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78 vnOintegrativeOgenomicsOapproachOtoOinferOcausalOassociationsObetweenOgeneOexpressionOandO
diseasecONaturehGeneticsaO2005aOhlaOlfebl 36.3 820

77
vOgeneralizedOcombinatorialOapproachOforOdetectingOgenebbybgeneOandOgenebbybenvironmentO
interactionsOwithOapplicationOtoOnicotineOdependencecOAmericanhJournalhofhHumanhGeneticsaO2007aO
meaOffgjbhl

11 470

76 QTLNetworkoOmappingOandOvisualizingOgeneticOarchitectureOofOcomplexOtraitsOinOexperimentalO
populationscOBioinformaticsaO2008aOgiaOlgfbh 7.2 339

75 MappingOtheOgeneticOarchitectureOofOcomplexOtraitsOinOexperimentalOpopulationscOBioinformaticsaO
2007aOghaOfjglbhk 7.2 253

74 MolecularOdissectionOofOdevelopmentalObehaviorOofOplantOheightOinOriceOWOryzaOsativaOLcXcOGeneticsaO
1998aOfjeaOfgjlbkj 4 127

73 yevelopmentalOquantitativeOgeneticsaOconditionalOepigeneticOvariabilityOandOgrowthOinOmicecO
GeneticsaO1997aOfilaOlkjblk 4 126

72 MethodsOforOpredictingOsuperiorOgenotypesOunderOmultipleOenvironmentsObasedOonOQTLOeffectscO
TheoreticalhandhAppliedhGeneticsaO2005aOffeaOfgkmbli 6 114

71
THzOGzNzTIxOwvSISOO×OLI×zbHISTORYOxHvRvxTzRSOINOvOPOLYxHvzTzOzXHIwITINGO
PLvNKTOTROPHYOvNyOLzxITHOTROPHYcOEvolution;hInternationalhJournalhofhOrganichEvolutionaO
1991aOijaOhmebhnl

3.8 94

70 vOcombinatorialOapproachOtoOdetectingOgenebgeneOandOgenebenvironmentOinteractionsOinOfamilyO
studiescOAmericanhJournalhofhHumanhGeneticsaO2008aOmhaOijlbkl 11 77

69 MolecularOMarkerbvssistedOyissectionOofOGenotypeOˆ�OznvironmentOInteractionOforOPlantOTypeOTraitsO
inORiceOWOryzaOsativaOLcXcOCrophScienceaO1999aOhnaOjhmbjii 2.4 77

68 QuantitativeOanalysisOandOQTLOmappingOforOagronomicOandOfiberOtraitsOinOanORIOpopulationOofOuplandO
cottoncOEuphyticaaO2009aOfkjaOghfbgij 2.1 72

67 vOfunctionalbstructuralOmodelOofOriceOlinkingOquantitativeOgeneticOinformationOwithOmorphologicalO
developmentOandOphysiologicalOprocessescOAnnalshofhBotanyaO2011aOfelaOmflbgm 4.1 63

66 GeneticOanalysisOforOdevelopmentalObehaviorOofOsomeOseedOqualityOtraitsOinOUplandOcottonO
WGossypumOhirsutumOLcXcOEuphyticaaO2003aOfgnaOfmhbfnf 2.1 45

65 yevelopmentOofOGMyRbGPUOforOgenebgeneOinteractionOanalysisOandOitsOapplicationOtoOWTxxxOGWvSO
dataOforOtypeOgOdiabetescOPLoShONEaO2013aOmaOekfnih 3.7 43

64 PracticalOandOtheoreticalOconsiderationsOinOstudyOdesignOforOdetectingOgenebgeneOinteractionsOusingO
MyROandOGMyROapproachescOPLoShONEaO2011aOkaOefknmf 3.7 43

63 ×unctionalOmappingOforOgeneticOcontrolOofOprogrammedOcellOdeathcOPhysiologicalhGenomicsaO2006aOgjaOijmbkn3.6 34

62 MixedOmodelOapproachesOforOdiallelOanalysisObasedOonOaObiobmodelcOGeneticalhResearchaO1996aOkmaOghhbie 1.1 34
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61
vnalysisOofOgeneOexpressionOprofilesOofOtwoOnearbisogenicOlinesOdifferingOatOaOQTLOregionOaffectingO
oilOcontentOatOhighOtemperaturesOduringOseedOmaturationOinOoilseedOrapeOWwrassicaOnapusOLcXcO
TheoreticalhandhAppliedhGeneticsaO2012aOfgiaOjfjbhf

6 31

60 vssociationOmappingOforOepistasisOandOenvironmentalOinteractionOofOyieldOtraitsOinOhghOcottonO
cultivarsOunderOnOdifferentOenvironmentscOPLoShONEaO2014aOnaOenjmmg 3.7 30

