOX Protein OSH15 Induces Grain Shattering by Repressing Lignin Biosynthesis Genes. Plant
Physiology, 2017, 174, 312-325. 5.5 121

66 The control of flowering time by environmental factors. Plant Journal, 2017, 90, 708-719. 6.1 468

67 Axillary meristem initiation and bud growth in rice. Journal of Plant Biology, 2017, 60, 440-451. 1.8 21

68 Molecular bases for differential aging programs between flag and second leaves during grain-filling
in rice. Scientific Reports, 2017, 7, . 3.4 23

69 Crosstalk between diurnal rhythm and water stress reveals an altered primary carbon flux into
soluble sugars in drought-treated rice leaves. Scientific Reports, 2017, 7, . 3.4 19

70
Comparative Expression Analysis of Rice and Arabidopsis Peroxiredoxin Genes Suggests Conserved or
Diversified Roles Between the Two Species and Leads to the Identification of Tandemly Duplicated Rice
Peroxiredoxin Genes Differentially Expressed in Seeds. Rice, 2017, 10, .

4.3 28

71 Rice Leaf Angle and Grain Size Are Affected by the OsBUL1 Transcriptional Activator Complex. Plant
Physiology, 2017, 173, 688-702. 5.5 127

72
Rice Phytochrome-Interacting Factor-Like1 (OsPIL1) is involved in the promotion of chlorophyll
biosynthesis through feed-forward regulatory loops. Journal of Experimental Botany, 2017, 68,
4103-4114.

5.1 61
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73 Ectopic Expression of OsSta2 Enhances Salt Stress Tolerance in Rice. Frontiers in Plant Science, 2017,
8, . 4.0 50

74
OsPhyB-Mediating Novel Regulatory Pathway for Drought Tolerance in Rice Root Identified by a Global
RNA-Seq Transcriptome Analysis of Rice Genes in Response to Water Deficiencies. Frontiers in Plant
Science, 2017, 8, .

4.0 70

75 Transcription Factor OsDOF18 Controls Ammonium Uptake by Inducing Ammonium Transporters in
Rice Roots. Molecules and Cells, 2017, 40, 178-185. 4.9 62

76 Meta-expression analysis of unannotated genes in rice and approaches for network construction to
suggest the probable roles. Plant Molecular Biology, 2017, 96, 17-34. 3.2 5

77 Role of rice cytosolic hexokinase OsHXK7 in sugar signaling and metabolism. Journal of Integrative
Plant Biology, 2016, 58, 127-135. 8.9 46

78 Genome-wide identification and analysis of rice genes preferentially expressed in pollen at an early
developmental stage. Plant Molecular Biology, 2016, 92, 71-88. 3.2 35

79 OsPhyA modulates rice flowering time mainly through OsGI under short days and Ghd7 under long
days in the absence of phytochrome B. Plant Molecular Biology, 2016, 91, 413-427. 3.2 39

80 OsMPK6plays a critical role in cell differentiation during early embryogenesis inOryza sativa. Journal
of Experimental Botany, 2016, 67, 2425-2437. 5.1 46

81 OsVIL1 controls flowering time in rice by suppressing OsLF under short days and by inducing Ghd7
under long days. Plant Cell Reports, 2016, 35, 905-920. 3.8 14

82 Plastidic phosphoglucomutase and ADP-glucose pyrophosphorylase mutants impair starch synthesis in
rice pollen grains and cause male sterility. Journal of Experimental Botany, 2016, 67, 5557-5569. 5.1 117

83 GL2-type homeobox gene Roc4 in rice promotes flowering time preferentially under long days by
repressing Ghd7. Plant Science, 2016, 252, 133-143. 4.0 36

84 Rice mutants deficient in Ï‰ -3 fatty acid desaturase (FAD8) fail to acclimate to cold temperatures. Plant
Physiology and Biochemistry, 2016, 109, 525-535. 5.4 68

85 Comparison of rice flowering-time genes under paddy conditions. Journal of Plant Biology, 2016, 59,
238-246. 1.8 6

86
Functional classification of rice flanking sequence tagged genes using MapMan terms and global
understanding on metabolic and regulatory pathways affected by dxr mutant having defects in light
response. Rice, 2016, 9, .

4.3 17

87 Homodimerization of Ehd1 Is Required to Induce Flowering in Rice
Â . Plant Physiology, 2016, 170, 2159-2171. 5.5 110

88 Defective Tapetum Cell Death 1 (DTC1) Regulates ROS Levels by Binding to Metallothionein during
Tapetum Degeneration. Plant Physiology, 2016, 170, 1611-1623. 5.5 166

89 A Simple DNA Preparation Method for High Quality Polymerase Chain Reaction in Rice. Plant Breeding
and Biotechnology, 2016, 4, 99-106. 1.0 3

90 A Simple DNA Preparation Method for High Quality Polymerase Chain Reaction in Rice. Plant Breeding
and Biotechnology, 2016, 4, 99-106. 1.0 20
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92 Roles of lignin biosynthesis and regulatory genes in plant development. Journal of Integrative Plant
Biology, 2015, 57, 902-912. 8.9 234

93 Rice FLAVINâ€•BINDING, KELCH REPEAT, Fâ€•BOX 1 (OsFKF1) promotes flowering independent of photoperiod.
Plant, Cell and Environment, 2015, 38, 2527-2540. 6.5 80

94 Complex Regulatory Networks of Flowering Time in Rice. Rice Research Open Access, 2015, 03, . 0.1 1

95 Functional Characterization of Phalaenopsis aphrodite Flowering Genes PaFT1 and PaFD. PLoS ONE,
2015, 10, e0134987. 2.3 53

96
A rice sucrose non-fermenting-1 related protein kinase 1, OSK35, plays an important role in fungal and
bacterial disease resistance. Journal of the Korean Society for Applied Biological Chemistry, 2015, 58,
669-675.
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97 Regulation of flowering time in rice. Journal of Plant Biology, 2015, 58, 353-360. 1.8 47

98 Genome-Wide Identification and Functional Analysis of Genes Expressed Ubiquitously in Rice.
Molecular Plant, 2015, 8, 276-289. 18.9 18

99 Transcriptome analysis of nitrogen-starvation-responsive genes in rice. BMC Plant Biology, 2015, 15, . 4.3 128

100 Alanine aminotransferase 1 (OsAlaAT1) plays an essential role in the regulation of starch storage in
rice endosperm. Plant Science, 2015, 240, 79-89. 4.0 39

