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i Paper IF Citations

137 RecentNadvancesNinNsmallaangleNscatteringNandNitsNexpandingNimpactNinNstructuralNbiologybbNStructureZN
2022ZNgdZNeiafg 5.2 6

136 wontrastingNxNuabindingNbehaviourNbyNλSLeNandNLβXgNunderpinsNdifferentialNgeneNtargetingNinN
neuronalNcellNspecificationbNJournalfoffStructuralfBiology:fXZN2021ZNiZNedddhg 2.9

135 ·rowingNaNthrivingNinternationalNcommunityNforNsmallaangleNscatteringNthroughNcollaborationbN
JournalfoffAppliedfCrystallographyZN2021ZNihZNedfmaedgg 3.8 2

134 ygNubiquitinaproteinNligaseNTRλMfeamediatedNlysineNcaptureNbyNUvyfyeNrevealsNsubstrateatargetingN
modeNofNaNubiquitinaconjugatingNyfbNJournalfoffBiologicalfChemistryZN2019ZNfmhZNeehdhaeehem 5.4 5

133 MutationNinNaNflexibleNlinkerNmodulatesNbindingNaffinityNforNmodularNcomplexesbNProteins:fStructuretf
FunctionfandfBioinformaticsZN2019ZNlkZNhfiahfm 4.2 1

132 unNoptimizedNSywaSuXSNsystemNenablingNhighNXarayNdoseNforNrapidNSuXSNassessmentNwithNcorrelatedN
UVNmeasurementsNforNbiomolecularNstructureNanalysisbNJournalfoffAppliedfCrystallographyZN2018ZNieZNmkaeee3.8 41

131 TheNwaTerminalNZincNzingersNofNZvTvglNareNNovelNSelectiveNReadersNofNxNuNMethylationbNJournalfoff
MolecularfBiologyZN2018ZNhgdZNfilafke 6.5 18

130 SmallNungleNScatteringNandNStructuralNviologynNxataNQualityNandNModelNValidationbNAdvancesfinf
ExperimentalfMedicinefandfBiologyZN2018ZNeediZNkkaedd 3.6 2

129 vayesianNinferenceNofNproteinNconformationalNensemblesNfromNlimitedNstructuralNdatabNPLoSf
ComputationalfBiologyZN2018ZNehZNeeddjjhe 5 20

128 urchivingNofNλntegrativeNStructuralNModelsbNAdvancesfinfExperimentalfMedicinefandfBiologyZN2018ZN
eediZNfjeafkf 3.6 4

127 StructuralNpropertiesNofNaNhaemophoreNfacilitateNtargetedNeliminationNofNtheNpathogenN
PorphyromonasNgingivalisbNNaturefCommunicationsZN2018ZNmZNhdmk 17.4 15

126 fdekNpublicationNguidelinesNforNstructuralNmodellingNofNsmallaangleNscatteringNdataNfromN
biomoleculesNinNsolutionnNanNupdatebNActafCrystallographicafSectionfD:fStructuralfBiologyZN2017ZNkgZNkedakfl5.5 145

125 PxvaxevnNaNPrototypeNSystemNforNxepositingNλntegrativecβybridNStructuralNModelsbNStructureZN2017ZN
fiZNegekaegel 5.2 58

124 SmallaangleNscatteringNandNgxNstructureNinterpretationbNCurrentfOpinionfinfStructuralfBiologyZN2016ZN
hdZNeak 8.1 29

123 StructuralNwharacterizationNofNtheNyxtracellularNxomainNofNwuSPRfNandNλnsightsNintoNλtsNussociationN
withNtheNNovelNLigandNwontactinebNJournalfoffBiologicalfChemistryZN2016ZNfmeZNikllaildf 5.4 21

122 wlinicallyNLinkedNMutationsNinNtheNwentralNxomainsNofNwardiacNMyosinavindingNProteinNwNwithN
xistinctNPhenotypesNShowNxifferentialNStructuralNyffectsbNStructureZN2016ZNfhZNediaeei 5.2 10