59 MixedOLinearOModelOvpproachesOofOvssociationOMappingOforOxomplexOTraitsOwasedOonOOmicsO
VariantscOScientifichReportsaO2015aOjaOfegnm 4.9 28

58 MarkerbassistedOselectionOinOsegregatingOgenerationsOofOselfbfertilizingOcropscOTheoreticalhandh
AppliedhGeneticsaO2004aOfenaOhlebk 6 28

57 vnOapproachOforOpredictingOheterosisObasedOonOanOadditiveaOdominanceOandOadditiveOxOadditiveO
modelOwithOenvironmentOinteractioncOHeredityaO1999aOmgOWOPtOjXaOjfebl 3.6 27

56 SamplingOaOxoreOxollectionOofOIslandOxottonOWGossypiumObarbadenseOLcXOwasedOonOtheOGenotypicO
ValuesOofO×iberOTraitscOGenetichResourceshandhCrophEvolutionaO2006aOjhaOjfjbjgf 2 25

55 vOunifiedOstatisticalOmodelOforOfunctionalOmappingOofOenvironmentbdependentOgeneticOexpressionO
andOgenotypeOxOenvironmentOinteractionsOforOontogeneticOdevelopmentcOGeneticsaO2004aOfkmaOfljfbkg 4 25

54 IdentificationOofOcandidateOgenesOforOdroughtOstressOtoleranceOinOriceObyOtheOintegrationOofOaOgeneticO
WQTLXOmapOwithOtheOriceOgenomeOphysicalOmapcOJournalhofhZhejianghUniversityhSciencehBaO2005aOkaOhmgbm 25

53 MappingOQTLsOwithOdigenicOepistasisOunderOmultipleOenvironmentsOandOpredictingOheterosisObasedO
onOQTLOeffectscOTheoreticalhandhAppliedhGeneticsaO2007aOffjaOhgjbhh 6 24

52 GeneticOassociationOofOyieldOwithOitsOcomponentOtraitsOinOaOrecombinantOinbredOlineOpopulationOofO
cottoncOEuphyticaaO2004aOfieaOflfbfln 2.1 24

51 vOmethodOforOmarkerbassistedOselectionObasedOonOQTLsOwithOepistaticOeffectscOGeneticaaO2003aOffnaOljbmk1.5 23

50 GeneticOanalysisOforOproteinOcontentOinOindicaOricecOEuphyticaaO1999aOfelaOfhjbfie 2.1 23

49 MappingOepigeneticOquantitativeOtraitOlociOWQTLXOalteringOaOdevelopmentalOtrajectorycOGenomeaO2002aO
ijaOgmbhh 2.4 20

48 UsingOmatrixOofOthresholdingOpartialOcorrelationOcoefficientsOtoOinferOregulatoryOnetworkcO
BioSystemsaO2008aOnfaOfjmbkj 1.9 19

47 GeneticOstudiesOofOantherOcultureOabilityOinOriceOWOryzaOsativaXcOPlanthCellvhTissuehandhOrganhCultureaO
1996aOijaOgjhbgjm 2.7 18

46 GeneticOandOgenotypeOˆ�OenvironmentOinteractionOeffectsOfromOembryoaOendospermaOcytoplasmOandO
maternalOplantOforOriceOgrainOshapeOtraitsOofOindicaOricecOFieldhCropshResearchaO2000aOkmaOfnfbfnm 5.5 17

45 yominanceOandOzpistasisOInteractionsORevealedOasOImportantOVariantsOforOLeafOTraitsOofOMaizeONvMO
PopulationcOFrontiershinhPlanthScienceaO2018aOnaOkgl 6.2 16

44 yissectionOofOcomplicateOgeneticOarchitectureOandObreedingOperspectiveOofOcottonseedOtraitsObyO
genomebwideOassociationOstudycOBMChGenomicsaO2018aOfnaOijf 4.5 16
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43 MappingOQTLOforObiomassOyieldOandOitsOcomponentsOinOriceOWOryzaOsativaOLcXcOJournalhofhGeneticshandh
GenomicsaO2006aOhhaOkelbfk 15

42 GenomicOPredictionOofOGenotypicOzffectsOwithOzpistasisOandOznvironmentOInteractionsOforO
YieldbRelatedOTraitsOofORapeseedOWOLcXcOFrontiershinhGeneticsaO2017aOmaOfj 4.5 14

41 GeneOPolymorphismOvssociationOwithOTypeOgOyiabetesOandORelatedOGenebGeneOandO
GenebznvironmentOInteractionsOinOaOUyghurOPopulationcOMedicalhSciencehMonitoraO2016aOggaOilibml 3.2 13

40 xomparingOGWvSOResultsOofOxomplexOTraitsOUsingO×ullOGeneticOModelOandOvdditiveOModelsOforO
RevealingOGeneticOvrchitecturecOScientifichReportsaO2017aOlaOhmkee 4.9 12

