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91 vharacteristicsKofKrunsKofKhomozygosityKinKselectedKcattleKbreedsKmaintainedKinKPolandaKLivestockn
ScienceWK2016WKdkkWKjeXkc 1.7 50

90 TheKexpressionKpatternKofKmyogenicKregulatoryKfactorsKMyowWKMyfiKandKPaxjKinKpostnatalKporcineK
skeletalKmusclesaKGenenExpressionnPatternsWK2011WKddWKjlXkf 1.5 36

89 vomprehensiveKanalysisKofKtheKwholeKtranscriptomesKfromKtwoKdifferentKpigKbreedsKusingKRNtXSeqK
methodaKAnimalnGeneticsWK2014WKghWKijgXkg 2.5 33

88 tssociationKofKtheKmelanocortinXgKreceptorKSMvgRTKwithKfeedKintakeWKgrowthWKfatnessKandKcarcassK
compositionKinKpigsKraisedKinKPolandaKMeatnScienceWK2010WKkhWKeljXfcd 6.4 30

87 zenomeXwideKRNtXSeqKanalysisKofKbreastKmusclesKofKtwoKbroilerKchickenKgroupsKdifferingKinKshearK
forceaKAnimalnGeneticsWK2016WKgjWKikXkc 2.5 29

86 –XytuPKandKμxPRKgeneKexpressionKprofileKinKskeletalKmusclesKandKliverKduringKontogenesisKinK
variousKbreedsKofKpigsaKDomesticnAnimalnEndocrinologyWK2011WKgcWKdgjXhg 2.3 25

85 tKvomprehensiveKtnalysisKofKRunsKofK–omozygosityKofKxlevenKvattleKureedsKRepresentingK
wifferentKProductionKTypesaKAnimalsWK2019WKlWK 3.1 21

84 NovelKporcineKhousekeepingKgenesKforKrealXtimeKRTXPvRKexperimentsKnormalizationKinKadiposeK
tissuemKassessmentKofKleptinKmRNtKquantityKinKdifferentKpigKbreedsaKMeatnScienceWK2011WKkjWKdldXh 6.4 20

83 xxerciseXinducedKmodificationKofKtheKskeletalKmuscleKtranscriptomeKinKtrabianKhorsesaKPhysiologicaln
GenomicsWK2017WKglWKfdkXfei 3.6 17

82 xxaminingKtheKzeneticKuackgroundKofKPorcineKMuscleKzrowthKandKwevelopmentKuasedKonK
TranscriptomeKandKmiRNtomeKwataaKInternationalnJournalnofnMolecularnSciencesWK2018WKdlWK 6.3 17

81 tKcomprehensiveKtranscriptomeKanalysisKofKskeletalKmusclesKinKtwoKPolishKpigKbreedsKdifferingKinKfatK
andKmeatKqualityKtraitsaKGeneticsnandnMolecularnBiologyWK2018WKgdWKdehXdfi 2 16

80 IdentificationKofKgenomeXwideKselectionKsignaturesKinKtheKμimousinKbeefKcattleKbreedaKJournalnofn
AnimalnBreedingnandnGeneticsWK2016WKdffWKeigXji 2.9 15

79 tKgenomeXwideKdetectionKofKselectionKsignaturesKinKconservedKandKcommercialKpigKbreedsK
maintainedKinKPolandaKBMCnGeneticsWK2018WKdlWKlh 2.6 15

78 TranscriptomeKprofilingKofKtrabianKhorseKbloodKduringKtrainingKregimensaKBMCnGeneticsWK2017WKdkWKfd 2.6 14

77
tssociationKbetweenKsubcutaneousKandKintramuscularKfatKcontentKinKporcineKhamKandKloinK
dependingKonKageWKbreedKandKytuPfKandKμxPRKgenesKtranscriptKabundanceaKMolecularnBiologyn
ReportsWK2013WKgcWKefcdXk