121 TheNouteramembraneNexportNsignalNofNPorphyromonasNgingivalisNtypeNλXNsecretionNsystemNVTmSSWNisNaN
conservedNwaterminalN˛†asandwichNdomainbNScientificfReportsZN2016ZNjZNfgefg 4.9 37
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120 MutationaλnducedNPopulationNShiftNinNtheNMexRNwonformationalNynsembleNxisengagesNxNuN
vindingnNuNNovelNMechanismNforNMarRNzamilyNxerepressionbNStructureZN2016ZNfhZNegeeaegfe 5.2 10

119 uNβighlyNwonservedNYetNzlexibleNLinkerNλsNPartNofNaNPolymorphicNProteinavindingNxomainNinN
MyosinavindingNProteinNwbNStructureZN2016ZNfhZNfdddafddk 5.2 12

118 OutcomeNofNtheNzirstNwwPxvNβybridcλntegrativeNMethodsNTaskNzorceNWorkshopbNStructureZN2015ZN
fgZNeeijajk 5.2 131

117 TheNstructureNofNhumanNSzPQNrevealsNaNcoiledacoilNmediatedNpolymerNessentialNforNfunctionalN
aggregationNinNgeneNregulationbNNucleicfAcidsfResearchZN2015ZNhgZNglfjahd 20.1 81

116 StructuralNbasisNofNinterproteinNelectronNtransferNinNbacterialNsulfiteNoxidationbNELifeZN2015ZNhZNedmdjj 8.9 14

115 ReportNofNtheNwwPxvNSmallaungleNScatteringNTaskNzorcenNdataNrequirementsNforNbiomolecularN
modelingNandNtheNPxvbNStructureZN2013ZNfeZNlkiale 5.2 65

114 KkdelNisNaNcommonNTPMfNgeneNmutationNassociatedNwithNnemalineNmyopathyNandNraisedNmyofibreN
calciumNsensitivitybNBrainZN2013ZNegjZNhmhaidk 11.2 29

113 PublicationNguidelinesNforNstructuralNmodellingNofNsmallaangleNscatteringNdataNfromNbiomoleculesNinN
solutionbNActafCrystallographicafSectionfD:fBiologicalfCrystallographyZN2012ZNjlZNjfdaj 107

112 yffectsNofNgadoliniumNchelateNonNtheNevolutionNofNtheNnanoscaleNstructureNinNpeptideNhydrogelsbN
BiopolymersZN2012ZNmlZNidal 2.2 4

111
ReliableNstructuralNinterpretationNofNsmallaangleNscatteringNdataNfromNbioamoleculesNinNsolutionaatheN
importanceNofNqualityNcontrolNandNaNstandardNreportingNframeworkbNBMCfStructuralfBiologyZN2012ZN
efZNm

2.7 14

110 walmodulinNbindsNaNhighlyNextendedNβλVaeNMuNproteinNthatNrefoldsNuponNitsNreleasebNBiophysicalf
JournalZN2012ZNedgZNiheaihm 2.9 12

109 SolutionNstructureNstudiesNofNmonomericNhumanNTλPhkcperilipinagNrevealNaNhighlyNextendedN
conformationbNProteins:fStructuretfFunctionfandfBioinformaticsZN2012ZNldZNfdhjaii 4.2 11

108 TheNroleNofNhemeNbindingNbyNxNuaprotectiveNproteinNfromNstarvedNcellsNVxpsWNinNtheNToleranceNofN
PorphyromonasNgingivalisNtoNhemeNtoxicitybNJournalfoffBiologicalfChemistryZN2012ZNflkZNhffhgail 5.4 16

107 TheNmotifNofNhumanNcardiacNmyosinabindingNproteinNwNisNrequiredNforNitsNwafYadependentNinteractionN
withNcalmodulinbNJournalfoffBiologicalfChemistryZN2012ZNflkZNgeimjajdk 5.4 14

106 SolutionNstructureNofNtheNLλMahomeodomainNtranscriptionNfactorNcomplexNLhxgcLdbeNandNtheN
effectsNofNaNpituitaryNmutationNonNkeyNLhxgNinteractionsbNPLoSfONEZN2012ZNkZNehdkem 3.7 7

105 yffectsNofNmacromolecularNcrowdingNonNanNintrinsicallyNdisorderedNproteinNcharacterizedNbyN
smallaangleNneutronNscatteringNwithNcontrastNmatchingbNBiophysicalfJournalZN2011ZNeddZNeefdal 2.9 62