101 OsGI controls flowering time by modulating rhythmic flowering time regulators preferentially
under short day in rice. Journal of Plant Biology, 2015, 58, 137-145. 1.8 49

102 Controlling flowering time by histone methylation and acetylation in arabidopsis and rice. Journal of
Plant Biology, 2015, 58, 203-210. 1.8 32

103 Molecular insights into the function of ankyrin proteins in plants. Journal of Plant Biology, 2015, 58,
271-284. 1.8 47

104 Rice ONAC106 Inhibits Leaf Senescence and Increases Salt Tolerance and Tiller Angle. Plant and Cell
Physiology, 2015, 56, 2325-2339. 3.4 170

105 Mutation ofOryza sativa CORONATINE INSENSITIVE 1b(OsCOI1b) delays leaf senescence. Journal of
Integrative Plant Biology, 2015, 57, 562-576. 8.9 123

106 Rice miR172 induces flowering by suppressing OsIDS1 and SNB, two AP2 genes that negatively regulate
expression of Ehd1 and florigens. Rice, 2014, 7, . 4.3 115

107 Analysis of a Triose Phosphate/Phosphate Translocator-Deficient Mutant Reveals a Limited Capacity for
Starch Synthesis in Rice Leaves. Molecular Plant, 2014, 7, 1705-1708. 18.9 35

108
Seedling performance of Phragmites australis
 (Cav.) Trin ex. Steudel in the presence of arbuscular mycorrhizal fungi. Journal of Applied
Microbiology, 2014, 116, 1593-1606.

3.2 19
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109

Trithorax Group Protein Oryza sativa Trithorax1 Controls Flowering Time in Rice via Interaction with
Early heading date3
Â 
Â . Plant Physiology, 2014, 164, 1326-1337.

5.5 109

110 The BEL1â€•type homeobox gene SH5 induces seed shattering by enhancing abscissionâ€•zone development
and inhibiting lignin biosynthesis. Plant Journal, 2014, 79, 717-728. 6.1 158

111 A rice ABC transporter, OsABCC1, reduces arsenic accumulation in the grain. Proceedings of the
National Academy of Sciences of the United States of America, 2014, 111, 15699-15704. 7.5 512

112 The polycomb group gene EMF2B is essential for maintenance of floral meristem determinacy in rice.
Plant Journal, 2014, 80, 883-894. 6.1 62

113 OsMLO12, encoding seven transmembrane proteins, is involved with pollen hydration in rice. Plant
Reproduction, 2014, 27, 169-180. 2.3 42

114 Genome-wide identification and analysis of Catharanthus roseus RLK1-like kinases in rice. Planta, 2014,
241, 603-613. 3.3 63

115 Application of MapMan and RiceNet drives systematic analyses of the early heat stress transcriptome
in rice seedlings. Journal of Plant Biology, 2013, 55, 436-449. 1.8 54

116 Genome-wide identification and analysis of early heat stress responsive genes in rice. Journal of Plant
Biology, 2013, 55, 458-468. 1.8 49

117 OsVIL2 functions with PRC2 to induce flowering by repressing OsLFL1 in rice. Plant Journal, 2013, 73,
566-578. 6.1 114

118 SNP-based analysis of genetic diversity in anther-derived rice by whole genome sequencing. Rice, 2013,
6, . 4.3 42

119 Utilization of T-DNA tagging lines in rice. Journal of Plant Biology, 2013, 56, 85-90. 1.8 57

120 Analysis of the early-flowering mechanisms and generation of T-DNA tagging lines in Kitaake, a model
rice cultivar. Journal of Experimental Botany, 2013, 64, 4169-4182. 5.1 57

121 Natural Variation in OsPRR37 Regulates Heading Date and Contributes to Rice Cultivation at a Wide
Range of Latitudes. Molecular Plant, 2013, 6, 1877-1888. 18.9 358

122 Rice chloroplast-localized heat shock protein 70, OsHsp70CP1, is essential for chloroplast
development under high-temperature conditions. Journal of Plant Physiology, 2013, 170, 854-863. 4.1 68

123 Genome-wide expression analysis of HSP70 family genes in rice and identification of a cytosolic HSP70
gene highly induced under heat stress. Functional and Integrative Genomics, 2013, 13, 391-402. 2.9 89

124 OsCpn60Î±1, Encoding the Plastid Chaperonin 60Î± Subunit, Is Essential for Folding of rbcL. Molecules and
Cells, 2013, 35, 402-409. 4.9 41

125

Rice GLYCOSYLTRANSFERASE1 Encodes a Glycosyltransferase Essential for Pollen Wall Formation
Â 
Â 
Â . Plant Physiology, 2013, 161, 663-675.

5.5 110

126

Overexpression of a BAHD Acyltransferase, OsAt10, Alters Rice Cell Wall Hydroxycinnamic Acid
Content and Saccharification
Â 
Â 
Â . Plant Physiology, 2013, 161, 1615-1633.

5.5 183
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127 Fertile Transgenic Indica Rice Produced by Expression of Maize Ubiquitin Promoter-bar Chimaeric Gene
in the Protoplasts. Journal of Plant Biochemistry and Biotechnology, 2012, 6, 69-73. 1.3 0

128
Increased Polyamine Biosynthesis Enhances Stress Tolerance by Preventing the Accumulation of
Reactive Oxygen Species: T-DNA Mutational Analysis of Oryza sativa Lysine Decarboxylase-like Protein 1.
Molecules and Cells, 2012, 34, 251-262.

4.9 54

129 Functional Identification of OsHk6 as a Homotypic Cytokinin Receptor in Rice with Preferential
Affinity for iP. Plant and Cell Physiology, 2012, 53, 1334-1343. 3.4 58

130 Iron homeostasis and fortification in rice. Journal of Plant Biology, 2012, 55, 261-267. 1.8 21

131 Bacterial Transposons Are Co-Transferred with T-DNA to Rice Chromosomes during
Agrobacterium-Mediated Transformation. Molecules and Cells, 2012, 33, 583-590. 4.9 16

132 Activation of Rice nicotianamine synthase 2 (OsNAS2) Enhances Iron Availability for Biofortification.
Molecules and Cells, 2012, 33, 269-276. 4.9 133

133
Two AP2 family genes,SUPERNUMERARY BRACT(SNB) andOsINDETERMINATE SPIKELET 1(OsIDS1),
synergistically control inflorescence architecture and floral meristem establishment in rice. Plant
Journal, 2012, 69, 445-461.

