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l Paper IF Citations

173 TheLxacesLofLxungiLdatabaselLfungalLnamesLlinkedLwithLmorphologyXLphylogenyLandLhumanLimpactsZL
FungalgDiversityXL2015XLifXLeYcj 17.6 335

172 xungalLdiversityLnotesLcccâ��dgdâ��taxonomicLandLphylogeneticLcontributionsLtoLfungalLtaxaZLFungalg
DiversityXL2015XLigXLdiYdif 17.6 255

171 sLphylogeneticLevaluationLofLwhetherLendophytesLbecomeLsaprotrophsLatLhostLsenescenceZL
MicrobialgEcologyXL2007XLgeXLgikYkb 4.4 238

170 TheLamazingLpotentialLofLfungilLgbLwaysLweLcanLexploitLfungiLindustriallyZLFungalgDiversityXL2019XLkiXLcYceh17.6 236

169 OverweightLandLobesityLepidemicLinLdevelopingLcountrieslLaLproblemLwithLdietXLphysicalLactivityXLorL
socioeconomicLstatusqZLScientificgWorldgJournalugTheXL2014XLdbcfXLkhfdeh 2.2 230

168 xungalLdiversityLnotesLehiâ��fkblLtaxonomicLandLphylogeneticLcontributionsLtoLfungalLtaxaZLFungalg
DiversityXL2016XLjbXLcYdib 17.6 219

167 xamiliesLofLSordariomycetesZLFungalgDiversityXL2016XLikXLcYeci 17.6 164

166 xungalLdiversityLnotesLfkcâ��hbdlLtaxonomicLandLphylogeneticLcontributionsLtoLfungalLtaxaZLFungalg
DiversityXL2017XLjeXLcYdhc 17.6 134

165 PhylogeneticLrelationshipsLofLPestalotiopsisLandLalliedLgeneraLinferredLfromLribosomalLvNsL
sequencesLandLmorphologicalLcharactersZLMoleculargPhylogeneticsgandgEvolutionXL2002XLdgXLeijYkd 4.1 133

164 PhylogeneticLinvestigationsLofLSordariaceaeLbasedLonLmultipleLgeneLsequencesLandLmorphologyZL
MycologicalgResearchXL2006XLccbXLceiYgb 129

163 PhylogeneticLsignificanceLofLmorphologicalLcharactersLinLtheLtaxonomyLofLPestalotiopsisLspeciesZL
MoleculargPhylogeneticsgandgEvolutionXL2003XLdiXLeidYje 4.1 129

162 xungalLdiversityLnotesLhbeâ��ibjlLtaxonomicLandLphylogeneticLnotesLonLgeneraLandLspeciesZLFungalg
DiversityXL2017XLjiXLcYdeg 17.6 107

161 xungalLdiversityLnotesLkdkâ��cbeglLtaxonomicLandLphylogeneticLcontributionsLonLgeneraLandLspeciesL
ofLfungiZLFungalgDiversityXL2019XLkgXLcYdie 17.6 105

160 xungalLdiversityLnotesLibkâ��jeklLtaxonomicLandLphylogeneticLcontributionsLtoLfungalLtaxaLwithLanL
emphasisLonLfungiLonLRosaceaeZLFungalgDiversityXL2018XLjkXLcYdeh 17.6 101

159 UnambiguousLidentificationLofLfungilLwhereLdoLweLstandLandLhowLaccurateLandLpreciseLisLfungalL
vNsLbarcodingqZLIMAgFungusXL2020XLccXLcf 6.8 101

158 RankingLhigherLtaxaLusingLdivergenceLtimeslLaLcaseLstudyLinLvothideomycetesZLFungalgDiversityXL
2017XLjfXLigYkk 17.6 99

157 snLupdatedLphylogenyLofLSordariomycetesLbasedLonLphylogeneticLandLmolecularLclockLevidenceZL
FungalgDiversityXL2017XLjfXLdgYfc 17.6 99
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156 RibosomalLandLRPtdLvNsLsequenceLanalysesLsuggestLthatLSporidesmiumLandLmorphologicallyL
similarLgeneraLareLpolyphyleticZLMycologicalgResearchXL2006XLccbXLkchYdj 94

155 PhylogeneticsLandLevolutionLofLnematodeYtrappingLfungiLTOrbilialesULestimatedLfromLnuclearLandL
proteinLcodingLgenesZLMycologiaXL2005XLkiXLcbefYfh 2.4 87

154 Thailandâ��sLamazingLdiversitylLupLtoLkhQLofLfungiLinLnorthernLThailandLmayLbeLnovelZLFungalgDiversity
XL2018XLkeXLdcgYdek 17.6 84

153 sLsystematicLreviewLonLblackLpepperL ZUlLfromLfolkLusesLtoLpharmacologicalLapplicationsZLCriticalg
ReviewsgingFoodgSciencegandgNutritionXL2019XLgkXLSdcbYSdfe 11.5 82

152 xamiliesLofLbasedLonLmorphologicalLandLphylogeneticLevidenceZLStudiesgingMycologyXL2017XLjhXLdciYdkh 22.2 80

151 xungalLdiversityLnotesLcbehâ��ccgblLtaxonomicLandLphylogeneticLcontributionsLonLgeneraLandL
speciesLofLfungalLtaxaZLFungalgDiversityXL2019XLkhXLcYdfd 17.6 76