104 uNnovelNstructureNofNanNantikinaseNandNitsNinhibitorbNJournalfoffMolecularfBiologyZN2011ZNhdiZNfehafj 6.5 17

103 TheNNaterminalNdomainsNofNmyosinNbindingNproteinNwNcanNbindNpolymorphicallyNtoNzaactinbNJournalfoff
MolecularfBiologyZN2011ZNhefZNgkmalj 6.5 45

(2011-2016)
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102 TheNwdweNfragmentNofNhumanNcardiacNmyosinNbindingNproteinNwNhasNcommonNbindingNdeterminantsN
forNbothNactinNandNmyosinbNJournalfoffMolecularfBiologyZN2011ZNhegZNmdlaeg 6.5 29

101 βumanNcardiacNmyosinNbindingNproteinNwnNstructuralNflexibilityNwithinNanNextendedNmodularN
architecturebNJournalfoffMolecularfBiologyZN2011ZNhehZNkgiahl 6.5 34

100 ReflectionsNofNaNWomanNScientistNinNtheNYearNfdeebNAustralianfJournalfoffChemistryZN2011ZNjhZNjjj 1.2

99
TheNstructureNofNTTβudmllNfromNThermusNthermophilusZNaNKipλaKipuNhomologueNincorrectlyN
annotatedNasNanNallophanateNhydrolasebNActafCrystallographicafSectionfD:fBiologicalfCrystallographyZN
2011ZNjkZNediaee

7

98 zractalNdimensionNofNanNintrinsicallyNdisorderedNproteinnNsmallaangleNXarayNscatteringNandN
computationalNstudyNofNtheNbacteriophageN˛»NNNproteinbNProteinfScienceZN2011ZNfdZNemiiakd 6.3 33

97 SolNandNgelNstatesNinNpeptideNhydrogelsNvisualizedNbyN·dVλλλWaenhancedNmagneticNresonanceNimagingbN
BiopolymersZN2011ZNmjZNkghahg 2.2 10

96 λnvitedNreviewnNprobingNtheNstructuresNofNmuscleNregulatoryNproteinsNusingNsmallaangleNsolutionN
scatteringbNBiopolymersZN2011ZNmiZNidiaej 2.2 4

95 yffectsNofNchainNlengthNonNoligopeptideNhydrogelationbNSoftfMatterZN2011ZNkZNfjfhafjge 3.6 7

94 uctivationNofNtheNretroviralNbuddingNfactorNuLλXbNJournalfoffVirologyZN2011ZNliZNmfffaj 6.6 38

93 StructuralNbasisNforNpartialNredundancyNinNaNclassNofNtranscriptionNfactorsZNtheNLλMNhomeodomainN
proteinsZNinNneuralNcellNtypeNspecificationbNJournalfoffBiologicalfChemistryZN2011ZNfljZNhfmkeald 5.4 31

92 uNchemicallyNmodifiedNalphaaamylaseNwithNaNmoltenaglobuleNstateNhasNentropicallyNdrivenNenhancedN
thermalNstabilitybNProteinfEngineeringtfDesignfandfSelectionZN2010ZNfgZNkjmald 1.9 29

91 vindingNofNNaTerminusNzragmentsNofNwardiacNMyosinavindingNwaproteinNtoNuctinbNBiophysicalfJournalZN
2010ZNmlZNeika 2.9 3

90 whangesNinNsmallaangleNXarayNscatteringNparametersNobservedNuponNbindingNofNligandNtoNrabbitN
muscleNpyruvateNkinaseNareNnotNcorrelatedNwithNallostericNtransitionsbNBiochemistryZN2010ZNhmZNkfdfam 3.2 14

89 LλMNdomainNbindingNproteinsNeNandNfNhaveNdifferentNoligomericNstatesbNJournalfoffMolecularfBiologyZN
2010ZNgmmZNeggahh 6.5 33

88 walmodulinNdisruptsNtheNstructureNofNtheNβλVaeNMuNproteinbNJournalfoffMolecularfBiologyZN2010ZNhddZNkdfaeh6.5 17

87 yffectNofNtemperatureNduringNassemblyNonNtheNstructureNandNmechanicalNpropertiesNofN
peptideabasedNmaterialsbNBiomacromoleculesZN2010ZNeeZNeidfaj 6.9 24