6.1 203

134 The rice geneDEFECTIVE TAPETUM AND MEIOCYTES 1(DTM1) is required for early tapetum development
and meiosis. Plant Journal, 2012, 70, 256-270. 6.1 47

135 Activation of Rice Yellow Stripe1-Like 16 (OsYSL16) Enhances Iron Efficiency. Molecules and Cells, 2012,
33, 117-126. 4.9 73

136 Bioâ€•available zinc in rice seeds is increased by activation tagging of nicotianamine synthase. Plant
Biotechnology Journal, 2011, 9, 865-873. 8.8 184

137 OsPUB15, an E3 ubiquitin ligase, functions to reduce cellular oxidative stress during seedling
establishment. Plant Journal, 2011, 65, 194-205. 6.1 131

138 Rice Importin Î²1 Gene Affects Pollen Tube Elongation. Molecules and Cells, 2011, 31, 523-530. 4.9 29

139 Web Tools for Rice Transcriptome Analyses. Journal of Plant Biology, 2011, 54, 65-80. 1.8 27

140 Deep sequencing reveals the complex and coordinated transcriptional regulation of genes related to
grain quality in rice cultivars. BMC Genomics, 2011, 12, . 3.3 41

141 Low cadmium (LCD), a novel gene related to cadmium tolerance and accumulation in rice. Journal of
Experimental Botany, 2011, 62, 5727-5734. 5.1 128

142
Impaired Function of the Tonoplast-Localized Sucrose Transporter in Rice, OsSUT2, Limits the
Transport of Vacuolar Reserve Sucrose and Affects Plant Growth
Â . Plant Physiology, 2011, 157, 109-119.

5.5 237

143 The rice mitochondrial iron transporter is essential for plant growth. Nature Communications, 2011,
2, . 13.7 162

144 Zinc deficiency-inducible OsZIP8 encodes a plasma membrane-localized zinc transporter in rice.
Molecules and Cells, 2010, 29, 551-558. 4.9 189
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145 OsZIP5 is a plasma membrane zinc transporter in rice. Plant Molecular Biology, 2010, 73, 507-517. 3.2 230

146 Mutation in Wilted Dwarf and Lethal 1 (WDL1) causes abnormal cuticle formation and rapid water
loss in rice. Plant Molecular Biology, 2010, 74, 91-103. 3.2 93

147 A RING finger E3 ligase gene, Oryza sativa Delayed Seed Germination 1 (OsDSG1), controls seed
germination and stress responses in rice. Plant Molecular Biology, 2010, 74, 467-478. 3.2 153

148 OsCOL4 is a constitutive flowering repressor upstream of Ehd1 and downstream of OsphyB. Plant
Journal, 2010, , no-no. 6.1 165

149 Inactivation of the CTD phosphatase-like geneOsCPL1enhances the development of the abscission layer
and seed shattering in rice. Plant Journal, 2010, 61, 96-106. 6.1 103

150 Purification and some properties of endoglucanase from Glyptotermes xiamenensis. Journal of Applied
Entomology, 2010, 134, 789-797. 1.6 1

151
Orthologs of the Class A4 Heat Shock Transcription Factor HsfA4a Confer Cadmium Tolerance in
Wheat and Rice
Â . Plant Cell, 2010, 21, 4031-4043.

7.6 281

152 The ABRE-binding bZIP transcription factor OsABF2 is a positive regulator of abiotic stress and ABA
signaling in rice. Journal of Plant Physiology, 2010, 167, 1512-1520. 4.1 307

153 Rice ternary MADS protein complexes containing class B MADS heterodimer. Biochemical and
Biophysical Research Communications, 2010, 401, 598-604. 2.1 32

154 Rice functional genomics using T-DNA mutants. Journal of Plant Biotechnology, 2010, 37, 133-143. 0.5 1

155 Rice-Specific Mitochondrial Iron-Regulated Gene (MIR) Plays an Important Role in Iron Homeostasis.
Molecular Plant, 2009, 2, 1059-1066. 18.9 54

156

Iron fortification of rice seeds through activation of the
            nicotianamine synthase
            gene. Proceedings of the National Academy of Sciences of the United States of America, 2009,
106, 22014-22019.

7.5 381

157

OsKu70 Is Associated with Developmental Growth and Genome Stability in Rice
Â 
Â 
Â . Plant Physiology, 2009, 152, 374-387.

5.5 34

158 Disruption ofOsYSL15Leads to Iron Inefficiency in Rice Plants Â  Â  Â . Plant Physiology, 2009, 150, 786-800. 5.5 361

159 Rice Aldehyde Dehydrogenase7 Is Needed for Seed Maturation and Viability Â  Â . Plant Physiology, 2009,
149, 905-915. 5.5 162

160 OsATG10b, an Autophagosome Component, Is Needed for Cell Survival against Oxidative Stresses in
Rice. Molecules and Cells, 2009, 27, 67-74. 4.9 110

161 Ectopic Expression of a Cold-Responsive OsAsr1 cDNA Gives Enhanced Cold Tolerance in Transgenic
Rice Plants. Molecules and Cells, 2009, 27, 449-458. 4.9 79

162 Structure and Expression of OsUBP6, an Ubiquitin-Specific Protease 6 Homolog in Rice (Oryza sativa) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 62 Td (L.). Molecules and Cells, 2009, 28, 463-472.4.9 23
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163 Cloning Vectors for Rice. Journal of Plant Biology, 2009, 52, 73-78. 1.8 108

164 Mutations of the multi-drug resistance-associated protein ABC transporter gene 5 result in reduction
of phytic acid in rice seeds. Theoretical and Applied Genetics, 2009, 119, 75-83. 3.6 94

165 Overâ€•expression of OsIRT1 leads to increased iron and zinc accumulations in rice. Plant, Cell and
Environment, 2009, 32, 408-416. 6.5 494

166 OsMADS50andOsMADS56function antagonistically in regulating long day (LD)â€•dependent flowering in
rice. Plant, Cell and Environment, 2009, 32, 1412-1427. 6.5 229

167 Rice OGR1 encodes a pentatricopeptide repeatâ€“DYW protein and is essential for RNA editing in
mitochondria. Plant Journal, 2009, 59, 738-749. 6.1 162