39 vOtwobstepOstrategyOforOdetectingOdifferentialOgeneOexpressionOinOcyNvOmicroarrayOdatacOCurrenth
GeneticsaO2005aOilaOfgfbhf 2.9 12

38 GeneticOeffectsOandOgenotypeOˆ�OenvironmentOinteractionsOforOcookingOqualityOtraitsOinO
IndicabjaponicaOcrossesOofOriceOWOryzaOsativaOLcXcOEuphyticaaO1999aOfenaOnbfj 2.1 12

37 vOrobustOstatisticalOprocedureOtoOdiscoverOexpressionObiomarkersOusingOmicroarrayOgenomicO
expressionOdatacOJournalhofhZhejianghUniversity:hSciencehBaO2006aOlaOkehbl 4.5 10

36 vnalysisOofOgeneticOeffectsOofOmajorOgenesOandOpolygenesOonOquantitativeOtraitscOIIcOGeneticOmodelsO
forOseedOtraitsOofOcropscOTheoreticalhandhAppliedhGeneticsaO2002aOfejaOnkibnlf 6 10

35 vnOassociationOstudyOrevealedOsubstantialOeffectsOofOdominanceaOepistasisOandOsubstanceO
dependenceOcobmorbidityOonOalcoholOdependenceOsymptomOcountcOAddictionhBiologyaO2017aOggaOfiljbfimj4.6 9

34 ImpactsOofOQTLOxOenvironmentOinteractionsOonOgeneticOresponseOtoOmarkerbassistedOselectioncO
JournalhofhGeneticshandhGenomicsaO2006aOhhaOkhblf 9

33 vOfasterOpedigreebbasedOgeneralizedOmultifactorOdimensionalityOreductionOmethodOforOdetectingO
genebgeneOinteractionscOStatisticshandhItshInterfaceaO2011aOiaOgnjbhei 0.4 9

32 StatisticalOapproachesOinOQTLOmappingOandOmolecularObreedingOforOcomplexOtraitscOSciencehBulletinaO
2012aOjlaOgkhlbgkii 8

31 NonparametricOfunctionalOmappingOofOquantitativeOtraitOlociOunderlyingOprogrammedOcellOdeathcO
StatisticalhApplicationshinhGeneticshandhMolecularhBiologyaO2008aOlaOvrticlei 1.2 8

30 GenomebwideOassociationOstudyOofOmaizeOplantOarchitectureOusingO×OpopulationscOPlanthMolecularh
BiologyaO2019aOnnaOfbfj 4.6 8

29 QuantitativeOgeneticOanalysisOstationOforOtheOgeneticOanalysisOofOcomplexOtraitscOSciencehBulletinaO
2012aOjlaOglgfbglgk 7

28 GeneticOcontrolOofOtheOopaquebgOgeneOandObackgroundOpolygenesOoverOsomeOkernelOtraitsOinOmaizeO
WZeaOmaysOLcXcOGeneticaaO2005aOfgiaOgnfbhee 1.5 7

27 GeneticOeffectsOofOembryoOandOendospermOforOfourOmaltingOqualityOtraitsOofObarleycOEuphyticaaO1999aO
fekaOglbhi 2.1 7

26 MappingOepistasisOandOenvironmentˆ�QTXOinteractionObasedOonOfourObomicsOgenotypesOforOtheO
detectedOQTXOlociOcontrollingOcomplexOtraitsOinOtobaccocOCrophJournalaO2013aOfaOfjfbfjn 4.6 6
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25 MappingOinterspecificOgeneticOarchitectureOinOaOhostbparasiteOinteractionOsystemcOGeneticsaO2008aO
flmaOflhlbih 4 6

24 InfluenceOofOoutliersOonOQTLOmappingOforOcomplexOtraitscOJournalhofhZhejianghUniversity:hSciencehBaO
2008aOnaOnhfbl 4.5 6

23 ImprovementOofOmappingOaccuracyObyOunifyingOlinkageOandOassociationOanalysiscOGeneticsaO2006aOflgaOkilbkf4 6

22 yissectingOGeneticONetworkOofO×ruitOwranchOTraitsOinOUplandOxottonObyOvssociationOMappingOUsingO
SSROMarkerscOPLoShONEaO2017aOfgaOeefkgmfj 3.7 6

21
×ullOgeneticOanalysisOforOgenomebwideOassociationOstudyOofO×angjioOaOpowerfulOapproachOforO
effectivelyOdissectingOtheOmolecularOarchitectureOofOpersonalizedOtraditionalOxhineseOmedicinecOActah
PharmacologicahSinicaaO2018aOhnaOnekbnff

8 5

20 ×unctionalOmappingOofOdynamicOtraitsOwithOrobustOtbdistributioncOPLoShONEaO2011aOkaOegineg 3.7 4