2.8 14

76 tssociationKofKcalpastatinKgeneKpolymorphismsKandKmeatKqualityKtraitsKinKpigaKMeatnScienceWK2014WK
ljWKdgfXhc 6.4 13

75 xffectKofKtheKytuPfKandKμxPRKgeneKpolymorphismsKandKexpressionKlevelsKonKintramuscularKfatK
SIMyTKcontentKandKfatKcoverKdegreeKinKpigsaKLivestocknScienceWK2011WKdgeWKddgXdec 1.7 13
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74 xffectKofKxzyWKtRxzKandKμIyKgenesKpolymorphismsKonKreproductiveKtraitsKinKpigsaKAnimaln
ReproductionnScienceWK2013WKdfjWKkkXle 2.1 11

73 xffectKofKIzyeKintronfXgafcjezqtKonKintramuscularKfatKSIMyTKcontentKinKpigsKraisedKinKPolandaK
LivestocknScienceWK2012WKdglWKfcdXfcg 1.7 11

72 xffectsKofKwifferentKSourcesKofKyatKinKtheKwietKofKPigsKonKtheKμiverKTranscriptomeKxstimatedKbyK
RNtXSeqaKAnnalsnofnAnimalnScienceWK2016WKdiWKdcjfXdclc 2 11

71 VariationKinKTuXfKzeneKRegionKinKwunKvoatKvolorKPolishKαonikK–orsesaKJournalnofnEquinenVeterinaryn
ScienceWK2017WKglWKicXie 1.2 10

70 xxpressionKandKimprintingKanalysisKofKtheKNxSPhhKgeneKinKpigsaKGenenExpressionnPatternsWK2012WKdeWKdkXef1.5 10

69 RNtKsequencingKasKaKpowerfulKtoolKinKsearchingKforKgenesKinfluencingKhealthKandKperformanceK
traitsKofKhorsesaKJournalnofnAppliednGeneticsWK2016WKhjWKdllXeci 2.5 9

68 zeneticKandKNutritionalKyactorsKweterminingKtheKProductionKandKQualityKofKSheepKMeatKâ��KtKReviewaK
AnnalsnofnAnimalnScienceWK2017WKdjWKefXgc 2 9

67 xvaluationKofKSvwWKtvtvtKandKytSNKMutationsmKxffectsKonKPorkKQualityKandKOtherKProductionK
TraitsKinKPigsKSelectedKuasedKonKRNtXSeqKResultsaKAnimalsWK2020WKdcWK 3.1 9

66 wetectionKofKgeneticKvariantsKbetweenKdifferentKPolishKμandraceKandKPu¯�awskaKpigsKbyKmeansKofK
RNtXseqKanalysisaKAnimalnGeneticsWK2018WKglWKedhXeeh 2.5 9

65 TheKeffectKofKdietaryKfattyKacidKcompositionKonKadiposeKtissueKqualityKandKexpressionKofKgenesK
relatedKtoKlipidKmetabolismKinKporcineKliversaKAnimalnFeednSciencenandnTechnologyWK2016WKediWKecgXedh 3 9

64 SequenceKanalysisKandKexpressionKprofilingKofKtheKequineKtvTNfKgeneKduringKexerciseKinKtrabianK
horsesaKGeneWK2019WKikhWKdglXdhh 3.8 9

63 ScreeningKforKcandidateKgenesKrelatedKwithKhistologicalKmicrostructureWKmeatKqualityKandKcarcassK
characteristicKinKpigKbasedKonKRNtXseqKdataaKAsian-AustralasiannJournalnofnAnimalnSciencesWK2018WKfdWKdhihXdhjg2.4 8

62 xvolutionKofKperoxisomalKtransXeXenoylXvotKreductaseKSKPxvRKTKasKcandidateKgeneKforKmeatKqualityaK
LivestocknScienceWK2017WKecdWKkhXld 1.7 7