168 OsDEG10 encoding a small RNA-binding protein is involved in abiotic stress signaling. Biochemical and
Biophysical Research Communications, 2009, 380, 597-602. 2.1 27

169 The bZIP transcription factor OsABF1 is an ABA responsive element binding factor that enhances
abiotic stress signaling in rice. Plant Molecular Biology, 2009, 72, 557-566. 3.2 288

170 Towards a better bowl of rice: assigning function to tens of thousands of rice genes. Nature Reviews
Genetics, 2008, 9, 91-101. 46.9 151

171 Rice SVPâ€•group MADSâ€•box proteins, OsMADS22 and OsMADS55, are negative regulators of
brassinosteroid responses. Plant Journal, 2008, 54, 93-105. 6.1 137

172 Rice Indeterminate 1 (OsId1) is necessary for the expression of Ehd1 (Early heading date 1) regardless of
photoperiod. Plant Journal, 2008, 56, 1018-1029. 6.1 165

173 Identification and Functional Analysis of Light-Responsive Unique Genes and Gene Family Members in
Rice. PLoS Genetics, 2008, 4, e1000164. 3.2 75

174 Arbuscular Mycorrhizaâ€“Specific Signaling in Rice Transcends the Common Symbiosis Signaling
Pathway. Plant Cell, 2008, 20, 2989-3005. 7.6 275

175 Rice Peptide Deformylase PDF1B is Crucial for Development of Chloroplasts. Plant and Cell Physiology,
2008, 49, 1536-1546. 3.4 32

176 Further Characterization of a Rice AGL12 Group MADS-Box Gene,OsMADS26Â  Â  Â  Â . Plant Physiology, 2008,
147, 156-168. 5.5 89

177 Rice phot1a mutation reduces plant growth by affecting photosynthetic responses to light during
early seedling growth. Plant Molecular Biology, 2008, 69, 605-619. 3.2 23

178 Refinement of Light-Responsive Transcript Lists Using Rice Oligonucleotide Arrays: Evaluation of
Gene-Redundancy. PLoS ONE, 2008, 3, e3337. 2.3 104

179 Intragenic Control of Expression of a Rice MADS Box Gene OsMADS1. Molecules and Cells, 2008, 26,
474-480. 4.9 16

180 The rice heterochronic gene SUPERNUMERARY BRACT regulates the transition from spikelet meristem
to floral meristem. Plant Journal, 2007, 49, 64-78. 6.1 168
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181 Rice P1B-Type Heavy-Metal ATPase, OsHMA9, Is a Metal Efflux Protein. Plant Physiology, 2007, 145, 831-842. 5.5 272

182 The Rice Annotation Project Database (RAP-DB): 2008 update. Nucleic Acids Research, 2007, 36,
D1028-D1033. 15.5 302

183 OsMADS51 Is a Short-Day Flowering Promoter That Functions Upstream of Ehd1, OsMADS14, and Hd3a
Â . Plant Physiology, 2007, 145, 1484-1494. 5.5 265

184 Rice SCAMP1 Defines Clathrin-Coated, trans-Golgiâ€“Located Tubular-Vesicular Structures as an Early
Endosome in Tobacco BY-2 Cells. Plant Cell, 2007, 19, 296-319. 7.6 285

185 Suppression of RICE TELOMERE BINDING PROTEIN1 Results in Severe and Gradual Developmental Defects
Accompanied by Genome Instability in Rice. Plant Cell, 2007, 19, 1770-1781. 7.6 54

186 Constitutively wilted 1, a member of the rice YUCCA gene family, is required for maintaining water
homeostasis and an appropriate root to shoot ratio. Plant Molecular Biology, 2007, 65, 125-136. 3.2 176

187 Dependence of reaction center-type energy-dependent quenching on photosystem II antenna size.
Biochimica Et Biophysica Acta - Bioenergetics, 2007, 1767, 773-780. 0.9 31

188 The Dâ€•lineage MADSâ€•box gene OsMADS13 controls ovule identity in rice. Plant Journal, 2007, 52, 690-699. 6.1 217

189 Rice OsHKT2;1 transporter mediates large Na+ influx component into K+-starved roots for growth.
EMBO Journal, 2007, 26, 3003-3014. 7.3 376

190 Regulation of brassinosteroid responses by Phytochrome B in rice. Plant, Cell and Environment, 2007,
30, 590-599. 6.5 42

191 Diversified mechanisms for regulating flowering time in a short-day plant rice. Journal of Plant
Biology, 2007, 50, 241-248. 1.8 13

192 Activation of mitochondrial respiration in chlorophyll-deficient rice mutant seedlings. Journal of
Plant Biology, 2007, 50, 430-439. 1.8 2

193 Identification of a 20-bp regulatory element of the Arabidopsis pyrophosphate:fructose-6-phosphate
1-phosphotransferase Î±2 gene that is essential for expression. Plant Cell Reports, 2007, 26, 683-692. 3.8 9

194 Isolation of cold stress-responsive genes in the reproductive organs, and characterization of the
OsLti6b gene from rice (Oryza sativa L.). Plant Cell Reports, 2007, 26, 1097-1110. 3.8 41

195 Knockout of a starch synthase gene OsSSIIIa/Flo5 causes white-core floury endosperm in rice (Oryza) Tj ET
Q

q
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BT /Overlock 10 Tf 50 182 Td (sativa L.). Plant Cell Reports, 2007, 26, 1083-1095.3.8 183

196 Identification of the ADP-glucose pyrophosphorylase isoforms essential for starch synthesis in the
leaf and seed endosperm of rice (Oryza sativa L.). Plant Molecular Biology, 2007, 65, 531-546. 3.2 207

197 Mutations in the rice liguleless gene result in a complete loss of the auricle, ligule, and laminar joint.
Plant Molecular Biology, 2007, 65, 487-499. 3.2 147

198 T-DNA tagged knockout mutation of rice OsGSK1, an orthologue of Arabidopsis BIN2, with enhanced
tolerance to various abiotic stresses. Plant Molecular Biology, 2007, 65, 453-466. 3.2 265
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199 Transgenic rice lines expressing maize C1 and R-S regulatory genes produce various flavonoids in the
endosperm. Plant Biotechnology Journal, 2006, 4, 303-315. 8.8 90

200 Generation of a flanking sequence-tag database for activation-tagging lines in japonica rice. Plant
Journal, 2006, 45, 123-132. 6.1 328

