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128
snalysisLofLSalmonellaLentericaL solatedLfromLaLβixedYUseLWatershedLinLyeorgiaXLUSslL
sntimicrobialLResistanceXLSerotypeLviversityXLandLyeneticLRelatednessLtoLzumanL solates__LAppliedg
andgEnvironmentalgMicrobiologyXL2022XLebbekedd

4.8 0

127
uoproductionLofLTetTXiULuonferringLzighY⁵evelLTigecyclineLResistanceXLxosfomycinLxossfXLandL
uolistinLβcrYc_cLinLwscherichiaLcoliLStrainsLfromLuhickensLinLwgypt_LAntimicrobialgAgentsgandg
ChemotherapyXL2021XLhgXL

5.9 6

126 viversityLofLPlasmidsLandLyenesLwncodingLResistanceLtoLwxtendedYSpectrumL˛†Y⁵actamaseLinLfromL
vifferentLsnimalLSources_LMicroorganismsXL2021XLkXL 4.9 3

125 sβRxinderPlusLandLtheLReferenceLyeneLuatalogLfacilitateLexaminationLofLtheLgenomicLlinksLamongL
antimicrobialLresistanceXLstressLresponseXLandLvirulence_LScientificgReportsXL2021XLccXLcdidj 4.9 39

124 wmergenceLofLβultidrugYResistantLProducingLuTXYβXLβuRYcXLandLxossLinLRetailLxoodLxromLwgypt_L
FrontiersgingCellulargandgInfectiongMicrobiologyXL2021XLccXLhjcgjj 5.9 2

123 SerotypingLofLsubYSaharanLsfricaLSalmonellaLstrainsLisolatedLfromLpoultryLfecesLusingLmultiplexL
PuRLandLwholeLgenomeLsequencing_LBMCgMicrobiologyXL2021XLdcXLdk 4.5 3

122 sntimicrobialLResistanceXLyeneticLviversityLandLβultilocusLSequenceLTypingLofLfromLzumansXLRetailL
uhickenLandLyroundLteefLinLwgypt_LPathogensXL2020XLkXL 4.5 18

121 uomparisonLofLsntimicrobialLResistanceLandLPanYyenomeLofLulinicalLandLσonYulinicalLfromLPoultryL
UsingLWholeYyenomeLSequencing_LFoodsXL2020XLkXL 4.9 6

120
yenomicLsnalysisLofLβultidrugYResistantLfromLSurfaceLWaterLinLσortheastLyeorgiaXLUnitedLStateslL
PresenceLofLanLSTcecLwpidemicLStrainLuontainingLonLaLPhageY⁵ikeLPlasmid_LMicrobialgDrugg
ResistanceXL2020XLdhXLffiYfgg

2.9 2

119 viversityLandLantimicrobialLresistanceLofLwnterococcusLfromLtheLUpperLOconeeLWatershedXLyeorgia_L
JournalgofgAppliedgMicrobiologyXL2020XLcdjXLcddcYcdee 4.7 6

118 uirculationLofLemergingLσvβYgYproducingLwscherichiaLcoliLamongLhumansLandLdogsLinLwgypt_L
ZoonosesgandgPublicgHealthXL2020XLhiXLedfYedk 2.9 11

117 sntimicrobialLinterventionsLtoLreduceLSalmonellaLandLuampylobacterLpopulationsLandLimproveL
shelfLlifeLofLquail´ carcasses_LPoultrygScienceXL2020XLkkXLgkiiYgkjd 3.9 1

116 TransferableLPlasmidsLofLsssociatedLWithLsntibioticLResistanceLyenes_LFrontiersgingMicrobiologyXL
2020XLccXLghdcjc 5.7 9

115 wvaluationLofLaLnewLchromogenicLagarLforLtheLdetectionLofLenvironmentalLwnterococcus_LJournalgofg
MicrobiologicalgMethodsXL2020XLcijXLcbhbjd 2.8 1