150 xruitLandLVegetableL’ntakelLtenefitsLandLProgressLofLNutritionLwducationL’nterventionsYLNarrativeL
ReviewLsrticleZLIraniangJournalgofgPublicgHealthXL2015XLffXLcebkYdc 0.7 74

149 xungalLdiversityLnotesLccgcâ��cdihlLtaxonomicLandLphylogeneticLcontributionsLonLgeneraLandL
speciesLofLfungalLtaxaZLFungalgDiversityXL2020XLcbbXLgYdii 17.6 62

148 xreshwaterLSordariomycetesZLFungalgDiversityXL2019XLkkXLfgcYhhb 17.6 59

147 viversityXLmorphologyLandLmolecularLphylogenyLofLvothideomycetesLonLdecayingLwildLseedLpodsL
andLfruitsZLMycosphereXL2019XLcbXLcYcjh 10.9 59

146 TheLnumbersLofLfungilLisLtheLdescriptiveLcurveLflatteningqZLFungalgDiversityXL2020XLcbeXLdckYdic 17.6 58

145 TheLrankingLofLfungilLaLtributeLtoLvavidL ZLzawksworthLonLhisLibthLbirthdayZLFungalgDiversityXL2017XL
jfXLcYde 17.6 56

144 SequenceLdataLrevealsLphylogeneticLaffinitiesLofLfungalLanamorphsLtahusutrabeejaXLviplococciumXL
NatarajaniaXLPaliphoraXLPolyschemaXLRattaniaLandLSpadicoidesZLFungalgDiversityXL2010XLffXLchcYchk 17.6 55

143 PhylogeneticLutilityLofLproteinLTRPtdXLbetaYtubulinULandLribosomalLT SUXLSSUULgeneLsequencesLinLtheL
systematicsLofLSordariomycetesLTsscomycotaXLxungiUZLAntoniegVangLeeuwenhoekXL2007XLkcXLediYfk 2.1 54

142 TheLfamilyLPleosporaceaelLintergenericLrelationshipsLandLphylogeneticLperspectivesLbasedLonL
sequenceLanalysesLofLpartialLdjSLrvNsZLMycologiaXL2006XLkjXLgicYje 2.4 52

141 uulturalLstudiesLcoupledLwithLvNsLbasedLsequenceLanalysesLandLitsLimplicationLonLpigmentationLasL
aLphylogeneticLmarkerLinLPestalotiopsisLtaxonomyZLMoleculargPhylogeneticsgandgEvolutionXL2010XLgiXLgdjYeg4.1 51

140 wthnopharmacologyXLPhytochemistryXLandLylobalLvistributionLofLMangrovesYsLuomprehensiveL
ReviewZLMarinegDrugsXL2019XLciXL 6 49

139 PhylogeneticsLandLevolutionLofLnematodeYtrappingLfungiLTOrbilialesULestimatedLfromLnuclearLandL
proteinLcodingLgenesZLMycologiaXL2005XLkiXLcbefYcbfh 2.4 48

(2005-2006)
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138 TaxonomicLcircumscriptionLofLviaporthalesLbasedLonLmultigeneLphylogenyLandLmorphologyZLFungalg
DiversityXL2018XLkeXLdfcYffe 17.6 41

137 TheLpolyphyleticLnatureLofLPleosporaleslLanLexampleLfromLMassariosphaeriaLbasedLonLrvNsLandL
RtPdLgeneLphylogeniesZLMycologicalgResearchXL2007XLcccXLcdhjYih 40

136 uanLweLuseLenvironmentalLvNsLasLholotypesqZLFungalgDiversityXL2018XLkdXLcYeb 17.6 39

135 PhylogeneticLrevisionLofLTXLULandLalliedLgeneraZLStudiesgingMycologyXL2017XLjiXLdbiYdgh 22.2 39

134 MultiYgeneLphylogenyLandLmorphotaxonomyLofLsmniculicolaLlignicolalLaLnovelLfreshwaterLfungusL
fromLxranceLandLitsLrelationshipsLtoLtheLPleosporalesZLMycologicalgResearchXL2008XLccdXLccjhYkf 37

133 MolecularLsystematicsLofLtheLsmphisphaeriaceaeLbasedLonLcladisticLanalysesLofLpartialL SULrvNsL
geneLsequencesZLMycologicalgResearchXL2003XLcbiXLcekdYfbd 34

132 OneLstopLshopL’’lLtaxonomicLupdateLwithLmolecularLphylogenyLforLimportantLphytopathogenicL
generalLdhâ��gbLTdbckUZLFungalgDiversityXL2019XLkfXLfcYcdk 17.6 34

131 MolecularLsystematicsLofLZopfiellaLandLalliedLgeneralLevidenceLfromLmultiYgeneLsequenceLanalysesZL
MycologicalgResearchXL2006XLccbXLegkYhj 32

130 xungalLtaxonomyLandLsequenceYbasedLnomenclatureZLNaturegMicrobiologyXL2021XLhXLgfbYgfj 26.6 32

129 TaxonomicLandLphylogeneticLcontributionsLtoLfungiLassociatedLwithLtheLinvasiveLweedL
uhromolaenaLodorataLTSiamLweedUZLFungalgDiversityXL2020XLcbcXLcYcig 17.6 31