61 PolymorphismsKofKtheKmembraneXassociatedKringKfingerKgWKubiquitinKproteinKligaseKgeneKSMtRv–gTK
andKitsKrelationshipKwithKporcineKproductionKtraitsaKLivestocknScienceWK2015WKdjkWKdkXei 1.7 7

60 tssociationKofKaKnewKmobileKelementKinKpredictedKpromoterKregionKofKtTPXbindingKcassetteK
transporterKdeKgeneKStuvtdeTKwithKpigKproductionKtraitsaKLivestocknScienceWK2014WKdikWKfkXgg 1.7 7

59 VariabilityKofKmRNtKabundanceKofKleukemiaKinhibitoryKfactorKgeneKSμIyTKinKporcineKovaryWKoviductK
andKuterusKtissuesaKMolecularnBiologynReportsWK2012WKflWKjlihXje 2.8 7

58 IdentificationKofKcandidateKgenesKandKregulatoryKfactorsKrelatedKtoKgrowthKrateKthroughK
hypothalamusKtranscriptomeKanalysesKinKbroilerKchickensaKBMCnGenomicsWK2020WKedWKhcl 4.5 7

57 VariantKcallingKfromKRNtXseqKdataKofKtheKbrainKtranscriptomeKofKpigsKandKitsKapplicationKforK
alleleXspecificKexpressionKandKimprintingKanalysisaKGeneWK2018WKigdWKfijXfjh 3.8 7
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56 TranscriptomicKgeneKprofilingKofKporcineKmuscleKtissueKdependingKonKhistologicalKpropertiesaK
AnimalnSciencenJournalWK2017WKkkWKddjkXddkk 1.8 6

55 TheKzeneticsKofKRacingKPerformanceKinKtrabianK–orsesaKInternationalnJournalnofnGenomicsWK2019WK
ecdlWKlcdfefl 2.5 6

54 WholeKtranscriptomeKanalysisKofKtheKporcineKmuscleKtissueKofKbreedsKdifferingKinKmuscularityKandK
meatKqualityKtraitsaKLivestocknScienceWK2015WKdkeWKlfXdcc 1.7 6

53 tnalysisKofKtheKassociationsKbetweenKpolymorphismsKinKzNtSKcomplexKlocusKandKgrowthWKcarcassK
andKmeatKqualityKtraitsKinKpigsaKMolecularnBiologynReportsWK2013WKgcWKigdlXej 2.8 6

52 TranscriptomeKanalysisKofKequineKsarcoidsaKVeterinarynandnComparativenOncologyWK2017WKdhWKdfjcXdfkd 2.5 6

51 TheKassociationKbetweenKpolymorphismsKofKthreeKcathepsinsKandKeconomicallyKimportantKtraitsKinK
pigsKraisedKinKPolandaKLivestocknScienceWK2012WKdhcWKfdiXfef 1.7 6

50
μackKofKtheKassociationsKofKtheKpolymorphismsKinKIzyeWKMvgRKandKzNtSKgenesKwithKreproductionK
traitsKinKpigsKandKimprintingKanalysisKofKIzyeKgeneKinKovaryKandKcornusKuteriaKReproductionninn
DomesticnAnimalsWK2013WKgkWKhieXk

1.6 6

49 zeneticKbackgroundKofKcoatKcolourKinKsheepaKArchivesnAnimalnBreedingWK2018WKidWKdjfXdjk 1.6 6

48 TranscriptKvariantsKofKaKregionKonKSSvdhKrichKinKQTμsKassociatedKwithKmeatKqualityKinKpigsaKAnnalsnofn
AnimalnScienceWK2017WKdjWKjcfXjdh 2 5

47 MolecularKcharacterizationKofKtheKapoptosisXrelatedKS–fRydKandKS–fRyeKgenesKandKtheirK
associationKwithKexerciseKperformanceKinKtrabianKhorsesaKBMCnVeterinarynResearchWK2018WKdgWKefj 2.7 5

46 tssociationKofKzhrelinKzeneKPolymorphismsKwithKyatteningKTraitsKandKyeedKIntakeKinKPigmKtK
PreliminaryKStudyaKAnimalsWK2019WKlWK 3.1 5