114 vraftLgenomeLsequenceLofLaLblaYLandLblaYcarryingLmultidrugYresistantLwscherichiaLcoliLvYSThkL
clinicalLisolateLfromLwgypt_LJournalgofgGlobalgAntimicrobialgResistanceXL2020XLddXLjedYjef 3.4 3

113 sntimicrobialLResistanceLyeneLvetectionLandLPlasmidLTypingLsmongLβultidrugLResistantL
wnterococciL solatedLfromLxreshwaterLwnvironment_LMicroorganismsXL2020XLjXL 4.9 3

112 uarriageLandLyeneLuontentLVariabilityLofLtheLpwS Y⁵ikeLPlasmidLsssociatedLwithL nfantisLRecentlyL
wstablishedLinLUnitedLStatesLPoultryLProduction_LGenesXL2020XLccXL 4.2 6
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111 yenomeLsnalysisLofLβultidrugYResistantL solatedLfromLPoultryLinLσigeria_LFoodbornegPathogensgandg
DiseaseXL2020XLciXLcYi 3.8 5

110
sLnewlyLdevelopedLwscherichiaLcoliLisolateLpanelLfromLaLcrossLsectionLofLU_S_LanimalLproductionL
systemsLrevealsLgeographicLandLcommodityYbasedLdifferencesLinLantibioticLresistanceLgeneL
carriage_LJournalgofgHazardousgMaterialsXL2020XLejdXLcdbkkc

12.8 4

109 TheLprevalenceLandLantimicrobialLresistanceLphenotypesLofLSalmonellaXLwscherichiaLcoliLandL
wnterococcusLsp_LinLsurfaceLwater_LLettersgingAppliedgMicrobiologyXL2020XLicXLeYdg 2.9 14

108 vraftLgenomeLsequenceLofLaLhumanYassociatedLstreptograminYresistantLStaphylococcusLaureus_L
JournalgofgGlobalgAntimicrobialgResistanceXL2019XLchXLidYie 3.4 1

107 sntimicrobialLResistanceLyenesXLuassettesXLandLPlasmidsLPresentLinLsssociatedLWithLUnitedLStatesL
xoodLsnimals_LFrontiersgingMicrobiologyXL2019XLcbXLjed 5.7 51

106 PlasmidLRepliconsLandL˛†Y⁵actamaseYwncodingLyenesLofLβultidrugYResistantL solatedLfromLzumansL
andLxoodLsnimalsLinL⁵agosXLSouthwestLσigeria_LMicrobialgDruggResistanceXL2019XLdgXLcfcbYcfde 2.9 8

105
yeneticLuharacterizationLofLsntimicrobialYResistantL solatedLfromLaLβixedYUseLWatershedLinL
σortheastLyeorgiaXLUSs_LInternationalgJournalgofgEnvironmentalgResearchgandgPublicgHealthXL2019XL
chXL

4.6 8

104
uomparisonLofLtwoLcommerciallyLavailableLrapidLdetectionLmethodsLandLaLconventionalLcultureL
methodLtoLdetectLnaturallyLoccurringLsalmonellaeLonLbroilerLcarcasses_LJournalgofgFoodgSafetyXL2019
XLekXLecdibd

2

103 yenomicLcomparisonLofLdiverseLSalmonellaLserovarsLisolatedLfromLswine_LPLoSgONEXL2019XLcfXLebddfgcj3.7 7

102 yenomicLcomparisonLofLdiverseLSalmonellaLserovarsLisolatedLfromLswineL2019XLcfXLebddfgcj

101 yenomicLcomparisonLofLdiverseLSalmonellaLserovarsLisolatedLfromLswineL2019XLcfXLebddfgcj

100 yenomicLcomparisonLofLdiverseLSalmonellaLserovarsLisolatedLfromLswineL2019XLcfXLebddfgcj

99 yenomicLcomparisonLofLdiverseLSalmonellaLserovarsLisolatedLfromLswineL2019XLcfXLebddfgcj