128 uonsumerLknowledgeLandLattitudesLtowardLnutritionalLlabelsZLJournalgofgNutritiongEducationgandg
BehaviorXL2014XLfhXLeefYfb 2 31

127 viversityLandLabundanceLofLnematodeYtrappingLfungiLfromLdecayingLlitterLinLterrestrialXLfreshwaterL
andLmangroveLhabitatsZLBiodiversitygandgConservationXL2009XLcjXLchkgYcicf 3.4 30

126 MolecularLPhylogenyLandLMorphologicalLuharacterizationLofLssexualLxungiLTTubeufiaceaeULfromL
xreshwaterLzabitatsLinLYunnanXLuhinaZLCryptogamieugMycologieXL2017XLejXLdiYge 1.4 30

125 RefinedLfamiliesLofLvothideomyceteslLordersLandLfamiliesLincertaeLsedisLinLvothideomycetesZL
FungalgDiversityXL2020XLcbgXLciYecj 17.6 29

124 lLmoreLthanLaLnodeLorLaLfootYshapedLbasalLcellZLStudiesgingMycologyXL2021XLkjXLcbbcch 22.2 28

123 ThyridariellaXLaLnovelLmarineLfungalLgenusLfromL’ndialLmorphologicalLcharacterizationLandL
phylogenyLinferredLfromLmultigeneLvNsLsequenceLanalysesZLMycologicalgProgressXL2018XLciXLikcYjbf 1.9 25

122 zealthyLvietLandLNutritionLwducationLProgramLamongLWomenLofLReproductiveLsgelLsLNecessityLofL
MultilevelLStrategiesLorLuommunityLResponsibilityZLHealthgPromotiongPerspectivesXL2015XLgXLcchYdi 3.1 25

121 terkleasmiumLcrunisiaLspZLnovZLandLitsLphylogeneticLaffinitiesLtoLtheLPleosporalesLbasedLonLcjSLandL
djSLrvNsLsequenceLanalysesZLMycologiaXL2007XLkkXLeijYejf 2.4 25
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120 ’nvestigatingLspeciesLboundariesLinLuolletotrichumZLFungalgDiversityXL2021XLcbiXLcbiYcdi 17.6 25

119 sLtaxonomicLreassessmentLofLTubeufialesLbasedLonLmultiYlocusLphylogenyLandLmorphologyZLFungalg
DiversityXL2018XLkdXLcecYeff 17.6 24

118 xungicolousLfungilLterminologyXLdiversityXLdistributionXLevolutionXLandLspeciesLchecklistZLFungalg
DiversityXL2019XLkgXLeeiYfeb 17.6 23

117 todyLWeightLPerceptionLandLWeightLuontrolLPracticesLamongLTeenagersZLISRNgNutritionXL2013XL
dbceXLekgcdg 23

116 MorphologicalLandLmolecularLcharacterizationLofsquaticheirosporaLandLphylogeneticsLofL
MassarinaceaeLTPleosporalesUZLBotanicalgJournalgofgthegLinneangSocietyXL2007XLcggXLdjeYdkh 2.2 23

115 ’mportanceLofLwxclusiveLtreastfeedingLandLuomplementaryLxeedingLamongL’nfantsZLCurrentg
ResearchgingNutritiongandgFoodgScienceXL2014XLdXLghYid 1.1 23

114 ’sLthereLanLassociationLbetweenLsocioeconomicLstatusLandLbodyLmassLindexLamongLadolescentsLinL
MauritiusqZLScientificgWorldgJournalugTheXL2012XLdbcdXLigbhgk 2.2 21

113 vNsLtasedL’dentificationLandLPhylogeneticLuharacterisationLofLwndophyticLandLSaprobicLxungiL
fromLsntidesmaLmadagascarienseXLaLMedicinalLPlantLinLMauritiusZLJournalgofgMycologyXL2013XLdbceXLcYcb 21

112 RibosomalLvNsLphylogeniesLofLuyathuslL’sLtheLcurrentLinfragenericLclassificationLappropriateqZL
MycologiaXL2007XLkkXLejgYekg 2.4 21

111 NovelLfungalLspeciesLofLPhaeosphaeriaceaeLwithLanLasexualasexualLmorphLconnectionZLMycosphereXL
2017XLjXLcjcjYcjef 10.9 20

110 TaxonomyLandLmultigeneLphylogeneticLevaluationLofLnovelLspeciesLinLtoeremiaLandLwpicoccumLwithL
newLrecordsLofLsscochytaLandLvidymellaLTvidymellaceaeUZLMycosphereXL2017XLjXLcbjbYccbc 10.9 20

109 NomenclaturalLandLidentificationLpitfallsLofLendophyticLmycotaLbasedLonLvNsLsequenceLanalysesLofL
ribosomalLandLproteinLgenesLphylogeneticLmarkerslLsLtaxonomicLdeadLendqZLMycosphereXL2017XLjXLcjbdYcjci10.9 19

108 SuccessionLofLmicrofungalLcommunitiesLonLdecayingLleavesLofLuastanopsisLfissaZLCanadiangJournalg
ofgMicrobiologyXL2005XLgcXLkhiYif 3.2 18

