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Whole Transcriptome Analysis Provides Insights into Molecular Mechanisms for Molting in
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Identification of Sex-determining Loci in Pacific White Shrimp Litopeneaus vannamei Using Linkage and
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A new anti-lipopolysaccharide factor (ALF) gene with its SNP polymorphisms related to
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Chitin Synthesis and Degradation in Crustaceans: A Genomic View and Application. Marine Drugs, 2021,
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Transcriptome analysis on the exoskeleton formation in early developmetal stages and
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Predictive ability of genomic selection models for breeding value estimation on growth traits of
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Isolation and transcriptome analysis of three subpopulations of shrimp hemocytes reveals the
underlying mechanism of their immune functions. Developmental and Comparative Immunology, 2020, 2.3 31
108, 103689.

Differentially proteomic analysis of the Chinese shrimp at WSSV latent and acute infection stages by
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Molecular and Functional Diversity of Crustin-Like Genes in the Shrimp Litopenaeus vannamei. Marine
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Identification of a novel C-type lectin from the shrimp Litopenaeus vannamei and its role in defense
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A Novel Candidate Gene Associated With Body Weight in the Pacific White Shrimp Litopenaeus
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Identification of Single Nucleotide Polymorphisms Related to the Resistance Against Acute
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Molecular markers for identifying a new selected variety of Pacific white shrimp Litopenaeus
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Genome Sequencing and Assembly Strategies and a Comparative Analysis of the Genomic
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Identification of Growth-Associated Genes by Genome-Wide Association Study and Their Potential
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Peritrophin-like protein from Litopenaeus vannamei (LvPT) involved in white spot syndrome virus
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Genomic Characterization and Expression of Juvenile Hormone Esterase-Like Carboxylesterase Genes in
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Chromosomal localization of 55 rDNA in Chinese shrimp (Fenneropenaeus chinensis): a
chromosome-specific marker for chromosome identification. Chinese Journal of Oceanology and 0.7 5
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