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67 PanoramicqNxNpackageNforNconstructingNeukaryoticNpandgenomeseNMolecularmEcologymResourcescN2021cN
ihcNhjpjdhkgj 8.4 1

66 HarnessingNmachineNlearningNtoNguideNphylogeneticdtreeNsearchNalgorithmseNNaturemCommunications
cN2021cNhicNhpoj 17.4 5

65 MechanismsNUnderlyingNHostNRangeNVariationNinNFlavivirusqNFromNEmpiricalNKnowledgeNtoNPredictiveN
ModelseNJournalmofmMolecularmEvolutioncN2021cNopcNjipdjkg 3.1 0

64 TheNEvolutionNofNzhromosomeNNumbersqNMechanisticNModelsNandNExperimentalNxpproacheseN
GenomemBiologymandmEvolutioncN2021cNhjcN 3.9 8

63 ModelNadequacyNtestsNforNprobabilisticNmodelsNofNchromosomednumberNevolutioneNNewmPhytologistcN
2021cNiipcNjmgidjmhj 9.8 4

62 xNzodonNModelNforNxssociatingNPhenotypicNTraitsNwithNxlteredNSelectiveNPatternsNofNSequenceN
EvolutioneNSystematicmBiologycN2021cNngcNmgodmii 8.4 2

61 yeeNflowersNdriveNmacroevolutionaryNdiversificationNinNlongdhornedNbeeseNProceedingsmofmthemRoyalm
SocietymB:mBiologicalmSciencescN2021cNioocNigihgljj 4.4 1

60 xNProbabilisticNModelNforNIndelNEvolutionqNDifferentiatingNInsertionsNfromNDeletionseNMolecularm
BiologymandmEvolutioncN2021cNjocNlnmpdlnoh 8.3 4

59 zOVIDdhpNpandemicdrelatedNlockdownqNresponseNtimeNisNmoreNimportantNthanNitsNstrictnesseNEMBOm
MolecularmMedicinecN2020cNhicNehjhnh 12 14

58
HeterogeneityNinNtheNrateNofNmolecularNsequenceNevolutionNsubstantiallyNimpactsNtheNaccuracyNofN
detectingNshiftsNinNdiversificationNrateseNEvolution;mInternationalmJournalmofmOrganicmEvolutioncN2020cN
nkcNhmigdhmjp

3.8 8

57 ModelTellerqNModelNSelectionNforNOptimalNPhylogeneticNReconstructionNUsingNMachineNLearningeN
MolecularmBiologymandmEvolutioncN2020cNjncNjjjodjjli 8.3 8

56 TRYNplantNtraitNdatabaseNdNenhancedNcoverageNandNopenNaccesseNGlobalmChangemBiologycN2020cNimcNhhpdhoo11.4 399

55 PhenologyNandNpolyploidyNinNannualNyrachypodiumNspeciesNWPoaceaeYNalongNtheNaridityNgradientNinN
IsraeleNJournalmofmSystematicsmandmEvolutioncN2020cNlocNhopdhpp 2.9 3

54 TheNglobalNbiogeographyNofNpolyploidNplantseNNaturemEcologymandmEvolutioncN2019cNjcNimldinj 12.3 86

53 MeioticNdriveNshapesNratesNofNkaryotypeNevolutionNinNmammalseNEvolution;mInternationalmJournalmofm
OrganicmEvolutioncN2019cNnjcNlhhdlij 3.8 17

52 InteractionNamongNploidycNbreedingNsystemNandNlineageNdiversificationeNNewmPhytologistcN2019cNiikcNhilidhiml9.8 25

51 ModelNselectionNmayNnotNbeNaNmandatoryNstepNforNphylogenyNreconstructioneNNaturem
CommunicationscN2019cNhgcNpjk 17.4 136
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50 MacroevolutionaryNPatternsNofNFloweringNPlantNSpeciationNandNExtinctioneNAnnualmReviewmofmPlantm
BiologycN2018cNmpcNmoldngm 30.7 40

49 zRISPysqNOptimalNsgRNxNDesignNforNEditingNMultipleNMembersNofNaNGeneNFamilyNUsingNtheNzRISPRN
SystemeNJournalmofmMolecularmBiologycN2018cNkjgcNihokdihpl 6.5 10

48 OneTwoTreeqNxnNonlineNtoolNforNphylogenyNreconstructioneNMolecularmEcologymResourcescN2018cNhocNhkpidhkpp8.4 13

47 yroadNphylogeneticNanalysisNofNcationfprotonNantiportersNrevealsNtransportNdeterminantseNNaturem
CommunicationscN2018cNpcNkigl 17.4 30

46 MacroevolutionaryNsynthesisNofNfloweringNplantNsexualNsystemseNEvolution;mInternationalmJournalmofm
OrganicmEvolutioncN2017cNnhcNopodphi 3.8 42

45 TraitRatePropqNaNwebNserverNforNtheNdetectionNofNtraitddependentNevolutionaryNrateNshiftsNinN
sequenceNsiteseNNucleicmAcidsmResearchcN2017cNklcNWimgdWimk 20.1 6

44 MultispeedNgenomeNdiploidizationNandNdiversificationNafterNanNancientNallopolyploidizationeN
MolecularmEcologycN2017cNimcNmkkldmkmi 5.7 26