86 eβZNegwNandNeiNNbackboneNandNsideNchainNresonanceNassignmentsNofNtheNNaterminalNdomainNofNtheN
histidineNkinaseNinhibitorNKipλNfromNvacillusNsubtilisbNBiomolecularfNMRfAssignmentsZN2010ZNhZNejkam 0.7 1

85 TheNmacromolecularNarchitectureNofNextracellularNdomainNofNalphaNRXNenNdomainNorganizationZN
flexibilityZNandNinsightsNintoNtransasynapticNdispositionbNStructureZN2010ZNelZNedhhaig 5.2 28
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84 SmallaangleNscatteringNforNstructuralNbiologyaaexpandingNtheNfrontierNwhileNavoidingNtheNpitfallsbN
ProteinfScienceZN2010ZNemZNjhfaik 6.3 298

83 uNnovelNapproachNforNenhancingNtheNcatalyticNefficiencyNofNaNproteaseNatNlowNtemperaturenNreductionN
inNsubstrateNinhibitionNbyNchemicalNmodificationbNBiotechnologyfandfBioengineeringZN2009ZNedgZNjkjalj 4.9 40

82 StructureNofNtheNsporulationNhistidineNkinaseNinhibitorNSdaNfromNvacillusNsubtilisNandNinsightsNintoNitsN
solutionNstatebNActafCrystallographicafSectionfD:fBiologicalfCrystallographyZN2009ZNjiZNikhale 9

81 uNpicornaviralNloopatoaloopNreplicationNcomplexbNJournalfoffStructuralfBiologyZN2009ZNejjZNfieajf 3.4 16

80 xomainNorganizationNofNtheNmonomericNformNofNtheNTomkdNmitochondrialNimportNreceptorbNJournalf
offMolecularfBiologyZN2009ZNgllZNedhgail 6.5 33

79
SolutionNstructureNofNectodomainsNofNtheNinsulinNreceptorNfamilynNtheNectodomainNofNtheNtypeNeN
insulinalikeNgrowthNfactorNreceptorNdisplaysNasymmetryNofNligandNbindingNaccompaniedNbyNlimitedN
conformationalNchangebNJournalfoffMolecularfBiologyZN2009ZNgmhZNlklamf

6.5 28

78 SmallaangleNscatteringNandNneutronNcontrastNvariationNforNstudyingNbioamolecularNcomplexesbN
MethodsfinfMolecularfBiologyZN2009ZNihhZNgdkafg 1.4 40

77 wharacterizationNofNtheNsolutionNstructureNofNaNneuroligincbetaaneurexinNcomplexbN
ChemicouBiologicalfInteractionsZN2008ZNekiZNeidai 5 7

76 LigandainducedNconformationalNchangesNandNconformationalNdynamicsNinNtheNsolutionNstructureNofN
theNlactoseNrepressorNproteinbNJournalfoffMolecularfBiologyZN2008ZNgkjZNhjjale 6.5 49

75 SmallaangleNXarayNscatteringNrevealsNtheNNaterminalNdomainNorganizationNofNcardiacNmyosinNbindingN
proteinNwbNJournalfoffMolecularfBiologyZN2008ZNgkkZNeeljamm 6.5 55

74
SmallaangleNXarayNscatteringNofNreducedNribonucleaseNunNeffectsNofNsolutionNconditionsNandN
comparisonsNwithNaNcomputationalNmodelNofNunfoldedNproteinsbNJournalfoffMolecularfBiologyZN2008ZN
gkkZNeikjamf

6.5 36

73 yvolutionNofNquaternaryNstructureNinNaNhomotetramericNenzymebNJournalfoffMolecularfBiologyZN2008ZN
gldZNjmeakdg 6.5 70

72 βistidineNkinaseNregulationNbyNaNcyclophilinalikeNinhibitorbNJournalfoffMolecularfBiologyZN2008ZNglhZNhffagi6.5 26

71 SubdividingNrepressorNfunctionnNxNuNbindingNaffinityZNselectivityZNandNallosteryNcanNbeNalteredNbyN
aminoNacidNsubstitutionNofNnonconservedNresiduesNinNaNLacλc·alRNhomologuebNBiochemistryZN2008ZNhkZNldilajm3.2 23