19 vnalysisOofOtheOhVOendsOofOtRNvOasOtheOcauseOofOinsertionOsitesOofOforeignOyNvOinOProchlorococcuscO
JournalhofhZhejianghUniversity:hSciencehBaO2010aOffaOlembfm 4.5 4

18 MIXzyOLINzvROMOyzLOvPPROvxHzSO×OROvNvLYZINGOGzNzTIxOMOyzLSOO×OxOMPLzXO
QUvNTITvTIVzOTRvITScOJournalhofhZhejianghUniversityhSciencehBaO2000aOfaOlm 4

17 LargeOPopulationOwithOLowOMarkerOyensityOVerseOSmallOPopulationOwithOHighOMarkerOyensityOforO
QTLOMappingoOvOxaseOStudyOforOMappingOQTLOxontrollingOwarleyONetOwlotchOResistanceO2013aOhefbhfj 4

16 yissectingOgeneticOarchitectureOofOstartleOresponseOinOyrosophilaOmelanogasterOusingOmultibomicsO
informationcOScientifichReportsaO2017aOlaOfghkl 4.9 3

15 xombinedOanalysisOwithOcopyOnumberOvariationOidentifiesOriskOlociOinOlungOcancercOBioMedhResearchh
InternationalaO2014aOgefiaOiknfeh 3 3

14 vOnewOapproachOtoOdissectingOcomplexOtraitsObyOcombiningOquantitativeOtraitOtranscriptOWQTTXO
mappingOandOdiallelOcrossOanalysiscOSciencehBulletinaO2012aOjlaOgknjbglee 2

13 IdentifyingOdifferentiallyOexpressedOgenesOinOhumanOacuteOleukemiaOandOmouseObrainOmicroarrayO
datasetsOutilizingOQTModelcOFunctionalhandhIntegrativehGenomicsaO2009aOnaOjnbkk 3.8 2

12 SimulatingOsuperiorOgenotypesOforOplantOheightObasedOonOQTLsoOTowardsOvirtualObreedingOofOriceO
2012aO 2

11 vnalysisOofOgeneticOeffectsOofOnuclearbcytoplasmicOinteractionOonOquantitativeOtraitsoOgeneticOmodelO
forOdiploidOplantscOJournalhofhGeneticshandhGenomicsaO2007aOhiaOjkgbm 4 2

10 xlusteringOgeneOexpressionOdataObasedOonOpredictedOdifferentialOeffectsOofOGVOinteractioncO
GenomicsvhProteomicshandhBioinformaticsaO2005aOhaOhkbif 6.5 2

9 xonditionalOGWvSOrevealingOgeneticOimpactsOofOlifestyleObehaviorsOonOlowbdensityOlipoproteinOWLyLXcO
ComputationalhBiologyhandhChemistryaO2019aOlmaOinlbjeh 3.6 2

8 QTLNetworkRoOanOinteractiveOROpackageOforOQTLOvisualizationcOJournalhofhZhejianghUniversity:hScienceh
BaO2010aOffaOjfgbj 4.5 1
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7 hyOgraphicalOvisualizationOofOtheOgeneticOarchitecturesOunderlyingOcomplexOtraitsOinOmultipleO
environmentscOJournalhofhZhejianghUniversity:hSciencehAaO2007aOmaOjkhbjkl 2.1 1

6 vnalysisOofOgeneticOeffectsOofOnuclearbcytoplasmicOinteractionOonOquantitativeOtraitsoOgeneticOmodelsO
forOseedOtraitsOofOplantscOTheoreticalhandhAppliedhGeneticsaO2008aOffkaOlknblk 6 1

5 xonditionalOandOunconditionalOgenomebwideOassociationOstudyOrevealOcomplicateOgeneticO
architectureOofOhumanObodyOweightOandOimpactsOofOsmokingcOScientifichReportsaO2020aOfeaOfgfhk 4.9 1

4 yissectingOanxietybrelatedOQTLsOinOmiceObyOunivariateOandOmultivariateOmappingcOSciencehBulletinaO
2012aOjlaOglglbglhg

3 PenalizedOIndependenceORuleOforOTestingOHighbyimensionalOHypothesescOCommunicationshinh
StatisticshyhTheoryhandhMethodsaO2011aOieaOgigibgihj 0.5

2 SubsamplingOTechniqueOtoOzstimateOVarianceOxomponentOforOUKbwiobankOTraitscOFrontiershinh
GeneticsaO2021aOfgaOkfgeij 4.5

1 GenomebwideOconditionalOassociationOstudyOrevealsOtheOinfluencesOofOlifestyleOcofactorsOonOgeneticO
regulationOofObodyOsurfaceOareaOinOMzSvOpopulationcOPLoShONEaO2021aOfkaOeegjhfkl 3.7
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