201 Ricebending lamina 2 (bla2) mutants are defective in a cytochrome P450 (CYP734A6) gene predicted to
mediate brassinosteroid catabofism. Journal of Plant Biology, 2006, 49, 469-476. 1.8 16

202 Identification of Active Transposon dTok , a Member of the hAT Family, in Rice. Plant and Cell
Physiology, 2006, 47, 1473-1483. 3.4 44

203 Wax-deficient anther1 Is Involved in Cuticle and Wax Production in Rice Anther Walls and Is Required
for Pollen Development. Plant Cell, 2006, 18, 3015-3032. 7.6 276

204 Rice Immature Pollen 1 ( RIP1 ) is a Regulator of Late Pollen Development. Plant and Cell Physiology,
2006, 47, 1457-1472. 3.4 115

205 Rice Immature Pollen 1 (RIP1) is a Regulator of Late Pollen Development. Plant and Cell Physiology,
2006, 48, 204-204. 3.4 1

206 The Rice FON1 Gene Controls Vegetative and Reproductive Development by Regulating Shoot Apical
Meristem Size. Molecules and Cells, 2006, 21, 147-152. 4.9 53

207 White-core endosperm floury endosperm-4 in rice is generated by knockout mutations in the C4-type
pyruvate orthophosphate dikinase gene (OsPPDKB). Plant Journal, 2005, 42, 901-911. 6.1 327

208 Morphological alterations by ectopic expression of the rice OsMADS4 gene in tobacco plants. Plant
Cell Reports, 2005, 24, 120-126. 3.8 6

209 Structure and expression ofOsMRE11 in rice. Journal of Plant Biology, 2005, 48, 229-236. 1.8 7

210 Characterization of a drought-responsive gene,OsTPS1, identified by the T-DNA Gene-Trap system in rice.
Journal of Plant Biology, 2005, 48, 371-379. 1.8 19

211 Reverse Genetic Approaches for Functional Genomics of Rice. Plant Molecular Biology, 2005, 59, 111-123. 3.2 103

212 Differential regulation of chlorophyll a oxygenase genes in rice. Plant Molecular Biology, 2005, 57,
805-818. 3.2 172

213 Rice Undeveloped Tapetum1 Is a Major Regulator of Early Tapetum Development. Plant Cell, 2005, 17,
2705-2722. 7.6 416

214 Molecular Genetics Using T-DNA in Rice. Plant and Cell Physiology, 2005, 46, 14-22. 3.4 130

215 Functional Diversification of the Two C-Class MADS Box Genes OSMADS3 and OSMADS58 in Oryza
sativa. Plant Cell, 2005, 18, 15-28. 7.6 340

216 Characterization of an Abiotic Stress-inducible Dehydrin Gene, OsDhn1, in Rice (Oryza sativa L.).
Molecules and Cells, 2005, 19, 212-218. 4.9 77
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217 Characterization and Transcriptional Expression of the Î±-Expansin Gene Family in Rice. Molecules and
Cells, 2005, 20, 210-218. 4.9 47

218
Mitochondria Provide the Main Source of Cytosolic ATP for Activation of Outward-rectifying K+
Channels in Mesophyll Protoplast of Chlorophyll-deficient Mutant Rice (OsCHLH) Seedlings. Journal
of Biological Chemistry, 2004, 279, 6874-6882.

2.2 31

219
Type I MADS-box genes have experienced faster birth-and-death evolution than type II MADS-box genes in
angiosperms. Proceedings of the National Academy of Sciences of the United States of America, 2004,
101, 1910-1915.

7.5 234

220 OsEIN2 is a Positive Component in Ethylene Signaling in Rice. Plant and Cell Physiology, 2004, 45,
281-289. 3.4 91

221
Functional analyses of the flowering time geneOsMADS50, the putativeSUPPRESSOR OF
OVEREXPRESSION OF CO 1/AGAMOUS-LIKE 20(SOC1/AGL20) ortholog in rice. Plant Journal, 2004, 38,
754-764.

6.1 341

222 Rice Mutant Resources for Gene Discovery. Plant Molecular Biology, 2004, 54, 325-334. 3.2 225

223 Generation of T-DNA Tagging Lines with a Bidirectional Gene Trap Vector and the Establishment of an
Insertion-Site Database. Plant Molecular Biology, 2004, 54, 489-502. 3.2 79

224 Isolation and Characterization of a Rice Cysteine Protease Gene, OsCP1, Using T-DNA Gene-Trap System.
Plant Molecular Biology, 2004, 54, 755-765. 3.2 117

225 Characterization of a cold-responsive gene,OsPTR1, isolated from the screening of Î²-Glucuronidase
(GUS) gene-trapped rice. Journal of Plant Biology, 2004, 47, 133-141. 1.8 6

226 Ectopic expression of OsYAB1causes extra stamens and carpels in rice. Plant Molecular Biology, 2004,
56, 133-143. 3.2 81

227 Trapping and characterization of cold-responsive genes from T-DNA tagging lines in rice. Plant
Science, 2004, 166, 69-79. 4.0 64

228 Stress-inducible OsP5CS2 gene is essential for salt and cold tolerance in rice. Plant Science, 2004, 167,
417-426. 4.0 158

229 Ectopic Expression of a Cold-inducible Transcription Factor, CBF1/DREB1b, in Transgenic Rice (Oryza) Tj ET
Q

q
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BT /Overlock 10 Tf 50 262 Td (sativa L.). Molecules and Cells, 2004, 18, 107-114.4.9 62

230 Title is missing!. Plant Molecular Biology, 2003, 52, 761-773. 3.2 129

231 The OsFOR1 gene encodes a polygalacturonase-inhibiting protein (PGIP) that regulates floral organ
number in rice. Plant Molecular Biology, 2003, 53, 357-372. 3.2 78

232 Accumulation of Phosphorylated Repressor for Gibberellin Signaling in an F-box Mutant. Science,
2003, 299, 1896-1898. 36.3 630

233 High-frequencyAgrobacterium-medâ€™iated genetic transformation of tongil rice varieties. Journal of
Plant Biology, 2003, 46, 23-30. 1.8 3

234
A comparative study on the protective role of trehalose and LEA proteins against abiotic stresses in
transgenic Chinese cabbage (Brassica campestris) overexpressingCaLEA orotsA. Journal of Plant
Biology, 2003, 46, 277-286.