107 OneLstopLshopL’VlLtaxonomicLupdateLwithLmolecularLphylogenyLforLimportantLphytopathogenicL
generalLihâ��cbbLTdbdbUZLFungalgDiversityXL2020XLcbeXLjiYdcj 17.6 18

106 MolecularLtaxonomyLandLmorphologicalLcharacterizationLrevealLnewLspeciesLandLnewLhostLrecordsL
ofLTorulaLspeciesLTTorulaceaeXLPleosporalesUZLMycologicalgProgressXL2017XLchXLffiYfhc 1.9 17

105 PitfallsLofLUsingLtodyLMassL’ndexLTtM’ULinLsssessmentLofLObesityLRiskZLCurrentgResearchgingNutritiong
andgFoodgScienceXL2013XLcXLicYih 1.1 17

104 xungalLdiversityLnotesLcejiYcgcclLtaxonomicLandLphylogeneticLcontributionsLonLgeneraLandLspeciesL
ofLfungalLtaxaZZLFungalgDiversityXL2021XLcccXLcYeeg 17.6 17

103 MorphologicalLandLphylogeneticLcharacterisationLofLnovelLspeciesLassociatedLwithLmangrovesZL
MycoKeysXL2018XLkeYcdb 2.4 16

(2018-2021)
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102 OneLstopLshopL’’’lLtaxonomicLupdateLwithLmolecularLphylogenyLforLimportantLphytopathogenicL
generalLgcâ��igLTdbckUZLFungalgDiversityXL2019XLkjXLiiYchb 17.6 16

101 MorphologicalLandLmolecularLtaxonomyLofLnovelLspeciesLPleurotheciaceaeLfromLfreshwaterL
habitatsLinLYunnanXLuhinaZLMycologicalgProgressXL2018XLciXLgccYgeb 1.9 15

100 TaxonomyLandLmolecularLphylogenyLofLsrthrobotrysLmangrovisporaXLaLnewLmarineL
nematodeYtrappingLfungalLspeciesZLBotanicagMarinaXL2008XLgcXL 1.8 15

99 PhylogeneticLrelationshipsLofLNemaniaLplumbeaLspZLnovZLandLrelatedLtaxaLbasedLonLribosomalL’TSL
andLRPtdLsequencesZLMycologicalgResearchXL2007XLcccXLekdYfbd 14

98 TheLfamilyLPleosporaceaelLintergenericLrelationshipsLandLphylogeneticLperspectivesLbasedLonL
sequenceLanalysesLofLpartialLdjSLrvNsZLMycologiaXL2006XLkjXLgicYgje 2.4 14

97 MorphologyLandLmultigeneLphylogenyLrevealLnewLgenusLandLspeciesLofLTorulaceaeLfromL
freshwaterLhabitatsLinLnorthwesternLYunnanXLuhinaZLMycologicalgProgressXL2018XLciXLgecYgfg 1.9 13

96 UntargetedLMetabolomicLProfilingXLMultivariateLsnalysisLandLtiologicalLwvaluationLofLtheLTrueL
MangroveLTL amZUZLAntioxidantsXL2019XLjXL 7.1 13

95 sLpolyphasicLapproachLtoLdelineateLspeciesLinLtipolarisZLFungalgDiversityXL2020XLcbdXLddgYdgh 17.6 13

94 MetatranscriptomicsLanalysisLofLmangrovesLhabitatsLaroundLMauritiusZLWorldgJournalgofg
MicrobiologygandgBiotechnologyXL2018XLefXLgk 4.4 12

93 PhylogeneticLcharacterizationLofLtwoLnovelL—amalomycesLspeciesLinLTubeufiaceaeLTTubeufialesUZL
MycologicalgProgressXL2018XLciXLhfiYhhb 1.9 12

92 ziddenLmycotaLofLpineLneedleslLMolecularLsignaturesLfromLPuRYvyywLandLRibosomalLvNsL
phylogeneticLcharacterizationLofLnovelLphylotypesZLScientificgReportsXL2018XLjXLcjbge 4.9 12

91 TaxonomyLandLtheLevolutionaryLhistoryLofLMicropeltidaceaeZLFungalgDiversityXL2019XLkiXLekeYfeh 17.6 11

90 PhylogeneticsLandLantibacterialLpropertiesLofLexopolysaccharidesLfromLmarineLbacteriaLisolatedL
fromLMauritiusLseawaterZLAnnalsgofgMicrobiologyXL2019XLhkXLkgiYkid 3.2 11

89 sssessmentLofLtheLPharmacologicalLPropertiesLandLPhytochemicalLProfileLofLT ZUL amLUsingLinLVitroL
StudiesXLinLSilicoLvockingXLandLMultivariateLsnalysisZLBiomoleculesXL2020XLcbXL 5.9 11

88 vietaryLintakeLandLlifestyleLbehaviorsLofLchildrenLinLMauritiusZLHeliyonXL2018XLfXLebbgfh 3.6 11

87 MetabarcodingLrevealsLdifferencesLinLfungalLcommunitiesLbetweenLunfloodedLversusLtidalLflatLsoilL
inLcoastalLsalineLecosystemZLSciencegofgthegTotalgEnvironmentXL2019XLhkbXLkccYkdd 10.2 11