98  ncidenceXLspeciesLandLantimicrobialLresistanceLofLnaturallyLoccurringLuampylobacterLisolatesLfromL
quailLcarcassesLsampledLinLaLcommercialLprocessingLfacility_LJournalgofgFoodgSafetyXL2018XLejXLecdfej 2 4

97 WholeLgenomeLsequencingLofLmultidrugYresistantLserovarLTyphimuriumLisolatedLfromLhumansLandL
poultryLinLturkinaLxaso_LTropicalgMedicinegandgHealthXL2018XLfhXLf 3.4 15

96 PrevalenceLandLcharacterizationLofLwscherichiaLcoliLisolatedLfromLtheLUpperLOconeeLWatershedLinL
σortheastLyeorgia_LPLoSgONEXL2018XLceXLebckibbg 3.7 21

95
βultidrugLresistantLβannheimiaLhaemolyticaLisolatedLfromLhighYriskLbeefLstockerLcattleLafterL
antimicrobialLmetaphylaxisLandLtreatmentLforLbovineLrespiratoryLdisease_LVeterinarygMicrobiologyXL
2018XLddcXLcfeYcgd

3.3 32

94 snLassayLforLdeterminingLtheLsusceptibilityLofLSalmonellaLisolatesLtoLcommercialLandLhouseholdL
biocides_LPLoSgONEXL2018XLceXLebdbkbid 3.7 17

(2018-2020)
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93
vraftLgenomeLsequencesLofLtwoLciprofloxacinYresistantLSalmonellaLentericaLsubsp_LentericaL
serotypeL⁴entuckyLSTckjLisolatedLfromLretailLchickenLcarcassesLinLwgypt_LJournalgofgGlobalg
AntimicrobialgResistanceXL2018XLcfXLcbcYcbe

3.4 7

92 vetectionLofLSalmonellaLSerotypesLbyLOvernightL ncubationLofLwntireLtroilerLuarcass_LJournalgofg
FoodgSafetyXL2017XLeiXLecddkj 2 4

91 σovelLvσsLtindingLandLRegulatoryLsctivitiesLforLˇ�LTRpoσULinLSalmonellaLentericaLSerovarL
TyphimuriumLcfbdjs_LJournalgofgBacteriologyXL2017XLckkXL 3.5 9

90 uarcassLorientationLandLdripLtimeLaffectLpotentialLsurfaceLwaterLcarryoverLforLbroilerLcarcassesL
subjectedLtoLaLpostYchillLwaterLdipLorLsprayc_LPoultrygScienceXL2017XLkhXLdfcYdfg 3.9 4

89 usRvLdbcilLexpansionLandLmodelYcentricLcurationLofLtheLcomprehensiveLantibioticLresistanceL
database_LNucleicgAcidsgResearchXL2017XLfgXLvghhYvgie 20.1 1209

88 yeneLwxpressionLResponseLofLSerotypeLwnteritidisLPhageLTypeLjLtoLSubinhibitoryLuoncentrationsLofL
theLPlantYverivedLuompoundsLYuinnamaldehydeLandLwugenol_LFrontiersgingMicrobiologyXL2017XLjXLcjdj 5.7 13

87 vraftLyenomeLSequenceLsnalysisLofLβultidrugYResistantLStrainsL solatedLinLdbceLfromLzumansLandL
uhickensLinLσigeria_LGenomegAnnouncementsXL2017XLgXL 4

86 vraftLyenomeLSequenceLofLSalmonellaLentericaLsubsp_LentericaLSerovarLOrionLStrainLuR°°yx_bbbkeL
TPhylumLyammaproteobacteriaU_LGenomegAnnouncementsXL2016XLfXL 1

85 RoutesLofLtransmissionLofLSalmonellaLandLuampylobacterLinLbreederLturkeys_LJournalgofgAppliedg
PoultrygResearchXL2016XLdgXLgkcYhbk 2 1