45 tssociationKbetweenKμxPRKandKMvgRKgenesKpolymorphismsKandKcompositionKofKmilkKfromKsowsKofK
damKlineaKMolecularnBiologynReportsWK2013WKgcWKgfflXgj 2.8 5

44 xvaluationKofKminimallyKinvasiveKmuscleKbiopsyKmethodKforKgeneticKanalysisKinKhorseaKAnnalsnofn
AnimalnScienceWK2015WKdhWKiedXiej 2 5

43 wistributionKofKtheKWarmbloodKyragileKyoalKSyndromeKTypeKdKMutationKSPμOwdKcaecfezqtTKinK
wifferentK–orseKureedsKfromKxuropeKandKtheKUnitedKStatesaKGenesWK2020WKddWK 4.2 5

42 TranscriptomicKvhangesKinKuroilerKvhickenK–ypothalamusKduringKzrowthKandKwevelopmentaK
InternationalnJournalnofnGenomicsWK2018WKecdkWKicglgil 2.5 5

41 TheKuseKofKtheKSμvditdKgeneKasKaKpotentialKmarkerKtoKpredictKraceKperformanceKinKtrabianKhorsesaK
BMCnGeneticsWK2019WKecWKjf 2.6 4

40 TheKPituitaryKTranscriptionalKResponseKRelatedKtoKyeedKvonversionKinKPigsaKGenesWK2019WKdcWK 4.2 4

39 zeneticKscreeningKforKcerebellarKabiotrophyWKsevereKcombinedKimmunodeficiencyKandKlavenderKfoalK
syndromeKinKtrabianKhorsesKinKPolandaKVeterinarynJournalWK2019WKegkWKjdXjf 2.5 4
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38 InterXKandKintrabreedKdiversityKofKtheKmajorKhistocompatibilityKcomplexKSM–vTKinKprimitiveKandKdraftK
horseKbreedsaKPLoSnONEWK2020WKdhWKeceekihk 3.7 4

37 vhangesKinKbodyKweightKandKfatnessKofKsowsKduringKreproductiveKactivityKdependingKonKμxPRKandK
MvgRKgenesKpolymorphismaKLivestocknScienceWK2016WKdleWKehXfe 1.7 4

36
–istologicalKProfileKofKtheKμongissimusKworsiKMuscleKinKPolishKμargeKWhiteKandKPolishKμandraceKPigsK
andKitsKxffectKonKμoinKParametersKandKIntramuscularKyatKvontentUaKAnnalsnofnAnimalnScienceWK2014WK
dgWKlhhXlii

2 4

35 TheKexpressionKpatternKofKproteolyticKenzymesKofKcathepsinKfamilyKinKtwoKimportantKporcineK
skeletalKmusclesaKLivestocknScienceWK2013WKdhjWKgejXgfg 1.7 4

34 tvTNfKgenotypeKdistributionKacrossKhorsesKrepresentingKdifferentKutilityKtypesKandKbreedsaK
MolecularnBiologynReportsWK2019WKgiWKhjlhXhkcf 2.8 3

33 IdentificationKofKMolecularKMechanismsKRelatedKtoKPigKyatnessKatKtheKTranscriptomeKandK
miRNtomeKμevelsaKGenesWK2020WKddWK 4.2 3

32 tKdetailedKcharacteristicsKofKbiasKassociatedKwithKlongKrunsKofKhomozygosityKidentificationKbasedKonK
mediumKdensityKSNPKmicroarraysaKJournalnofnGenomicsWK2020WKkWKgfXgk 0.9 3

31 weepKsequencingKofKaKQTμXrichKregionKspanningKdekXdfiMbpKofKpigKchromosomeKdhaKGeneWK2018WK
igjWKeikXejh 3.8 3