86 sLfamilyLlevelLrvNsLbasedLphylogenyLofLuucurbitariaceaeLandLxenestellaceaeLwithLdescriptionsLofL
newLxenestellaLspeciesLandLNeocucurbitariaLgenZLnovZZLMycosphereXL2017XLjXLekiYfcf 10.9 11

85 MorphologicalLcharacterizationLandLvNsLbasedLtaxonomyLofLxusiconidiumLgenZLnovZLwithLtwoLnovelL
taxaLwithinLMelanommataceaeLTPleosporalesUZLPhytotaxaXL2017XLebjXLdbh 0.7 10
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84 wffectivenessLofLaLtheoryYdrivenLnutritionalLeducationLprogramLinLimprovingLcalciumLintakeLamongL
olderLMauritianLadultsZLScientificgWorldgJournalugTheXL2013XLdbceXLigbcdj 2.2 10

83 genZLetLspZLnovZLTPhaeosphaeriaceaeXLPleosporalesULonLTPoaceaeULfromLSichuanLProvinceXLuhinaZL
MycoKeysXL2019XLcckYcgb 2.4 10

82 StriatiguttulaceaeXLaLnewLpleosporaleanLfamilyLtoLaccommodateLandLgenZLnovZLfromLpalmsZL
MycoKeysXL2019XLfkXLkkYcdk 2.4 10

81 MycosphereLwssaysLdblLTherapeuticLpotentialLofLyanodermaLspecieslL’nsightsLintoLitsLuseLasL
traditionalLmedicineZLMycosphereXL2017XLjXLchgeYchkf 10.9 10

80 TaxonomicLRearrangementLofsnthostomellaTXylariaceaeULtasedLonLaLMultigeneLPhylogenyLandL
MorphologyZLCryptogamieugMycologieXL2016XLeiXLgbkYgej 1.4 10

79 sLMechanisticLReviewLonLMedicinalLMushroomsYverivedLtioactiveLuompoundslLPotentialL
MycotherapyLuandidatesLforLslleviatingLNeurologicalLvisordersZLPlantagMedicaXL2020XLjhXLcchcYccig 3.1 10

78 MorosphaeriaLmuthupetensisLspZLnovZLTMorosphaeriaceaeULfromL’ndialLmorphologicalL
characterizationLandLmultigeneLphylogeneticLinferenceZLBotanicagMarinaXL2018XLhcXLekgYfbg 1.8 10

77 MorphoYmolecularLcharacterizationLofLPeroneutypaLTviatrypaceaeXLXylarialesULwithLtwoLnovelL
speciesLfromLThailandZLPhytotaxaXL2018XLeghXLc 0.7 9

76
sLScientificLsssessmentLofLSociodemographicLxactorsXLPhysicalLsctivityL evelXLandLNutritionalL
—nowledgeLasLveterminantsLofLvietaryLQualityLamongL’ndoYMauritianLWomenZLJournalgofgNutritiong
andgMetabolismXL2013XLdbceXLgidced

2.7 9

75 terkleasmiumLcrunisiaLspZLnovZLandLitsLphylogeneticLaffinitiesLtoLtheLPleosporalesLbasedLonLcjSLandL
djSLrvNsLsequenceLanalysesZLMycologiaXL2007XLkkXLeijYjf 2.4 9

74 MorphophylogeneticLstudyLofLSydowiellaceaeLrevealsLseveralLnewLgeneraZLMycosphereXL2017XLjXLcidYdci10.9 9

73 TvactylosporaceaeXLwurotiomycetesXLxungiULaLNovelL ignicolousLyenusZLFrontiersgingMicrobiologyXL
2020XLccXLfgh 5.7 9

72 MorphologicalLandLmolecularLtaxonomyLofL–ahnulaLdianchiaLspZLnovZLT–ahnulalesULfromLsubmergedL
woodLinLvianchiL akeXLYunnanLuhinaZLMycologicalgProgressXL2018XLciXLgfiYggg 1.9 8

71  ecanicilliumLsubprimulinumLTuordycipitaceaeXLzypocrealesUXLaLnovelLspeciesLfromLtaoshanXL
YunnanZLPhytotaxaXL2018XLefjXLkk 0.7 8

70 RibosomalLvNsLphylogeniesLofLuyathuslLisLtheLcurrentLinfragenericLclassificationLappropriateqZL
MycologiaXL2007XLkkXLejgYkg 2.4 8

69 NovelLTaxaLwithinLNectriaceaeluosmosporellagenZLnovZLandsquanectriaspZLnovZLfromLxreshwaterL
zabitatsLinLuhinaZLCryptogamieugMycologieXL2018XLekXLchkYckd 1.4 8

68 sLPreLandLPostLSurveyLtoLvetermineLwffectivenessLofLaLvietitianYtasedLNutritionLwducationL
StrategyLonLxruitLandLVegetableL’ntakeLandLwnergyL’ntakeLamongLsdultsZLNutrientsXL2016XLjXLcdi 6.7 8

67 ’sLaLNutritionLwducationL’nterventionLsssociatedLwithLaLzigherL’ntakeLofLxruitLandLVegetablesLandL
’mprovedLNutritionalL—nowledgeLamongLzousewivesLinLMauritiusqZLNutrientsXL2016XLjXL 6.7 8

(2016-2013)
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66 SimplifiedLandLefficientLvNsLextractionLprotocolLforLMeliolaceaeLspecimensZLMycologicalgProgressXL
2018XLciXLfbeYfcg 1.9 8