84 vraftLyenomeLSequenceLofLSalmonellaLentericaLsubsp_LentericaLSerovarLPuttenLStrainL
uR°°yx_bbcgkLTPhylumLyammaproteobacteriaU_LGenomegAnnouncementsXL2016XLfXL 1

83 vraftLyenomeLSequenceLofLSalmonellaLentericaLsubsp_LentericaLSerovarLtlockleyLStrainL
uR°°yx_bbcfiLTPhylumLyammaproteobacteriaU_LGenomegAnnouncementsXL2016XLfXL 1

82 vraftLyenomeLSequenceLofLSalmonellaLentericaLsubsp_LentericaLSerovarL⁴iambuLStrainL
uR°°yx_bbbhcLTPhylumLyammaproteobacteriaU_LGenomegAnnouncementsXL2016XLfXL 1

81 vraftLyenomeLSequenceLofLSalmonellaLentericaLsubsp_LentericaLSerovarL⁵illeLStrainLuR°°yx_bbbcbcL
TPhylumLyammaproteobacteriaU_LGenomegAnnouncementsXL2016XLfXL 1

80 vraftLyenomeLSequenceLofLSalmonellaLentericaLsubsp_LentericaLSerovarLWidemarshLStrainL
uR°°yx_bbbgjLTPhylumLyammaproteobacteriaU_LGenomegAnnouncementsXL2016XLfXL 1

79 PrevalenceLandLmultidrugLresistanceLofLwscherichiaLcoliLfromLcommunityYacquiredLinfectionsLinL
⁵agosXLσigeria_LJournalgofgInfectiongingDevelopinggCountriesXL2016XLcbXLkdbYkec 2.3 17

78 vraftLyenomeLSequenceLofLSalmonellaLentericaLsubsp_LdiarizonaeLSerovarLhclklcXgXTiULStrainL
uR°°yx_bbchgLTPhylumLyammaproteobacteriaU_LGenomegAnnouncementsXL2016XLfXL 1

77 vraftLyenomeLSequenceLofLSalmonellaLentericaLsubsp_LentericaLSerovarLtardoLStrainL
uR°°yx_bbbkkLTPhylumLyammaproteobacteriaU_LGenomegAnnouncementsXL2016XLfXL 2

76 viversityLofLPlasmidsLandLsntimicrobialLResistanceLyenesLinLβultidrugYResistantLwscherichiaLcoliL
 solatedLfromLzealthyLuompanionLsnimals_LZoonosesgandgPublicgHealthXL2015XLhdXLfikYjj 2.9 7
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75
 nLVivoLTransmissionLofLanL ncsauLPlasmidLinLwscherichiaLcoliLvependsLonLTetracyclineL
uoncentrationXLandLscquisitionLofLtheLPlasmidLResultsLinLaLVariableLuostLofLxitness_LAppliedgandg
EnvironmentalgMicrobiologyXL2015XLjcXLeghcYib

4.8 27

74 PrevalenceLandLsntimicrobialLResistanceLinLwscherichiaLcoliLfromLxoodLsnimalsLinL⁵agosXLσigeria_L
MicrobialgDruggResistanceXL2015XLdcXLegjYhg 2.9 28

73 sntimicrobialLresistanceXLvirulenceLdeterminantsLandLgeneticLprofilesLofLclinicalLandLnonclinicalL
wnterococcusLcecorumLfromLpoultry_LLettersgingAppliedgMicrobiologyXL2015XLhbXLcccYcck 2.9 20

72 RelativeLsurvivalLofLfourLserotypesLofLSalmonellaLentericaLinLlowYwaterLactivityLwheyLproteinL
powderLheldLatLehLandLib´°uLatLvariousLwaterLactivityLlevels_LJournalgofgFoodgProtectionXL2014XLiiXLcckjYdbb2.5 15