1.8 29
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235 Alteration of floral organ identity in rice through ectopic expression of OsMADS16. Planta, 2003, 217,
904-911. 3.3 81

236 Flower-preferential poly(A) binding (PAB) protein gene from rice. Plant Science, 2003, 165, 103-112. 4.0 4

237 Molecular cloning and analysis of anthocyanin biosynthesis genes preferentially expressed in apple
skin. Plant Science, 2003, 165, 403-413. 4.0 152

238 Characterization of a Rice Chlorophyll-Deficient Mutant Using the T-DNA Gene-Trap System. Plant and
Cell Physiology, 2003, 44, 463-472. 3.4 312

239 CvADH1, a Member of Short-Chain Alcohol Dehydrogenase Family, is Inducible by Gibberellin and
Sucrose in Developing Watermelon Seeds. Plant and Cell Physiology, 2003, 44, 85-92. 3.4 5

240 Systematic Reverse Genetic Screening of T-DNA Tagged Genes in Rice for Functional Genomic Analyses:
MADS-box Genes as a Test Case. Plant and Cell Physiology, 2003, 44, 1403-1411. 3.4 100

241 Generation and Analysis of End Sequence Database for T-DNA Tagging Lines in Rice. Plant Physiology,
2003, 133, 2040-2047. 5.5 247

242 Identification of Anther-specific Gene Expression from T-DNA Tagging Rice. Molecules and Cells, 2003,
15, 102-107. 4.9 0

243 Rice Functional Genomics by T-DNA Insertional Mutagenesis. Asia Pacific Biotech News, 2002, 06,
926-929. 0.0 0

244 Characterization of Tobacco MADS-box Genes Involved in Floral Initiation. Plant and Cell Physiology,
2002, 43, 230-238. 3.4 49

245 T-DNA Insertional Mutagenesis for Activation Tagging in Rice. Plant Physiology, 2002, 130, 1636-1644. 5.5 454

246 Cloning of Gibberellin 3Î²-Hydroxylase cDNA and Analysis of Endogenous Gibberellins in the Developing
Seeds in Watermelon. Plant and Cell Physiology, 2002, 43, 152-158. 3.4 13

247 Molecular Characterization of a GA-inducible Gene, Cvsus1, in Developing Watermelon Seeds.
Molecules and Cells, 2002, 14, 255-260. 4.9 1

248 Gene tagging in rice: a high throughput system for functional genomics. Plant Science, 2001, 161,
211-219. 4.0 54

249 Two polyphenol oxidases are differentially expressed during vegetative and reproductive development
and in response to wounding in the Fuji apple. Plant Science, 2001, 161, 1145-1152. 4.0 60

250 Molecular cloning and characterization of a rice PP2C,OsPP2C4. Journal of Plant Biology, 2001, 44, 1-6. 1.8 3

251 High-frequency regeneration and transformation ofRaphanus savus. Journal of Plant Biology, 2001,
44, 231-235. 1.8 2

252 Characterization of MADS Box Genes from Hot Pepper. Molecules and Cells, 2001, 11, 352-359. 4.9 14
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253 Regulatory roles of benzyl adenine and sucrose during wound response of the ribosomal protein
gene, rpL34. Plant, Cell and Environment, 2000, 23, 1363-1371. 6.5 2

254 Tâ€•DNA insertional mutagenesis for functional genomics in rice. Plant Journal, 2000, 22, 561-570. 6.1 755

255 Title is missing!. Molecular Breeding, 2000, 6, 581-592. 2.5 110

256 Title is missing!. Plant Molecular Biology, 2000, 44, 513-527. 3.2 93

257 Molecular characterization of an anther-preferential gene from rice. Journal of Plant Biology, 2000,
43, 232-237. 1.8 2

258 Antibiotics resistance of a red alga,Griffithsia japonica. Journal of Plant Biology, 2000, 43, 179-182. 1.8 5

259 Overriding photoperiod sensitivity of flowering time by constitutive expression of a MADS box gene.
Journal of Plant Biology, 2000, 43, 28-32. 1.8 7

260 Differential expression of the potato proteinase inhibitor II promoter in transgenic tobacco. Journal
of Plant Biology, 2000, 43, 48-55. 1.8 2

261 Developmentally regulated expression of two MADS-box genes, MdMADS3 and MdMADS4 , in the
morphogenesis of flower buds and fruits in apple. Planta, 2000, 210, 519-528. 3.3 56

262 Tissue-Preferential Expression of a Rice Î±-Tubulin Gene,OsTubA1, Mediated by the First Intron1. Plant
Physiology, 2000, 123, 1005-1014. 5.5 130

263 Transgenic Rice Plants Expressing a Bacillus subtilis Protoporphyrinogen Oxidase Gene Are Resistant
to Diphenyl Ether Herbicide Oxyfluorfen. Plant and Cell Physiology, 2000, 41, 743-749. 3.4 111

264 leafy hull sterile1 Is a Homeotic Mutation in a Rice MADS Box Gene Affecting Rice Flower Development.
Plant Cell, 2000, 12, 871-884. 7.6 330

265 Molecular cloning and characterization of OsLRK1 encoding a putative receptor-like protein kinase
from Oryza sativa. Plant Science, 2000, 152, 17-26. 4.0 32

266 Analysis of Expressed Sequence Tags of Porphyra yezoensis. Molecules and Cells, 2000, 10, 338-342. 4.9 13

267 Characterization of MdMADS2, a Member of theSQUAMOSA Subfamily of Genes, in Apple1. Plant
Physiology, 1999, 120, 969-978. 5.5 101

268 Determination of the Motif Responsible for Interaction between the Rice APETALA1/AGAMOUS-LIKE9
Family Proteins Using a Yeast Two-Hybrid System1. Plant Physiology, 1999, 120, 1193-1204. 5.5 143

269 Cloning and Molecular Analyses of a Gibberellin 20-Oxidase Gene Expressed Specifically in Developing
Seeds of Watermelon. Plant Physiology, 1999, 121, 373-382. 5.5 40

270 Title is missing!. Plant Molecular Biology, 1999, 39, 35-44. 3.2 112
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271 Title is missing!. Plant Molecular Biology, 1999, 40, 419-429. 3.2 137

272 Title is missing!. Plant Molecular Biology, 1999, 40, 167-177. 3.2 128

273 Binary vectors for efficient transformation of rice. Journal of Plant Biology, 1999, 42, 310-316. 1.8 143

274 Molecular cloning and characterization of constans-like cDNA clones of the fuji apple. Journal of
Plant Biology, 1999, 42, 23-31. 1.8 24

275

Expression of the
            Escherichia coli
            Catabolic Threonine Dehydratase in
            Corynebacterium glutamicum
            and Its Effect on Isoleucine Production. Applied and Environmental Microbiology, 1999, 65,
3100-3107.