65 MultigeneLphylogeneticLcharacterisationLofLuolletotrichumLartocarpicolaLspZLnovZLfromLsrtocarpusL
heterophyllusLinLnorthernLThailandZLPhytotaxaXL2019XLfcjXLdieYdjh 0.7 7

64 MelanocamarosporioidesLugamicaLgenZLetLspZLnovZXLaLnovelLmemberLofLtheLfamilyL
MelanommataceaeLfromLUzbekistanZLMycologicalgProgressXL2019XLcjXLficYfjc 1.9 7

63 MarinophialophoraLgarethjonesiiLgenZLetLspZLnovZlLaLnewLhyphomyceteLassociatedLwithLzalocyphinaL
fromLmarineLhabitatsLinLThailandZLPhytotaxaXL2018XLefgXLc 0.7 7

62 MultigeneLphylogeneticLanalysesLtoLestablishLnewLValsariaLspeciesLandLtaxonomicLsignificanceLofL
sporeLornamentationZLPLoSgONEXL2019XLcfXLebdcikjd 3.7 7

61 MultigeneLPhylogenyLuoupledLwithLMorphologicalLuharacterizationLRevealLTwoLNewLSpeciesL
ofzolmiellaandLTaxonomicL’nsightsLwithinLPatellariaceaeZLCryptogamieugMycologieXL2018XLekXLckeYdbk 1.4 7

60 ’ntegratingLvifferentL inesLofLwvidenceLtoLwstablishLaLNovelLsscomyceteLyenusLandLxamilyLTXLULinZL
JournalgofgFungigpBaselugSwitzerlandrXL2021XLiXL 5.6 7

59 PharmaceuticalLPotentialLofLMarineLxungalLwndophytesZLReferencegSeriesgingPhytochemistryXL2019XLcYde 0.7 6

58 NeoastrosphaeriellaLaquaticaLspZLnovZLTsigialaceaeUXLaLnewLspeciesLfromLfreshwaterLhabitatLinL
southernLThailandZLPhytotaxaXL2019XLekcXLcki 0.7 6

57 UnravellingLevolutionaryLrelationshipsLbetweenLepifoliarLMeliolaceaeLandLangiospermsZLJournalgofg
SystematicsgandgEvolutionXL2020XL 2.9 6

56 sLsystematicLreviewLofLfactorsLaffectingLenergyLintakeLofLadolescentLgirlsZLAfricangHealthgSciencesXL
2016XLchXLkcbYkdd 1.1 6

55 wquiseticolaLgenZLnovZLTPhaeosphaeriaceaeUXLfromLwquisetumLspZLinL’talyZLPhytotaxaXL2016XLdjfXLchk 0.7 6

54 TropicalLxungiZLMycologyXL2005XLkeYccg 6

53 spZLnovZLTPhaeosphaeriaceaeXLPleosporalesULonLfromL’talyZLMycoKeysXL2018XLegYfh 2.4 6

52 tetaYtubulinLandLsctinLgeneLphylogenyLsupportsLasLaLnewLspeciesLfromLfreshwaterLhabitatsLinL
uhinaZLMycoKeysXL2018XLcYcg 2.4 6

51 MorphoYPhyloLTaxonomyLofLNovelLvothideomycetousLxungiLsssociatedLWithLveadLWoodyLTwigsLinL
YunnanLProvinceXLuhinaZLFrontiersgingMicrobiologyXL2021XLcdXLhgfhje 5.7 6

50
MorphYmolecularLcharacterizationLofLMeiraLnicotianaeLspZLnovZXLaLnovelLbasidiomycetousXL
anamorphicLyeastYlikeLfungusLassociatedLwithLgrowthLimprovementLinLtobaccoLplantZLPhytotaxaXL
2018XLehgXLchk

0.7 6

49 RhytidhysteronLmangroveiLTzysteriaceaeUXLaLnewLspeciesLfromLmangrovesLinLPhetchaburiLProvinceXL
ThailandZLPhytotaxaXL2019XLfbcXLchh 0.7 5
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48 MultiYgeneLphylogenyLandLmorphotaxonomyLofLPhaeosphaeriaLampeliLspZLnovZLfromLxicusLampelasL
andLaLnewLrecordLofLPZLmusaeLfromLRoystoneaLregiaZLPhytotaxaXL2019XLfbhXLcccYcdj 0.7 5

47 TaxonomyLandLmolecularLphylogenyLofLThyrostromaLephedricolaLspZLnovZLTvothidotthiaceaeULandL
proposalLforLThyrostromaLjaczewskiiLcombZLnovZZLPhytotaxaXL2019XLfchXLdfeYdgh 0.7 5

46 PhylogeneticLandLmorphologicalLcharacterizationLofLtyssosphaeriaLmacarangaeLspZLnovZXLandLtZL
taiwanenseLspZLnovZLfromLMacarangaLtanariusZLPhytotaxaXL2018XLehfXLdcc 0.7 5

45 MultigeneLphylogeneticsLofLPolycephalomycesLTOphiocordycipitaceaeXLzypocrealesUXLwithLtwoLnewL
speciesLfromLThailandZLScientificgReportsXL2018XLjXLcjbji 4.9 5