71 WholeYyenomeLSequencingLofLSalmonellaLentericaLsubsp_LentericaLSerovarLuubanaLStrainsL solatedL
fromLsgriculturalLSources_LGenomegAnnouncementsXL2014XLdXL 1

70 yenomicLepidemiologyLofLSalmonellaLentericaLserotypeLwnteritidisLbasedLonLpopulationLstructureL
ofLprevalentLlineages_LEmerginggInfectiousgDiseasesXL2014XLdbXLcfjcYk 10.2 62

69 UseLofLaLpromiscuousXLconstitutivelyYactiveLbacterialLenhancerYbindingLproteinLtoLdefineLtheLˇ�â�µâ�·L
TRpoσULregulonLofLSalmonellaLTyphimuriumL⁵Td_LBMCgGenomicsXL2013XLcfXLhbd 4.5 20

68 TheLintestinalLfattyLacidLpropionateLinhibitsLSalmonellaLinvasionLthroughLtheLpostYtranslationalL
controlLofLzilv_LMoleculargMicrobiologyXL2013XLjiXLcbfgYhb 4.1 102

67 sntimicrobialLresistanceLgenesLinLmultidrugYresistantLSalmonellaLentericaLisolatedLfromLanimalsXL
retailLmeatsXLandLhumansLinLtheLUnitedLStatesLandLuanada_LMicrobialgDruggResistanceXL2013XLckXLcigYjf 2.9 41

66 yeneticLmechanismsLofLantimicrobialLresistanceLidentifiedLinLSalmonellaLentericaXLwscherichiaLcoliXL
andLwnteroccocusLspp_LisolatedLfromLU_S_LfoodLanimals_LFrontiersgingMicrobiologyXL2013XLfXLceg 5.7 112

65 PathogenicityLofLdodecyltrimethylammoniumLchlorideYresistantLSalmonellaLenterica_LAppliedgandg
EnvironmentalgMicrobiologyXL2013XLikXLdeicYh 4.8 8

64 snalysisLofLantimicrobialLresistanceLgenesLdetectedLinLmultipleYdrugYresistantLwscherichiaLcoliL
isolatesLfromLbroilerLchickenLcarcasses_LMicrobialgDruggResistanceXL2012XLcjXLfgeYhe 2.9 23

63 snalysisLofLuampylobacterLjejuniLwholeYgenomeLvσsLmicroarrayslLsignificanceLofLprophageLandL
hypervariableLregionsLforLdiscriminatingLisolates_LFoodbornegPathogensgandgDiseaseXL2012XLkXLfieYk 3.8 2

62 uomparisonLofLdkgtYlinkedLintergenicLsequenceLribotypingLtoLvσsLmicroarrayLhybridizationLforL
assigningLserotypeLtoLSalmonellaLenterica_LFEMSgMicrobiologygLettersXL2012XLeeiXLhcYid 2.9 27

61 uharacteristicsLofLplasmidsLinLmultiYdrugYresistantLwnterobacteriaceaeLisolatedLduringLprospectiveL
surveillanceLofLaLnewlyLopenedLhospitalLinL raq_LPLoSgONEXL2012XLiXLefbehb 3.7 23

60
yeneLexpressionLanalysisLofLSalmonellaLentericaLwnteritidisLσalTRULandLSalmonellaLentericaL
⁴entuckyLeikgLexposedLtoLzulLandLaceticLacidLinLrichLmedium_LFoodbornegPathogensgandgDiseaseXL
2012XLkXLeecYi

3.8 11

59 βolecularLanalysisLofLimipenemYresistantLscinetobacterLbaumanniiLisolatedLfromLUSLserviceL
membersLwoundedLinL raqXLdbbeYdbbj_LEpidemiologygandgInfectionXL2012XLcfbXLdebdYi 4.3 21

58 uharacterizationLofLmultidrugYresistantLwscherichiaLcoliLbyLantimicrobialLresistanceLprofilesXLplasmidL
repliconLtypingXLandLpulsedYfieldLgelLelectrophoresis_LMicrobialgDruggResistanceXL2011XLciXLcgiYhe 2.9 16