3.6 67

276 Ectopic Expression of Tobacco MADS Genes Modulates Flowering Time and Plant Architecture.
Molecules and Cells, 1999, 9, 576-586. 4.9 23

277 Title is missing!. Plant Molecular Biology, 1998, 38, 1021-1029. 3.2 233

278 Analysis of 176 expressed sequence tags generated from cDNA clones of hot pepper by single-pass
sequencing. Journal of Plant Biology, 1998, 41, 116-124. 1.8 13

279 The nopaline synthase (nos) promoter is inducible by UV-B radiation through a pathway dependent on
reactive oxygen species. Plant, Cell and Environment, 1998, 21, 1163-1171. 6.5 6

280 Secretion of Biologically Active Human Interleukin-2 and Interleukin-4 from Genetically Modified
Tobacco Cells in Suspension Culture. Protein Expression and Purification, 1998, 13, 45-52. 1.2 126

281 Expressed Sequence Tags of Radish Flower Buds and Characterization of a CONSTANS LIKE 1 Gene.
Molecules and Cells, 1998, 8, 452-458. 4.9 8

282 Expressed Sequence Tags of Fruits, Peels, and Carpels and Analysis of mRNA Expression Levels of the
Tagged cDNAs of Fruits from the Fuji Apple. Molecules and Cells, 1998, 8, 565-577. 4.9 8

283 Characterization of a Tobacco MADS-Box Gene Homologous to AGL2. Molecules and Cells, 1998, 8,
764-769. 4.9 2

284 Molecular Cloning and Characterization of a MADS-Box cDNA Clone of the Fuji Apple. Plant and Cell
Physiology, 1997, 38, 484-489. 3.4 38

285 Title is missing!. Biotechnology Letters, 1997, 19, 93-96. 1.9 62

286 Trends of genetic study of forest tree and development of useful traits for apple Biotechnology.
Journal of Plant Biology, 1997, 40, 164-169. 1.8 2

287 Characterization of Two Rice MADS Box Genes That Control Flowering Time. Molecules and Cells,
1997, 7, 559-566. 4.9 42

288 Enhanced Recovery of a Secreted Mammalian Protein from Suspension Culture of Genetically Modified
Tobacco Cells. Protein Expression and Purification, 1996, 7, 220-228. 1.2 72
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289 Promoter elements controlling developmental and environmental regulation of a tobacco ribosomal
protein gene L34. Plant Molecular Biology, 1996, 32, 1055-1065. 3.2 53

290 Identification and Characterization of Self Incompatibility Genes in the Fuji Apple. Molecules and
Cells, 1996, 6, 215-220. 4.9 1

291 Developmentally Regulated Expression of the Rice Calmodulin Promoter in Transgenic Tobacco Plants.
Molecules and Cells, 1996, 6, 541-546. 4.9 0

292 Phenotypic alterations of petal and sepal by ectopic expression of a rice MADS box gene in tobacco.
Plant Molecular Biology, 1995, 29, 1-10. 3.2 106

293 Effects of dimethyl sulfoxide on heavy chain monoclonal antibody production from plant cell
culture. Biotechnology Letters, 1995, 17, 463-468. 1.9 29

294 Induction of Nopaline Synthase Promoter Activity by H2O2 Has No Direct Correlation with Salicylic
Acid. Plant Physiology, 1995, 109, 1191-1197. 5.5 15

295 Characterization of two rice MADS box genes homologous to GLOBOSA. Plant Science, 1995, 109, 45-56. 4.0 109

296 Subcellular Localization of Actin Depolymerizing Factor in Mature and Germinating Pollen.
Molecules and Cells, 1995, 5, 224-229. 4.9 6

297 Abundance patterns of lily pollen cDNAs: characterization of three pollen-preferential cDNA clones.
Sexual Plant Reproduction, 1994, 7, . 1.0 10

298 Early flowering and reduced apical dominance result from ectopic expression of a rice MADS box
gene. Plant Molecular Biology, 1994, 26, 657-665. 3.2 150

299 Developmental and environmental regulation of two ribosomal protein genes in tobacco. Plant
Molecular Biology, 1994, 25, 761-770. 3.2 64

300 A 20 nucleotide upstream element is essential for the nopaline synthase (nos) promoter activity. Plant
Molecular Biology, 1994, 24, 105-117. 3.2 50

301 Regulatory genes controlling flowering time or floral organ development. Plant Molecular Biology,
1994, 25, 335-337. 3.2 7

302 Molecular cloning and characterization of anther-preferential cDNA encoding a putative
actin-depolymerizing factor. Plant Molecular Biology, 1993, 21, 39-45. 3.2 85

303 Identification of Methyl Jasmonate and Salicylic Acid Response Elements from the Nopaline Synthase
(nos) Promoter. Plant Physiology, 1993, 103, 97-103. 5.5 120

304 Nucleotide and Protein Sequences of 60S Ribosomal Protein L17 from Tobacco (Nicotiana tabacum L.).
Plant Physiology, 1993, 103, 1027-1028. 5.5 13

305 Structural Organization and Sequence Analysis of the Calmodulin Genes from Rice (Oryza sativa cv.) Tj ET
Q
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BT /Overlock 10 Tf 50 102 Td (IR36). Molecules and Cells, 1993, 3, 255-261.4.9 2

306 Inhibition of Sucrose Enhancer Effect of the Potato Proteinase Inhibitor II Promoter by Salicylic Acid.
Plant Physiology, 1992, 98, 1479-1483. 5.5 7
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307 Identification of G-Box Sequence as an Essential Element for Methyl Jasmonate Response of Potato
Proteinase Inhibitor II Promoter. Plant Physiology, 1992, 99, 627-631. 5.5 133

308 Effect of deletions 5? to the translation initiation sequence on the expression of an mRNA in animal
cells. Molecular Biology Reports, 1992, 16, 277-284. 2.5 4

309 Cloning of the cDNA for U1 small nuclear ribonucleoprotein particle 70K protein from Arabidopsis
thaliana. Biochimica Et Biophysica Acta Gene Regulatory Mechanisms, 1992, 1171, 88-92. 3.4 13

310

Pollen-specific expression of theArabidopsis thaliana Î±1-tubulin promoter assayed by Î²-glucuronidase,
chloramphenicol acetyltransferase and diphtheria toxin reporter genespromoter assayed by
Î²-glucuronidase, chloramphenicol acetyltransferase and diphtheria toxin reporter genes. Transgenic
Research, 1992, 1, 188-194.