44 RibosomalLandLProteinLyeneLPhylogenyLRevealsLNovelLSaprobicLxungalLSpeciesLxromLandZLFrontiersg
ingMicrobiologyXL2020XLccXLcebe 5.7 4

43 MultigeneLphylogenyLandLtaxonomyLofLvendryphionLhydei´ andLTorulaLhydei´ sppZLnovZLfromL
herbaceousLlitterLinLnorthernLThailandZLPLoSgONEXL2020XLcgXLebddjbhi 3.7 4

42 RevisitingLtheLtaxonomyLofLvaruvediaLbacillataZLMycotaxonXL2011XLccfXLcegYcff 0.5 4

41 snLsnalysisLofLuontributorsLtoLwnergyL’ntakeLsmongLMiddleLsgedLandLwlderlyLsdultsZLCurrentg
ResearchgingNutritiongandgFoodgScienceXL2016XLfXLbjYcj 1.1 4

40
tiscogniauxiaLdendrobiiLspZLnovZLandLtZLpetrensisLfromLvendrobiumLorchidsLandLtheLfirstLreportLofL
cytotoxicityLTtowardsLsgfkLandL—ghdULofLtZLpetrensisLTMx UuuLcfYbcgcULinLvitroZLSouthgAfricang
JournalgofgBotanyXL2020XLcefXLejdYeke

2.9 4

39 OralLdysbacteriosisLinLtypeLdLdiabetesLandLitsLroleLinLtheLprogressionLtoLcardiovascularLdiseaseZL
AfricangHealthgSciencesXL2017XLciXLcbjdYcbkc 1.1 4

38 PharmaceuticalLPotentialLofLMarineLxungalLwndophytesZLReferencegSeriesgingPhytochemistryXL2019XLdjeYebg0.7 3

37 TaxonomicLPositionLofMelomastiaLitalicaLspZLnovZandLPhylogeneticLReappraisalLofL
vyfrolomycetalesZLCryptogamieugMycologieXL2017XLejXLgbiYgdg 1.4 3

36 sntimicrobialLpropertiesLofLmarineLfungiLfromLspongesLandLbrownLalgaeLofLMauritiusZZLMycologyXL
2021XLcdXLdecYdff 3.7 3

35 MucoraleanLxungiLinLThailandlLNovelLSpeciesLofLsbsidiaLfromLTropicalLxorestLSoilZLCryptogamieug
MycologieXL2021XLfdXL 1.4 3

34 ReappraisalLofLinLvictyosporiaceaeXLPleosporaleslL’ntroducingLspZLnovZLandLcombZLetLgenZLnovZLtasedL
onLMorphologyLandLPhylogenyZLFrontiersgingMicrobiologyXL2021XLcdXLhghdeg 5.7 3

33 WhereLareLtheLbasalLfungiqLuurrentLstatusLonLdiversityXLecologyXLevolutionXLandLtaxonomyZLBiologiag
pPolandrXL2021XLihXLfdcYffb 1.5 3

32 SaprobicL ophiostomataceaeLTvothideomycetesUlLPseudolophiostomaLmangiferaeLspZLnovZLandL
NeovaginatisporaLfuckeliiXLaLnewLrecordLfromLMangiferaLindicaZLPhytotaxaXL2018XLehfXLcgi 0.7 3

31 tiodiversityLofL ignicolousLxreshwaterLzyphomycetesLfromLuhinaLandLThailandLandLvescriptionLofL
SixteenLSpeciesZLJournalgofgFungigpBaselugSwitzerlandrXL2021XLiXL 5.6 3
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30 sLpilotLstudyLtoLinvestigateLenergyLintakeLandLfoodLfrequencyLamongLmiddleLagedLandLelderlyL
peopleLinLMauritiusZLMediterraneangJournalgofgNutritiongandgMetabolismXL2017XLcbXLhcYii 1.3 2

29 MorphologyLandLphylogenyLofLstrocalyxLacervatusLspZLnovZLT ophiotremataceaeULfromLscerLspeciesZL
PhytotaxaXL2018XLeeeXLckk 0.7 2

28 TaxonomyLandLphylogenyLofL eptosilliaLcordylineaLspZLnovZLfromLuhinaZLPhytotaxaXL2020XLfegXLdceYddh 0.7 2

27 sdditionsLtoLuhaetothyriaceaeLTuhaetothyrialesUlLgenZLnovZLandLXLaLnewLhostLrecordLfromLdecayingL
leavesLofZLMycoKeysXL2019XLhcXLkcYcbk 2.4 2

26 NewLhostLandLdistributionalLrecordsLforLuamarosporidiellaLinL’talyXLRussiaXLandLUkraineZLMycotaxonXL
2021XLcehXLfgcYfjk 0.5 2

25 xiveLNovelLTaxaLfromLxreshwaterLzabitatsLandLNewLTaxonomicL’nsightsLofLPleurothecialesLandL
SavoryellomycetidaeZLJournalgofgFungigpBaselugSwitzerlandrXL2021XLiXL 5.6 2

24 MorphologyLandLphylogenyLrevealLStemphyliumLdianthiLspZLnovZLandLnewLhostLrecordsLforLtheL
sexualLmorphsLofSZLbeticolaXLSZLgracilariaeXLSZLsimmonsiiLandLSZLvesicariumfrZLPhytotaxaXL2019XLfccXLdfeYdhe0.7 1