70 TheNdifferentNviewsNfromNsmallNanglesbNProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedf
StatesfoffAmericaZN2008ZNediZNhmjkal 11.5 15

69 wardiacNmyosinabindingNproteinNwNdecoratesNzaactinnNimplicationsNforNcardiacNfunctionbNProceedingsfoff
thefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaZN2008ZNediZNelgjdai 11.5 99

68 RefinedNsolutionNstructureNofNtheNlfakxaNenzymeNmalateNsynthaseN·NfromNjointNNMRNandN
synchrotronNSuXSNrestraintsbNJournalfoffBiomolecularfNMRZN2008ZNhdZNmiaedj 3 93

67 MULwhnNmodulesNforNtheNanalysisNofNsmallaangleNneutronNcontrastNvariationNdataNfromNbiomolecularN
assembliesbNJournalfoffAppliedfCrystallographyZN2008ZNheZNfffaffj 3.8 128

(2008-2010)
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66 SynapticNarrangementNofNtheNneuroligincbetaaneurexinNcomplexNrevealedNbyNXarayNandNneutronN
scatteringbNStructureZN2007ZNeiZNjmgakdi 5.2 60

65 TheNstructureNofNtheNKinuaSdaNcomplexNsuggestsNanNallostericNmechanismNofNhistidineNkinaseN
inhibitionbNJournalfoffMolecularfBiologyZN2007ZNgjlZNhdkafd 6.5 59

64 PhosphorylationadependentNconformationalNtransitionNofNtheNcardiacNspecificNNaextensionNofN
troponinNλNinNcardiacNtroponinbNJournalfoffMolecularfBiologyZN2007ZNgkgZNkdjaff 6.5 73

63 LigandainducedNconformationalNchangesNviaNflexibleNlinkersNinNtheNaminoaterminalNregionNofNtheN
inositolNeZhZiatrisphosphateNreceptorbNJournalfoffMolecularfBiologyZN2007ZNgkgZNefjmald 6.5 43

62 StructuralNthemesNandNvariationsNinNproteinNkinaseNuNasNseenNbyNsmallaangleNscatteringNandNneutronN
contrastNvariationbNEuropeanfBiophysicsfJournalZN2006ZNgiZNiliam 1.9 2

61 NeutronsNrevealNhowNnatureNusesNstructuralNthemesNandNvariationNinNbiologicalNregulationbNPhysicafB:f
CondensedfMatterZN2006ZNgliagljZNlfialgd 2.8 6

60 ProteinNkinaseNuNtargetingNandNactivationNasNseenNbyNsmallaangleNsolutionNscatteringbNEuropeanf
JournalfoffCellfBiologyZN2006ZNliZNjiiajf 6.1 5

59 woassemblingNPeptideavasedNviomaterialsnNNyffectsNofNPairingNyqualNandNUnequalNwhainNLengthN
OligopeptidesbNChemistryfoffMaterialsZN2006ZNelZNjeikajejf 9.6 41

58 SolutionNscatteringNrevealsNlargeNdifferencesNinNtheNglobalNstructuresNofNtypeNλλNproteinNkinaseNuN
isoformsbNJournalfoffMolecularfBiologyZN2006ZNgikZNlldam 6.5 32

57 RefinementNofNmultidomainNproteinNstructuresNbyNcombinationNofNsolutionNsmallaangleNXarayN
scatteringNandNNMRNdatabNJournalfoffthefAmericanfChemicalfSocietyZN2005ZNefkZNejjfeal 16.4 185

56 wafYainducedNstructuralNchangesNinNphosphorylaseNkinaseNdetectedNbyNsmallaangleNXarayNscatteringbN
ProteinfScienceZN2005ZNehZNedgmahl 6.3 22

55
TheNconformationallyNdynamicNwNhelixNofNtheNRλalphaNsubunitNofNproteinNkinaseNuNmediatesN
isoformaspecificNdomainNreorganizationNuponNwNsubunitNbindingbNJournalfoffBiologicalfChemistryZN
2005ZNfldZNgiifeak

5.4 18

54 wNsubunitsNbindingNtoNtheNproteinNkinaseNuNRλNalphaNdimerNinduceNaNlargeNconformationalNchangebN
JournalfoffBiologicalfChemistryZN2004ZNfkmZNemdlhamd 5.4 36