(2011-2015)
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57 SequenceLanalysisLofLaLgroupLofLlowLmolecularYweightLplasmidsLcarryingLmultipleL SkbeLelementsL
flankingLaLkanamycinLresistanceLaphLgeneLinLSalmonellaLentericaLserovars_LPlasmidXL2011XLhgXLdfhYgd 3.3 6

56 RelatedLantimicrobialLresistanceLgenesLdetectedLinLdifferentLbacterialLspeciesLcoYisolatedLfromL
swineLfecalLsamples_LFoodbornegPathogensgandgDiseaseXL2011XLjXLhheYik 3.8 27

55 zydrogenYstimulatedLcarbonLacquisitionLandLconservationLinLSalmonellaLentericaLserovarL
Typhimurium_LJournalgofgBacteriologyXL2011XLckeXLgjdfYed 3.5 15

54 βicroarrayYbasedLanalysisLofL ncsauLplasmidYassociatedLgenesLfromLmultidrugYresistantLSalmonellaL
enterica_LAppliedgandgEnvironmentalgMicrobiologyXL2011XLiiXLhkkcYk 4.8 21

53 snalysisLofLantimicrobialLresistanceLgenesLdetectedLinLmultidrugYresistantLSalmonellaLentericaL
serovarLTyphimuriumLisolatedLfromLfoodLanimals_LMicrobialgDruggResistanceXL2011XLciXLfbiYcj 2.9 49

52
vevelopmentLofLmicroarrayLandLmultiplexLpolymeraseLchainLreactionLassaysLforLidentificationLofL
serovarsLandLvirulenceLgenesLinLSalmonellaLentericaLofLhumanLorLanimalLorigin_LJournalgofgVeterinaryg
DiagnosticgInvestigationXL2010XLddXLggkYhk

1.5 17

51 PrevalenceLofLuolwcYlikeLplasmidsLandLkanamycinLresistanceLgenesLinLSalmonellaLentericaLserovars_L
AppliedgandgEnvironmentalgMicrobiologyXL2010XLihXLhibiYcf 4.8 16

50
yenotypicLandLphenotypicLcorrelationsLofLmultidrugYresistantLscinetobacterLbaumanniiYs_L
calcoaceticusLcomplexLstrainsLisolatedLfromLpatientsLatLtheLσationalLσavalLβedicalLuenter_LJournalg
ofgClinicalgMicrobiologyXL2010XLfjXLfeeeYh

9.7 13

49 snLoligonucleotideLmicroarrayLtoLcharacterizeLmultidrugLresistantLplasmids_LJournalgofg
MicrobiologicalgMethodsXL2010XLjcXLkhYcbb 2.8 12

48 vevelopmentLofLaLvσsLmicroarrayLtoLdetectLantimicrobialLresistanceLgenesLidentifiedLinLtheL
σationalLuenterLforLtiotechnologyL nformationLdatabase_LMicrobialgDruggResistanceXL2010XLchXLkYck 2.9 44

47
xitnessLcostsLandLstabilityLofLaLhighYlevelLciprofloxacinLresistanceLphenotypeLinLSalmonellaLentericaL
serotypeLenteritidislLreducedLinfectivityLassociatedLwithLdecreasedLexpressionLofLSalmonellaL
pathogenicityLislandLcLgenes_LAntimicrobialgAgentsgandgChemotherapyXL2010XLgfXLehiYif

5.9 49

46 uharacterizationLofLsmallLuolwcYlikeLplasmidsLconferringLkanamycinLresistanceLinLSalmonellaL
entericaLsubsp_LentericaLserovarsLTyphimuriumLandLσewport_LPlasmidXL2010XLheXLcgbYf 3.3 7