30 tssociationKofKzeneKvodingKforKMicrosomalKTriglycerideKTransferKProteinKSMTPTKandKMeatKTextureK
vharacteristicKinKPigaKAnnalsnofnAnimalnScienceWK2016WKdiWKjedXjel 2 3

29 tnalysisKofKpolymorphismsKinKtheKequineKMSTNKgeneKinKPolishKpopulationsKofKhorseKbreedsaK
LivestocknScienceWK2016WKdkjWKdhdXdhj 1.7 3

28 TranscriptomicKhallmarksKofKboneKremodellingKrevealedKbyKRNtXSeqKprofilingKinKbloodKofKtrabianK
horsesKduringKracingKtrainingKregimeaKGeneWK2018WKijiWKehiXeie 3.8 3

27 tnalysisKofKpolymorphismsKofKcathepsinKuKandKcystatinKuKimpactKonKeconomicallyKimportantKtraitsKinK
pigsKraisedKinKPolandaKLivestocknScienceWK2012WKdgiWKllXdcg 1.7 3

26 yrequencyKofKwμαdKcaiflvqTKpolymorphismKandKtheKanalysisKofKMxzfbwμαdbPxzddKclusterK
expressionKinKmuscleKofKswineKraisedKinKPolandaKMeatnScienceWK2011WKkkWKiejXfc 6.4 3

25 NewKPolymorphicKvhangesKinKtheKWntjtKzeneKandKTheirKxffectKonKReproductiveKTraitsKinKPigsaK
AnnalsnofnAnimalnScienceWK2018WKdkWKfjhXfkh 2 3

24 zeneticKVariabilityKandKPopulationKStructureKofKPolishKαonikK–orseKMaternalKμinesKuasedKonK
MicrosatelliteKMarkersaKGenesWK2021WKdeWK 4.2 3

23 TheKexpressionKprofileKofKgenesKinvolvedKinKosteoclastogenesisKdetectedKinKwholeKbloodKofKtrabianK
horsesKduringKfKyearsKofKcompetingKatKraceKtrackaKResearchninnVeterinarynScienceWK2019WKdefWKhlXig 2.5 3

22 yunctionalKtnalysisKofKzenesKInvolvedKinKzlycerolipidsKuiosynthesisKSKandKTKinKPigsaKAnimalsWK2019WKlWK 3.1 2

21 NewKPolymorphismsKinKRegulatoryKRegionsKofKPorcineK˛…XvalpainKzeneKandKTheirKtssociationKwithK
vtPNdKTranscriptKtbundanceaKAnnalsnofnAnimalnScienceWK2014WKdgWKhehXhfh 2 2
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20 zenomicKlandscapeKofKcopyKnumberKvariationKandKcopyKneutralKlossKofKheterozygosityKeventsKinK
equineKsarcoidsKrevealsKincreasedKinstabilityKofKtheKsarcoidKgenomeaKBiochimieWK2017WKdgcWKdeeXdfe 4.6 2

19 NewKPolymorphismsKinKRegulatoryKRegionKofKvtPNfKzeneKwithKnoKxffectKonKzeneKxxpressionKinK
ureastKMuscleKofKuroilerKvhickensaKAnnalsnofnAnimalnScienceWK2014WKdgWKhddXheg 2 2

18 TheKexpressionKofKtheKSvwdKgeneKandKitsKcorrelationKwithKfatteningKandKcarcassKtraitsKinKsheepaK
ArchivesnAnimalnBreedingWK2016WKhlWKfjXgf 1.6 2

17 zeneticKwiversityKandKPopulationKStructureKofKPolishKαonikK–orseKuasedKonKIndividualsKfromKtllKtheK
MaleKyounderKμinesKandKMicrosatelliteKMarkersaKAnimalsWK2020WKdcWK 3.1 2

16 TheKzeneticKStructureKofKyiveKPigKureedsKMaintainedKinKPolandaKAnnalsnofnAnimalnScienceWK2016WKdiWKdcdlXdcej2 2

15 jaKtssociationsKbetweenKPolymorphismsKinKtheKwIOfKzeneKandKReproductiveKTraitsKandKvarcassK
PerformanceKinKPigsaKAnnalsnofnAnimalnScienceWK2016WKdiWKfllXgdf 2 2

