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fldZNlkall 50.4 22

55 StructuralNwharacterizationNofNtheNyxtracellularNxomainNofNwuSPRfNandNλnsightsNintoNλtsNussociationN
withNtheNNovelNLigandNwontactinebNJournalfoffBiologicalfChemistryZN2016ZNfmeZNikllaildf 5.4 21
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theNProteinNwalmodulinNandNYieldsNPreciseNxistanceNλnformationbNJournalfoffthefAmericanfChemicalf
SocietyZN1997ZNeemZNieelaiefi

16.4 18

51
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41 TheNmotifNofNhumanNcardiacNmyosinabindingNproteinNwNisNrequiredNforNitsNwafYadependentNinteractionN
withNcalmodulinbNJournalfoffBiologicalfChemistryZN2012ZNflkZNgeimjajdk 5.4 14

40 OrientingNrigidNandNflexibleNbiologicalNassembliesNinNferrofluidsNforNsmallaangleNneutronNscatteringN
studiesbNBiophysicalfJournalZN1991ZNjdZNeeklalm 2.9 14

39 StructuralNbasisNofNinterproteinNelectronNtransferNinNbacterialNsulfiteNoxidationbNELifeZN2015ZNhZNedmdjj 8.9 14

38 walmodulinNbindsNaNhighlyNextendedNβλVaeNMuNproteinNthatNrefoldsNuponNitsNreleasebNBiophysicalf
JournalZN2012ZNedgZNiheaihm 2.9 12

37 uNβighlyNwonservedNYetNzlexibleNLinkerNλsNPartNofNaNPolymorphicNProteinavindingNxomainNinN
MyosinavindingNProteinNwbNStructureZN2016ZNfhZNfdddafddk 5.2 12

36 SolutionNstructureNstudiesNofNmonomericNhumanNTλPhkcperilipinagNrevealNaNhighlyNextendedN
conformationbNProteins:fStructuretfFunctionfandfBioinformaticsZN2012ZNldZNfdhjaii 4.2 11

35 wlinicallyNLinkedNMutationsNinNtheNwentralNxomainsNofNwardiacNMyosinavindingNProteinNwNwithN
xistinctNPhenotypesNShowNxifferentialNStructuralNyffectsbNStructureZN2016ZNfhZNediaeei 5.2 10

34 SolNandNgelNstatesNinNpeptideNhydrogelsNvisualizedNbyN·dVλλλWaenhancedNmagneticNresonanceNimagingbN
BiopolymersZN2011ZNmjZNkghahg 2.2 10

33 MutationaλnducedNPopulationNShiftNinNtheNMexRNwonformationalNynsembleNxisengagesNxNuN
vindingnNuNNovelNMechanismNforNMarRNzamilyNxerepressionbNStructureZN2016ZNfhZNegeeaegfe 5.2 10

32 StructureNofNtheNsporulationNhistidineNkinaseNinhibitorNSdaNfromNvacillusNsubtilisNandNinsightsNintoNitsN
solutionNstatebNActafCrystallographicafSectionfD:fBiologicalfCrystallographyZN2009ZNjiZNikhale 9

31 SolutionNstructureNofNheavyNmeromyosinNbyNsmallaangleNscatteringbNJournalfoffBiologicalfChemistryZN
2003ZNfklZNjdghahd 5.4 8
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30 SpinNstateNequilibriaNinNsoybeanNferricNleghemoglobinNandNitsNcomplexesNwithNfomateNandNacetatebN
BiochemicalfandfBiophysicalfResearchfCommunicationsZN1979ZNllZNkegafe 3.4 8

29
TheNstructureNofNTTβudmllNfromNThermusNthermophilusZNaNKipλaKipuNhomologueNincorrectlyN
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7

28 yffectsNofNchainNlengthNonNoligopeptideNhydrogelationbNSoftfMatterZN2011ZNkZNfjfhafjge 3.6 7
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26 xifferencesNinNtheNhemeNenvironmentNofNsoybeanNleghemoglobinNcomponentsNshownNbyNeβaNMRN
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25 SolutionNstructureNofNtheNLλMahomeodomainNtranscriptionNfactorNcomplexNLhxgcLdbeNandNtheN
effectsNofNaNpituitaryNmutationNonNkeyNLhxgNinteractionsbNPLoSfONEZN2012ZNkZNehdkem 3.7 7
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