1.8 12

311 The stability of foreign protein production in genetically modified plant cells. Plant Cell Reports, 1991,
10, . 3.8 30

312 Structural and functional analysis of promoter from gliadin, an endosperm-specific storage protein
gene of Triticum aestivum L.. Molecular Genetics and Genomics, 1991, 225, 65-71. 0.5 18

313 Sugar response element enhances wound response of potato proteinase inhibitor II promoter in
transgenic tobacco. Plant Molecular Biology, 1991, 17, 973-983. 3.2 54

314 Expression of DNA Coding for Diphtheria Toxin Chain A Is Toxic to Plant Cells. Plant Physiology, 1991,
95, 687-692. 5.5 41

315
Wound-inducible nuclear protein binds DNA fragments that regulate a proteinase inhibitor II gene
from potato.. Proceedings of the National Academy of Sciences of the United States of America, 1990,
87, 603-607.

7.5 82

316 Cultivation of plant cells in a stirred vessel: Effect of impeller design. Biotechnology and
Bioengineering, 1990, 35, 296-304. 3.9 84

317 Production of a foreign protein product with genetically modified plant cells. Enzyme and Microbial
Technology, 1990, 12, 533-538. 3.6 34

318 Nopaline Synthase Promoter Is Wound Inducible and Auxin Inducible. Plant Cell, 1990, 2, 225. 7.6 1

319 Nopaline synthase promoter is wound inducible and auxin inducible.. Plant Cell, 1990, 2, 225-233. 7.6 119

320 Cis-acting regulatory elements controlling temporal and organ-specific activity of nopaline synthase
promoter. Nucleic Acids Research, 1989, 17, 215-223. 15.5 17

321 Functional analysis of the 3' control region of the potato wound-inducible proteinase inhibitor II
gene.. Plant Cell, 1989, 1, 115-122. 7.6 166

322 Functional Analysis of the 3â€² Control Region of the Potato Wound-Inducible Proteinase Inhibitor II
Gene. Plant Cell, 1989, 1, 115. 7.6 86

323 Media and environmental effects on phenolics production from tobacco cell cultures.
Biotechnology and Bioengineering, 1989, 33, 1437-1444. 3.9 23

324 Response of plant tissue culture to a high shear environment. Enzyme and Microbial Technology, 1989,
11, 484-490. 3.6 68
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325 Three distinct regulatory elements comprise the upstream promoter region of the nopaline synthase
gene. Molecular Genetics and Genomics, 1989, 215, 294-299. 0.5 47

326 Structural and functional analyses of Arabidopsis thaliana chlorophyll a/b-binding protein (cab)
promoters. Plant Molecular Biology, 1989, 12, 169-179. 3.2 57

327
Expression of proteinase inhibitors I and II in transgenic tobacco plants: effects on natural defense
against Manduca sexta larvae.. Proceedings of the National Academy of Sciences of the United States
of America, 1989, 86, 9871-9875.

7.5 503

328 Molecular biology of wound-inducible proteinase inhibitors in plants. Plant, Cell and Environment,
1988, 11, 345-349. 6.5 44

329 Organ-Specific and Developmental Regulation of the Nopaline Synthase Promoter in Transgenic
Tobacco Plants. Plant Physiology, 1988, 88, 547-552. 5.5 87

330
Identification of upstream regulatory elements involved in the developmental expression of the
Arabidopsis thaliana cab1 gene.. Proceedings of the National Academy of Sciences of the United States
of America, 1988, 85, 8017-8021.

7.5 86

331
Wound-inducible expression of a potato inhibitor II-chloramphenicol acetyltransferase gene fusion in
transgenic tobacco plants. Proceedings of the National Academy of Sciences of the United States of
America, 1987, 84, 744-748.

7.5 188

332
Identification of an essential upstream element in the nopaline synthase promoter by stable and
transient assays. Proceedings of the National Academy of Sciences of the United States of America,
1987, 84, 5745-5749.

7.5 108

333 Integrated regulation of the photosynthetic gene family from Arabidopsis thaliana in transformed
tobacco cells. Molecular Genetics and Genomics, 1987, 207, 210-216. 0.5 23

334 A potential Z-DNA-forming sequence is an essential upstream element of a plant promoter. BioEssays,
1987, 7, 211-214. 2.1 15

335 Industrial application and genetic engineering of plant cell cultures. Enzyme and Microbial
Technology, 1986, 8, 260-265. 3.6 12

336 Both TATA box and upstream regions are required for the nopaline synthase promoter activity in
transformed tobacco cells. Molecular Genetics and Genomics, 1986, 203, 245-250. 0.5 62

337 Transformation of Tobacco, Tomato, Potato, and Arabidopsis thaliana Using a Binary Ti Vector System.
Plant Physiology, 1986, 81, 301-305. 5.5 258

338 Development of Plant Promoter Expression Vectors and Their Use for Analysis of Differential Activity
of Nopaline Synthase Promoter in Transformed Tobacco Cells. Plant Physiology, 1986, 81, 86-91. 5.5 314

339 A Tn3 lacZ transposon for the random generation of beta-galactosidase gene fusions: application to
the analysis of gene expression in Agrobacterium.. EMBO Journal, 1985, 4, 891-898. 7.3 406

340 Amphotericin B enhances efficiency of DNA-mediated gene transfer in mammalian cells. Somatic Cell
and Molecular Genetics, 1985, 11, 109-115. 1.3 6

341 New cloning vehicles for transformation of higher plants. EMBO Journal, 1985, 4, 277-284. 7.3 357

342 High Efficiency Transformation of Cultured Tobacco Cells. Plant Physiology, 1985, 79, 568-570. 5.5 474
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343 Mutations in the rplJ leader of Escherichia coli that abolish feedback regulation. Cell, 1983, 32, 361-369. 33.6 40

344 Expression vehicles used in recombinant DNA technology. Biotechnology Advances, 1983, 1, 205-227. 11.7 3
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