14 vtPNdKgeneKasKaKpotentialKmarkerKforKgrowthKperformanceKandKcarcassKcharacteristicsKinKpigsaK
AnimalnProductionnScienceWK2017WKhjWKdcdg 1.4 1

13 UseKofKtheK–RMKMethodKinKQuickKIdentificationKofKyecXKMutationKinK–ighlyKProlificKOlkuskaKSheepaK
AnimalsWK2020WKdcWK 3.1 1

12 TheKuloodKandKMuscleKxxpressionKPatternKofKtheKxquineKzeneKduringKtheKRaceKTrackKTrainingKofK
trabianK–orsesaKAnimalsWK2019WKlWK 3.1 1

11 vonditionKofKsowsKduringKreproductiveKactivityKdependingKonKlipidKmetabolismKgeneKSwztTdTK
polymorphismaKAnnalsnofnAnimalnScienceWK2017WKdjWKjdjXjfd 2 1

10 TheKInducedKxxpressionKofKzeneKinKxquineKtdultKwermalKyibroblastKvellsKasKaKPotentialKModelKofK
SkinKSarcoidXlikeKNeoplasiaaaKInternationalnJournalnofnMolecularnSciencesWK2022WKefWK 6.3 1

9 zuanineKNucleotideKuindingKProteinKSzNtSKvomplexKμocusTKzeneKProducesKuiallelicallyKxxpressedK
andKPaternallyKxxpressedKTranscriptsKinKPigsaKAnnalsnofnAnimalnScienceWK2015WKdhWKkijXkjj 2 1

8
NutritionalKmodificationKofKQltniQgtnSvwQltnbiQgtnWKQltniQgtntvtvtQltnbiQgtnKandK
QltniQgtnμPμQltnbiQgtnKgeneKexpressionsKinKdifferentKovineKtissuesaKArchivesnAnimalnBreedingWK2017WK
icWKegfXehc

1.6 1

7 zeneticKvariabilityKinKequineKzwylKandKuMPdhKgenesKinKtrabianKandKThoroughbredKmaresaKAnnalsnofn
AnimalnScienceWK2018WKdkWKflXhe 2 1

6 VariationKinKtheKSμvditdKandKtheKtvOXdKzenesKIsKtssociatedKwithKzallopKRacingKPerformanceKinK
trabianK–orsesaKJournalnofnEquinenVeterinarynScienceWK2020WKlfWKdcfece 1.2 1

5 VariabilityKofKzeneKPolymorphismsKacrossKwifferentK–orseKureedsKwithKRegardKtoKSelectionK
PressureaKAnimalsWK2020WKdcWK 3.1 1

4 TheKSSvdhKQTμXRichKRegionKMutationsKtffectingKIntramuscularKyatKandKProductionKTraitsKinKPigsaK
AnnalsnofnAnimalnScienceWK2020WKecWKgehXggg 2 0

3 tssociationKofKmissenseKMTTPKgeneKpolymorphismKwithKcarcassKcharacteristicsKandKmeatKqualityK
traitsKinKpigsaKCzechnJournalnofnAnimalnScienceWK2017WKieWKlXdg 1.1
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2
xxpressionKProfileKofKurainKtgingKandKMetabolicKyunctionKareKtlteredKbyKResveratrolKorK
˛–XαetoglutarateKSupplementationKinKRatsKyedKaK–ighXyatKwietaKPolishnJournalnofnFoodnandnNutritionn
SciencesWK2021WKehhXeik

3.1

1 –ypothalamusXpituitaryKaxisKtranscriptomicKmodificationKdependentKonKgrowthKrateKinKgeeseKStnserK
anserKdomesticusTaKAnimalnGeneticsWK2021WKheWKkfgXkgj 2.5
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