53 xifferentialNeffectsNofNsubstrateNonNtypeNλNandNtypeNλλNPKuNholoenzymeNdissociationbNBiochemistryZN
2004ZNhgZNijfmagj 3.2 49

52
wonformationalNdifferencesNamongNsolutionNstructuresNofNtheNtypeNλalphaZNλλalphaNandNλλbetaNproteinN
kinaseNuNregulatoryNsubunitNhomodimersnNroleNofNtheNlinkerNregionsbNJournalfoffMolecularfBiologyZN
2004ZNggkZNeelgamh

6.5 50

51 SolutionNstructureNofNheavyNmeromyosinNbyNsmallaangleNscatteringbNJournalfoffBiologicalfChemistryZN
2003ZNfklZNjdghahd 5.4 8

50 zurtherNinsightsNintoNcalmodulinamyosinNlightNchainNkinaseNinteractionNfromNsolutionNscatteringNandN
shapeNrestorationbNBiochemistryZN2003ZNhfZNedikmall 3.2 43

49
SmallaangleNneutronNscatteringNwithNcontrastNvariationNrevealsNspatialNrelationshipsNbetweenNtheN
threeNsubunitsNinNtheNternaryNcardiacNtroponinNcomplexNandNtheNeffectsNofNtroponinNλN
phosphorylationbNBiochemistryZN2003ZNhfZNkkmdaldd

3.2 44

Jill Trewhella

6



48 MechanismsNassociatedNwithNc·MPNbindingNandNactivationNofNc·MPadependentNproteinNkinasebN
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaZN2003ZNeddZNfgldai 11.5 59

47 uNstructuralNmodelNofNtheNcatalyticNsubunitaregulatoryNsubunitNdimericNcomplexNofNtheN
cuMPadependentNproteinNkinasebNJournalfoffBiologicalfChemistryZN2002ZNfkkZNefhfgage 5.4 26

46 SmallaangleNsolutionNscatteringNrevealsNinformationNonNconformationalNdynamicsNinNcalciumabindingN
proteinsNandNinNtheirNinteractionsNwithNregulatoryNtargetsbNMethodsfinfMolecularfBiologyZN2002ZNekgZNegkaim1.4 5

45
TheNsolutionNstructureNofNaNcardiacNtroponinNwatroponinNλatroponinNTNcomplexNshowsNaNsomewhatN
compactNtroponinNwNinteractingNwithNanNextendedNtroponinNλatroponinNTNcomponentbNBiochemistryZN
2002ZNheZNeijihajg

3.2 53

44 uctivationNofNmyosinNlightNchainNkinaseNrequiresNtranslocationNofNboundNcalmodulinbNJournalfoff
BiologicalfChemistryZN2001ZNfkjZNhigial 5.4 26

43 zunctionalNdynamicsNofNtheNhydrophobicNcleftNinNtheNNadomainNofNcalmodulinbNBiophysicalfJournalZN
2001ZNldZNfdlfamf 2.9 71

42 ThereNisNcommunicationNbetweenNallNfourNwaVfYWabindingsNsitesNofNcalcineurinNvbNBiochemistryZN2001ZN
hdZNefdmhaedf 3.2 29

41 NanoscaleNScienceNandNTechnologyNatNLosNulamosNNationalNLaboratorybNJournalfoffNanoparticlef
ResearchZN2000ZNfZNfhmafjj 2.3 1

40 LargeascaleNshapeNchangesNinNproteinsNandNmacromolecularNcomplexesbNAnnualfReviewfoffPhysicalf
ChemistryZN2000ZNieZNgiiald 15.7 64

39 walmodulinNremainsNextendedNuponNbindingNtoNsmoothNmuscleNcaldesmonnNaNcombinedNsmallaangleN
scatteringNandNfourierNtransformNinfraredNspectroscopyNstudybNBiochemistryZN2000ZNgmZNgmkmalk 3.2 25

38 uNmodelNofNtroponinaλNinNcomplexNwithNtroponinawNusingNhybridNexperimentalNdatanNtheNinhibitoryN
regionNisNaNbetaahairpinbNProteinfScienceZN2000ZNmZNegefafj 6.3 45