23 snimalLmodelsLforLSsRSYuoVYdLandLSsRSYuoVYcLpathogenesisXLtransmissionLandLtherapeuticL
evaluationZZLWorldgJournalgofgVirologyXL2022XLccXLfbYgh 6.9 1

22 TaxonomicLstudiesLofLsomeLoftenLoverYlookedLviaporthomycetidaeLandLSordariomycetidaeZLFungalg
DiversityXL2021XLcccXLffe 17.6 1

21 MorphoYmolecularLdiversityLofL inocarpaceaeLTuhaetosphaerialesUlLgenZLnovZLfromLdecayingL
branchesLofZLMycoKeysXL2020XLibXLcYci 2.4 1

20 ’sLSoftLvrinkLuonsumptionL inkedLtoLzigherLtodyLMassL’ndexLandLwnergyL’ntakeLsmongLsdultsLinL
MauritiusqZLCurrentgResearchgingNutritiongandgFoodgScienceXL2019XLiXLidgYiei 1.1 1

19 MarineLxungalLwcologyLinLtheLMolecularLwraL2019XLcfeYcjb 1

18 sLmorphoYmolecularLreYappraisalLofLPolystigmaLfulvumLandLPZLrubrumLTPolystigmaXL
PolystigmataceaeUZLPhytotaxaXL2019XLfddXLdbkYddf 0.7 1

17 sLNovelLSpeciesLofLWithL’nhibitoryLwffectsLsgainstLandLxungalLPathogensL’nducingLuitrusLviseasesZL
FrontiersgingCellulargandgInfectiongMicrobiologyXL2020XLcbXLhbfgbf 5.9 1

16 NovelLtaxaLandLspeciesLdiversityLofLsensuLlatoLTzypocrealesXLsscomycotaULdevelopingLonLwirewormsL
TwlateroideaLandLTenebrionoideaXLuoleopteraUZLMycoKeysXL2021XLijXLikYcci 2.4 1

15 sTMTLtransformationLefficienciesLwithLnativeLpromotersLinLtotryosphaeriaLkuwatsukaiLcausingLringL
rotLdiseaseLinLpearZLWorldgJournalgofgMicrobiologygandgBiotechnologyXL2018XLefXLcik 4.4 1

14 SpeciesLconceptsLofLvothideomyceteslLclassificationXLphylogeneticLinconsistenciesLandLtaxonomicL
standardizationZLFungalgDiversityXL2021XLcbkXLdje 17.6 1

13 ’nsightLintoLtheLSystematicsLofLNovelLwntomopathogenicLxungiLsssociatedLwithLsrmoredLScaleL
’nsectXLTzemipteralLviaspididaeULinLuhinaZLJournalgofgFungigpBaselugSwitzerlandrXL2021XLiXL 5.6 1
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12 sntioxidantLandLuytotoxicLsctivitiesLofLwxopolysaccharidesLfromLslcaligenesLfaecalisLSpeciesL
’solatedLfromLtheLMarineLwnvironmentLofLMauritiusZLJournalgofgPolymersgandgthegEnvironmentXc 4.5 1

11 tiphasicLtaxonomicLapproachesLforLgenericLrelatednessLandLphylogeneticLrelationshipsLofL
TeichosporaceaeZLFungalgDiversityXL2021XLccbXLckkYdfc 17.6 0

10 MorphologicalLandLphylogeneticLcharacterizationLofLfungiLwithinLtambusicolaceaelLintroducingLtwoL
newLspeciesLfromLtheLyreaterLMekongLSubregionZLMycologicalgProgressXL2021XLdbXLidcYied 1.9 0

9
MolecularLcharacterizationLofLmarineLfungiLassociatedLwithLzaliclonaLspZLTspongeULandLTurbinariaL
conoidesLandLSargassumLportierianumLTbrownLalgaeUZLProceedingsgofgthegNationalgAcademygofg
SciencesgIndiagSectiongBgvgBiologicalgSciencesXL2021XLkcXLhfeYhgh

1.4 0

8 scremoniumLarthriniiLspZLnovZXLaLmycopathogenicLfungusLonLsrthriniumLyunnanumZLPhytotaxaXL2019XL
fdbXLdjeYdkk 0.7 0

7 PlantLyrowthYPromotingLPotentialsLofLwndophyticLxungiLforLtheLManagementLofLsgriculturalLuropsL
andLyrassesL2020XLcbgYcdb

6 snL’nvestigationL’ntoLzowLxarLvoLResidentsLsdoptLMeasuresLtoLReduceLMicrobialLzazardsLvuringL
xoodLzandlingZLCurrentgResearchgingNutritiongandgFoodgScienceXL2017XLgXLbhYcf 1.1

5 truguieraLgymnorhizaL2020XLgcYgi

4 MultigeneLphylogenyLandLtaxonomyLofLvendryphionLhydeiLandLTorulaLhydeiLsppZLnovZLfromL
herbaceousLlitterLinLnorthernLThailandL2020XLcgXLebddjbhi

3 MultigeneLphylogenyLandLtaxonomyLofLvendryphionLhydeiLandLTorulaLhydeiLsppZLnovZLfromL
herbaceousLlitterLinLnorthernLThailandL2020XLcgXLebddjbhi
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