45 sminoLacidLNlittleLtigLtangNlLrepresentingLaminoLacidLsubstitutionLmatricesLasLdotLproductsLofL
wuclidianLvectors_LBMCgBioinformaticsXL2010XLccXLf 3.6 6

44 snLxvsLbioinformaticsLtoolLforLmicrobialLgenomicsLresearchLonLmolecularLcharacterizationLofL
bacterialLfoodborneLpathogensLusingLmicroarrays_LBMCgBioinformaticsXL2010XLccLSupplLhXLSf 3.6 35

43 SensitiveLandLrapidLmolecularLdetectionLassaysLforLSalmonellaLentericaLserovarsLTyphimuriumLandL
zeidelberg_LJournalgofgFoodgProtectionXL2009XLidXLdegbYi 2.5 27

42 yenotypingLuampylobacterLjejuniLbyLcomparativeLgenomeLindexinglLanLevaluationLwithLpulsedYfieldL
gelLelectrophoresisLandLflasLSVRLsequencing_LFoodbornegPathogensgandgDiseaseXL2009XLhXLeeiYfk 3.8 5

41 zighYthroughputLmolecularLdeterminationLofLsalmonellaLentericaLserovarsLbyLuseLofLmultiplexLPuRL
andLcapillaryLelectrophoresisLanalysis_LJournalgofgClinicalgMicrobiologyXL2009XLfiXLcdkbYk 9.7 61

40  ncLsauLplasmidsLareLprevalentLinLmultidrugYresistantLSalmonellaLentericaLisolates_LAppliedgandg
EnvironmentalgMicrobiologyXL2009XLigXLckbjYcg 4.8 83
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39 PresenceLofLtheL⁴PuLcarbapenemaseLgeneLinLwnterobacteriaceaeLcausingLbacteremiaLandLitsL
correlationLwithLinLvitroLcarbapenemLsusceptibility_LJournalgofgClinicalgMicrobiologyXL2009XLfiXLdekYfc 9.7 24

38 βicroarrayLanalysisLofLantimicrobialLresistanceLgenesLinLSalmonellaLentericaLfromLpreharvestL
poultryLenvironment_LJournalgofgAppliedgMicrobiologyXL2009XLcbiXLkbhYcf 4.7 29

37 PrevalenceXLspeciesLdistributionLandLantimicrobialLresistanceLofLenterococciLisolatedLfromLdogsLandL
catsLinLtheLUnitedLStates_LJournalgofgAppliedgMicrobiologyXL2009XLcbiXLcdhkYij 4.7 61

36
RainfallLandLtillageLeffectsLonLtransportLofLfecalLbacteriaLandLsexLhormonesLcibetaYestradiolLandL
testosteroneLfromLbroilerLlitterLapplicationsLtoLaLyeorgiaLPiedmontLUltisol_LSciencegofgthegTotalg
EnvironmentXL2008XLfbeXLcgfYhe

10.2 32

35 snalysisLofLSalmonellaLentericaLwithLreducedLsusceptibilityLtoLtheLthirdYgenerationLcephalosporinL
ceftriaxoneLisolatedLfromLU_S_LcattleLduringLdbbbYdbbf_LMicrobialgDruggResistanceXL2008XLcfXLdgcYj 2.9 22

34 RapidLmultiplexLPuRLandLrealYtimeLTaqβanLPuRLassaysLforLdetectionLofLSalmonellaLentericaLandLtheL
highlyLvirulentLserovarsLuholeraesuisLandLParatyphiLu_LJournalgofgClinicalgMicrobiologyXL2008XLfhXLfbcjYdd9.7 27

33
vetectionLofL⁴PuYdLinLaLclinicalLisolateLofLProteusLmirabilisLandLfirstLreportedLdescriptionLofL
carbapenemaseLresistanceLcausedLbyLaL⁴PuLbetaYlactamaseLinLP_Lmirabilis_LJournalgofgClinicalg
MicrobiologyXL2008XLfhXLebjbYe