37 uNxayNinNtheNWorldNScienceNulliancebNScienceZN1999ZNfljZNfedhafedj 33.3

36 TroponinNλNinhibitoryNpeptideNVmjaeeiWNhasNanNextendedNconformationNwhenNboundNtoNskeletalN
muscleNtroponinNwbNBiochemistryZN1999ZNglZNjmeeak 3.2 22

35 TheNsolutionNstructureNofNtheNxNuNdoubleastrandedNbreakNrepairNproteinNKuNandNitsNcomplexNwithN
xNunNaNneutronNcontrastNvariationNstudybNBiochemistryZN1999ZNglZNfeifam 3.2 15

34 TheNsolutionNstructureNofNtheNSackdcxNuNcomplexnNaNsmallaangleNXarayNscatteringNstudybN
BiochemistryZN1999ZNglZNedfhkaii 3.2 29

33 ·lobalNconformationalNchangesNcontrolNtheNreactivityNofNmethaneNmonooxygenasebNBiochemistryZN
1999ZNglZNjkifajd 3.2 39

32 walmodulinNbindingNtoNmyosinNlightNchainNkinaseNbeginsNatNsubstoichiometricNwafYNconcentrationsnNaN
smallaangleNscatteringNstudyNofNbindingNandNconformationalNtransitionsbNBiochemistryZN1998ZNgkZNekledak 3.2 35

31 NeutronascatteringNstudiesNrevealNfurtherNdetailsNofNtheNwafYccalmodulinadependentNactivationN
mechanismNofNmyosinNlightNchainNkinasebNBiochemistryZN1998ZNgkZNegmmkahddh 3.2 50

(1998-2003)
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30 TheNassemblyNofNimmunoglobulinalikeNmodulesNinNtitinnNimplicationsNforNmuscleNelasticitybNJournalfoff
MolecularfBiologyZN1998ZNflhZNkjeakk 6.5 75

29
QuaternaryNstructuresNofNaNcatalyticNsubunitaregulatoryNsubunitNdimericNcomplexNandNtheN
holoenzymeNofNtheNcuMPadependentNproteinNkinaseNbyNneutronNcontrastNvariationbNJournalfoff
BiologicalfChemistryZN1998ZNfkgZNgdhhlaim

5.4 45

28 MyosinNlightNchainNkinasenNfunctionalNdomainsNandNstructuralNmotifsbNActafPhysiologicafScandinavicaZN
1998ZNejhZNhkealf 61

27 ProgressiveNcyclicNnucleotideainducedNconformationalNchangesNinNtheNc·MPadependentNproteinN
kinaseNstudiedNbyNsmallNangleNXarayNscatteringNinNsolutionbNJournalfoffBiologicalfChemistryZN1997ZNfkfZNgemfmagj5.4 44

26
NeutronNResonanceNScatteringNShowsNSpecificNvindingNofNPlutoniumNtoNtheNwalciumavindingNSitesNofN
theNProteinNwalmodulinNandNYieldsNPreciseNxistanceNλnformationbNJournalfoffthefAmericanfChemicalf
SocietyZN1997ZNeemZNieelaiefi

16.4 18

25 StructuresNofNcalmodulinNandNaNfunctionalNmyosinNlightNchainNkinaseNinNtheNactivatedNcomplexnNaN
neutronNscatteringNstudybNBiochemistryZN1997ZNgjZNjdekafg 3.2 66

24 λnsightsNintoNbiomolecularNfunctionNfromNsmallaangleNscatteringbNCurrentfOpinionfinfStructuralf
BiologyZN1997ZNkZNkdfal 8.1 44

23
TheNrelativeNorientationNofN·laNandNy·zNdomainsNinNcoagulationNfactorNXNisNalteredNbyNwafYNbindingN
toNtheNfirstNy·zNdomainbNuNcombinedNNMRasmallNangleNXarayNscatteringNstudybNBiochemistryZN1996ZN
giZNeeihkaim

3.2 76

22 TheNStructureNofNtheNMuscleNProteinNwomplexNhwafY´•TroponinNw´•TroponinNλN1996ZNegkaehk

21
wonformationallyNconstrainedNanalogsNofNproteinNkinaseNinhibitorNVjaffWamidenNeffectNofNturnN
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