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diabetes susceptibility. Nature Genetics, 2014, 46, 234-244. 21.4 959
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10 Disparities by Race, Age, and Sex in the Improvement of Survival for Major Cancers. JAMA Oncology,
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11 Identification of ten variants associated with risk of estrogen-receptor-negative breast cancer.
Nature Genetics, 2017, 49, 1767-1778. 21.4 289

12 Genome-wide association study identifies 32 novel breast cancer susceptibility loci from overall and
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136, 2051-2067. 1.6 224

14 Identification of six new susceptibility loci for invasive epithelial ovarian cancer. Nature Genetics,
2015, 47, 164-171. 21.4 221
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16 Large-scale genetic study in East Asians identifies six new loci associated with colorectal cancer risk.
Nature Genetics, 2014, 46, 533-542. 21.4 212

17 Meta-analysis of genome-wide association studies in East Asian-ancestry populations identifies four
new loci for body mass index. Human Molecular Genetics, 2014, 23, 5492-5504. 2.9 192

18 Meta-Analysis of Genome-Wide Association Studies in African Americans Provides Insights into the
Genetic Architecture of Type 2 Diabetes. PLoS Genetics, 2014, 10, e1004517. 3.5 191
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genes for breast cancer. Nature Genetics, 2018, 50, 968-978. 21.4 184

21 Identification of nine new susceptibility loci for endometrial cancer. Nature Communications, 2018, 9,
3166. 12.8 178

22 <i>PALB2</i>,<i>CHEK2</i>and<i>ATM</i>rare variants and cancer risk: data from COGS. Journal of
Medical Genetics, 2016, 53, 800-811. 3.2 174

23 Differences in DNA Methylation Signatures Reveal Multiple Pathways of Progression From Adenoma to
Colorectal Cancer. Gastroenterology, 2014, 147, 418-429.e8. 1.3 170
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Genome-Wide Meta-Analyses of Breast, Ovarian, and Prostate Cancer Association Studies Identify
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1052-1067.
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diabetes. Nature Communications, 2016, 7, 10531. 12.8 149

26 Human metabolic correlates of body mass index. Metabolomics, 2014, 10, 259-269. 3.0 148
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Molecular Genetics, 2014, 23, 6961-6972. 2.9 143

29 Genome-wide association study of colorectal cancer identifies six new susceptibility loci. Nature
Communications, 2015, 6, 7138. 12.8 138

30 Body mass index is negatively associated with telomere length: a collaborative cross-sectional
meta-analysis of 87 observational studies. American Journal of Clinical Nutrition, 2018, 108, 453-475. 4.7 137

31 Genome-wide association analysis in East Asians identifies breast cancer susceptibility loci at 1q32.1,
5q14.3 and 15q26.1. Nature Genetics, 2014, 46, 886-890. 21.4 135

32
Association analyses of East Asian individuals and trans-ancestry analyses with European individuals
reveal new loci associated with cholesterol and triglyceride levels. Human Molecular Genetics, 2017,
26, 1770-1784.

2.9 135

33 Association between type 2 diabetes and risk of cancer mortality: a pooled analysis of over 771,000
individuals in the Asia Cohort Consortium. Diabetologia, 2017, 60, 1022-1032. 6.3 132

34 Ovarian Epithelial Tumor Growth Promotion by Follicle-Stimulating Hormone and Inhibition of the
Effect by Luteinizing Hormone. Gynecologic Oncology, 2000, 76, 80-88. 1.4 129

35 Exome chip meta-analysis identifies novel loci and East Asianâ€“specific coding variants that contribute
to lipid levels and coronary artery disease. Nature Genetics, 2017, 49, 1722-1730. 21.4 129

36 Novel Common Genetic Susceptibility Loci for Colorectal Cancer. Journal of the National Cancer
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37 Breast cancer risk variants at 6q25 display different phenotype associations and regulate ESR1, RMND1
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38 Differential pre-malignant programs and microenvironment chart distinct paths to malignancy in
human colorectal polyps. Cell, 2021, 184, 6262-6280.e26. 28.9 125

39 Mendelian randomization study of adiposity-related traits and risk of breast, ovarian, prostate, lung
and colorectal cancer. International Journal of Epidemiology, 2016, 45, 896-908. 1.9 124

40 Large-scale transcriptome-wide association study identifies new prostate cancer risk regions. Nature
Communications, 2018, 9, 4079. 12.8 121
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42 Genetically Predicted Body Mass Index and Breast Cancer Risk: Mendelian Randomization Analyses of
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43 Adherence to dietary guidelines and mortality: a report from prospective cohort studies of 134,000
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48 Evidence that breast cancer risk at the 2q35 locus is mediated through IGFBP5 regulation. Nature
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54 Genome-wide association study of gastric adenocarcinoma in Asia: a comparison of associations
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60 Novel genetic associations for blood pressure identified via gene-alcohol interaction in up to 570K
individuals across multiple ancestries. PLoS ONE, 2018, 13, e0198166. 2.5 94
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62 Association of Estrogen Metabolism with Breast Cancer Risk in Different Cohorts of Postmenopausal
Women. Cancer Research, 2017, 77, 918-925. 0.9 91

63 Genetic and Clinical Predictors for Breast Cancer Risk Assessment and Stratification Among Chinese
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64
Imputation and subset-based association analysis across different cancer types identifies multiple
independent risk loci in the TERT-CLPTM1L region on chromosome 5p15.33. Human Molecular Genetics,
2014, 23, 6616-6633.
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65 Genome-wide association and transcriptome studies identify target genes and risk loci for breast
cancer. Nature Communications, 2019, 10, 1741. 12.8 90
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Circulating Levels of Insulin-like Growth Factor 1 and Insulin-like Growth Factor Binding Protein 3
Associate With Risk of Colorectal Cancer Based on Serologic and Mendelian Randomization Analyses.
Gastroenterology, 2020, 158, 1300-1312.e20.

1.3 90

67 Shared heritability and functional enrichment across six solid cancers. Nature Communications, 2019,
10, 431. 12.8 88
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women. Nature Communications, 2020, 11, 3833. 12.8 88
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70 Prospective Evaluation of the Association of Nut/Peanut Consumption With Total and Cause-Specific
Mortality. JAMA Internal Medicine, 2015, 175, 755. 5.1 86

71 Multiancestry Genome-Wide Association Study of Lipid Levels Incorporating Gene-Alcohol
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72 The Consortium of Metabolomics Studies (COMETS): Metabolomics in 47 Prospective Cohort Studies.
American Journal of Epidemiology, 2019, 188, 991-1012. 3.4 81
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73 Prospective study of oral microbiome and colorectal cancer risk in lowâ€•income and African American
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75 Functional mechanisms underlying pleiotropic risk alleles at the 19p13.1 breastâ€“ovarian cancer
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