9.7 53

32 snalysisLofLs Yda⁵uxSYdependentLtranscriptionLinLuampylobacterLjejuniLstrainLjcYcih_LFoodborneg
PathogensgandgDiseaseXL2008XLgXLekkYfcg 3.8 50

31 sntimicrobialLresistanceLandLvirulenceLofLwnterococcusLfaecalisLisolatedLfromLretailLfood_LJournalgofg
FoodgProtectionXL2008XLicXLihbYk 2.5 37

30
SalmonellaXLuampylobacterLandLwnterococcusLspp_lLtheirLantimicrobialLresistanceLprofilesLandLtheirL
spatialLrelationshipsLinLaLsynopticLstudyLofLtheLUpperLOconeeLRiverLbasin_LMicrobialgEcologyXL2008XL
ggXLfffYgd

4.4 22

29 PrevalenceXLdistributionLandLcharacterisationLofLceftiofurLresistanceLinLSalmonellaLentericaLisolatedL
fromLanimalsLinLtheLUSsLfromLckkkLtoLdbbe_LInternationalgJournalgofgAntimicrobialgAgentsXL2007XLebXLcefYfd14.3 75

28 wvidenceLofLaLconjugalLerythromycinLresistanceLelementLinLtheL⁵ymeLdiseaseLspirocheteLtorreliaL
burgdorferi_LInternationalgJournalgofgAntimicrobialgAgentsXL2007XLebXLfkhYgbf 14.3 12

27  nsightsLintoLtheLcomplexLregulationLofLrpoSLinLtorreliaLburgdorferi_LMoleculargMicrobiologyXL2007XL
hgXLdiiYke 4.1 101

26 uomparisonLofLSalmonellaLentericaLserotypeL nfantisLisolatesLfromLaLveterinaryLteachingLhospital_L
JournalgofgAppliedgMicrobiologyXL2007XLcbdXLcgdiYeh 4.7 28

25
wnterobacterLsakazakiiLinvadesLbrainLcapillaryLendothelialLcellsXLpersistsLinLhumanLmacrophagesL
influencingLcytokineLsecretionLandLinducesLsevereLbrainLpathologyLinLtheLneonatalLrat_LMicrobiologyg
qUnitedgKingdomrXL2007XLcgeXLegejYegfi

2.9 103

24 vetectionLofLSalmonellaLentericaLsubpopulationsLbyLphenotypeLmicroarrayLantibioticLresistanceL
patterns_LAppliedgandgEnvironmentalgMicrobiologyXL2007XLieXLiigeYh 4.8 16

23 βultiplexLPuRYbasedLmethodLforLidentificationLofLcommonLclinicalLserotypesLofLSalmonellaLentericaL
subsp_Lenterica_LJournalgofgClinicalgMicrobiologyXL2006XLffXLehbjYcg 9.7 120

22  dentificationLofLnewLflagellarLgenesLofLSalmonellaLentericaLserovarLTyphimurium_LJournalgofg
BacteriologyXL2006XLcjjXLddeeYfe 3.5 121

(2006-2009)
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21
SalmonellaLentericaLserovarLTyphimuriumLrequiresLtheL⁵pfXLPefXLandLTafiLfimbriaeLforLbiofilmL
formationLonLzwpYdLtissueLcultureLcellsLandLchickenLintestinalLepithelium_LInfectiongandgImmunityXL
2006XLifXLecghYhk

3.7 102

20 vσsLmicroarrayLdetectionLofLantimicrobialLresistanceLgenesLinLdiverseLbacteria_LInternationalg
JournalgofgAntimicrobialgAgentsXL2006XLdiXLcejYgc 14.3 80

19 TransmissionLofLSalmonellaLentericaLserotypeLTyphimuriumLinLpoultryLwithLandLwithoutL
antimicrobialLselectiveLpressure_LJournalgofgAppliedgMicrobiologyXL2006XLcbcXLcebcYj 4.7 19
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