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Emergence of plasmid-mediated high-level tigecycline resistance genes in animals and humans. Nature

Microbiology, 2019, 4, 1450-1456.

Anthropogenic and environmental factors associated with high incidence of mcr-1 carriage in humans 13.3 139
across China. Nature Microbiology, 2018, 3, 1054-1062. :

Prevalence, risk factors and molecular epidemiology of carbapenem-resistant <i>Klebsiella
pneumoniae</i> in patients from Zhejiang, China, 20083€“2018. Emerging Microbes and Infections, 2020, 9,
1771-1779.

Emergence of OXA-232 Carbapenemase-Producing <i>Klebsiella pneumoniae</i> That Carries a pLVPK-Like

Virulence Plasmid among Elderly Patients in China. Antimicrobial Agents and Chemotherapy, 2019, 63, . 3.2 67

Emerging Carriage of NDM-5 and MCR-1 in Escherichia coli From Healthy People in Multiple Regions in
China: A Cross Sectional Observational Study. EClinicalMedicine, 2018, 6, 11-20.

Prevalence and Genetic Analysis of <i>mcr-3</i> -Positive Aeromonas Species from Humans, Retail Meat,

and Environmental Water Samples. Antimicrobial Agents and Chemotherapy, 2018, 62, . 3.2 °8

Conjugation of Virulence Plasmid in Clinical <i>Klebsiella pneumoniae</i> Strains through Formation
of a Fusion Plasmid. Advanced Biology, 2020, 4, e1900239.

Molecular epidemiology of carbapenem-resistant hypervirulent <i>Klebsiella pneumoniae</i> in China. 6.5 49
Emerging Microbes and Infections, 2022, 11, 841-849. :

Rapamycin suppresses TLR4-triggered IL-6 and PGE2 production of colon cancer cells by inhibiting TLR4
expression and NF-I2B activation. Molecular Immunology, 2008, 45, 2929-2936.

Epidemiological and phylogenetic analysis reveals Flavobacteriaceae as potential ancestral source of

tigecycline resistance gene tet(X). Nature Communications, 2020, 11, 4648. 12.8 47

Clinical evolution of ST11 carbapenem resistant and hypervirulent Klebsiella pneumoniae.
Communications Biology, 2021, 4, 650.

Colistin-resistance gene <i>mcr<[i> in clinical carbapenem-resistant <i>Enterobacteriaceae</i> strains 6.5 44
in China, 20144€“2019. Emerging Microbes and Infections, 2020, 9, 237-245. :

Evaluation of the IR Biotyper for <i>Klebsiella pneumoniae</i> typing and its potentials in hospital
hygiene management. Microbial Biotechnology, 2021, 14, 1343-1352.

Emergence and Expansion of a Carbapenem-Resistant Pseudomonas aeruginosa Clone Are Associated

with Plasmid-Borne <i>bla</i> <sub>KPC-2</sub> and Virulence-Related Genes. MSystems, 2021, 6, . 3.8 33

Evolution of Carbapenem-Resistant Serotype K1 Hypervirulent Klebsiella pneumoniae by Acquisition of
<i>bla<[i> <sub>VIM-1</sub> -Bearing Plasmid. Antimicrobial Agents and Chemotherapy, 2019, 63, .

Application of CRISPR/Cas9-Based Genome Editing in Studying the Mechanism of Pandrug Resistance in

Klebsiella pneumoniae. Antimicrobial Agents and Chemotherapy, 2019, 63, . 3.2 24

Prevalence, transmission, and molecular epidemiology of tet(X)-positive bacteria among humans,

animals, and environmental niches in China: An epidemiological, and genomic-based study. Science of
the Total Environment, 2022, 818, 151767.

Prevalence and molecular epidemiology of mcr-1-positive Klebsiella pneumoniae in healthy adults from 3.0 17
China. Journal of Antimicrobial Chemotherapy, 2020, 75, 2485-2494. :
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Emergence of tet(A) and blakPC-2 co-carrying plasmid from a ST11 hypervirulent Klebsiella pneumoniae

isolate in patient's gut. International Journal of Antimicrobial Agents, 2018, 52, 307-308.

Emergence of an Empedobacter falsenii strain harbouring a tet(X)-variant-bearing novel plasmid
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Chromosomal and Plasmid-Borne Tigecycline Resistance Genes <i>tet</[i> (X3) and <i>tet<[i> (X4) in
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Leclercia adecarboxylata From Human Gut Flora Carries mcr-4.3 and blaIMP-4-Bearing Plasmids. 35 9
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Identification of antibiotic resistance and virulenced€encoding factors in <i>Klebsiella pneumoniae</i>
by Raman spectroscopy and deep learning. Microbial Biotechnology, 2022, 15, 1270-1280.

Alkaline Peptone Water-Based Enrichment Method for mer-3 From Acute Diarrheic Outpatient Gut

Samples. Frontiers in Medicine, 2018, 5, 99. 2.6 8

The Rapid Emergence of Ceftazidime-Avibactam Resistance Mediated by KPC Variants in
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Detection and genetic characterization of the colistin resistance gene mcr-3.3 in an Aeromonas
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