43 xnNIntegratedNModelNofNPhenotypicNTraitNzhangesNandNSitedSpecificNSequenceNEvolutioneNSystematicm
BiologycN2017cNmmcNphndpjj 8.4 22

42 xNmachineNlearningNapproachNforNpredictingNzRISPRdzaspNcleavageNefficienciesNandNpatternsN
underlyingNitsNmechanismNofNactioneNPLoSmComputationalmBiologycN2017cNhjcNehgglogn 5 73

41 WholedgenomeNduplicationNasNaNkeyNfactorNinNcropNdomesticationeNNaturemPlantscN2016cNicNhmhhl 11.5 119

40 zonSurfNighmqNanNimprovedNmethodologyNtoNestimateNandNvisualizeNevolutionaryNconservationNinN
macromoleculeseNNucleicmAcidsmResearchcN2016cNkkcNWjkkdlg 20.1 1295

39 PolyploidyNandNsexualNsystemNinNangiospermsqNIsNthereNanNassociationveNAmericanmJournalmofmBotanycN
2016cNhgjcNhiijdjl 2.7 29

38 yodyNsizesNandNdiversificationNratesNofNlizardscNsnakescNamphisbaeniansNandNtheNtuataraeNGlobalm
EcologymandmBiogeographycN2016cNilcNhondhpn 6.1 92

37 DioecyNdoesNnotNconsistentlyNaccelerateNorNslowNlineageNdiversificationNacrossNmultipleNgeneraNofN
angiospermseNNewmPhytologistcN2016cNigpcNhipgdjgg 9.8 27

36 SexNdeterminationcNlongevitycNandNtheNbirthNandNdeathNofNreptilianNspecieseNEcologymandmEvolutioncN
2016cNmcNligndig 2.8 29

35 PhylogeneticNevidenceNforNcladogeneticNpolyploidizationNinNlandNplantseNAmericanmJournalmofmBotanycN
2016cNhgjcNhilido 2.7 22

34 MethodsNforNstudyingNpolyploidNdiversificationNandNtheNdeadNendNhypothesisqNaNreplyNtoNSoltisNetNaleN
WighkYeNNewmPhytologistcN2015cNigmcNindjl 9.8 55

33 zlumpakqNaNprogramNforNidentifyingNclusteringNmodesNandNpackagingNpopulationNstructureN
inferencesNacrossNKeNMolecularmEcologymResourcescN2015cNhlcNhhnpdph 8.4 1526
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32 TheNzhromosomeNzountsNDatabaseNWzzDyYNdNaNcommunityNresourceNofNplantNchromosomeNnumberseN
NewmPhytologistcN2015cNigmcNhpdim 9.8 326

31 RegulationNofNalternativeNsplicingNatNtheNsingledcellNleveleNMolecularmSystemsmBiologycN2015cNhhcNokl 12.2 15

30 TheNInterplayNbetweenNScientificNOverlapNandNzooperationNandNtheNResultingNGainNinNzodxuthorshipN
InteractionseNPLoSmONEcN2015cNhgcNeghjnolm 3.7 6

29 zomparativeNanalysisNrevealsNthatNpolyploidyNdoesNnotNdecelerateNdiversificationNinNfisheNJournalmofm
EvolutionarymBiologycN2014cNincNjphdkgj 2.3 25

28 zhromEvolqNassessingNtheNpatternNofNchromosomeNnumberNevolutionNandNtheNinferenceNofN
polyploidyNalongNaNphylogenyeNMolecularmBiologymandmEvolutioncN2014cNjhcNhphkdii 8.3 94

27 KaryotypicNchangesNthroughNdysploidyNpersistNlongerNoverNevolutionaryNtimeNthanNpolyploidN
changeseNPLoSmONEcN2014cNpcNeolimm 3.7 51

26 SexNdeterminationqNwhyNsoNmanyNwaysNofNdoingNitveNPLoSmBiologycN2014cNhicNehgghopp 9.7 606

25 zonSurfqNUsingNEvolutionaryNDataNtoNRaiseNTestableNHypothesesNaboutNProteinNFunctioneNIsraelm
JournalmofmChemistrycN2013cNljcNhppdigm 3.4 325

24 SynonymousNsiteNconservationNinNtheNHIVdhNgenomeeNBMCmEvolutionarymBiologycN2013cNhjcNhmk 3 21

23 RecentlyNformedNpolyploidNplantsNdiversifyNatNlowerNrateseNSciencecN2011cNjjjcNhiln 33.3 308

22 IncreasedNgrowthNinNsunflowerNcorrelatesNwithNreducedNdefencesNandNalteredNgeneNexpressionNinN
responseNtoNbioticNandNabioticNstresseNMolecularmEcologycN2011cNigcNkmojdpk 5.7 56

21 xNlikelihoodNmethodNforNdetectingNtraitddependentNshiftsNinNtheNrateNofNmolecularNevolutioneN
MolecularmBiologymandmEvolutioncN2011cNiocNnlpdng 8.3 28

20 EvolutionaryNmodelsNaccountingNforNlayersNofNselectionNinNproteindcodingNgenesNandNtheirNimpactNonN
theNinferenceNofNpositiveNselectioneNMolecularmBiologymandmEvolutioncN2011cNiocNjipndjgo 8.3 32

19 ProbabilisticNMethodsNandNRateNHeterogeneityN2010cNilndiog 3

18 xnNevolutionaryNanalysisNofNlateralNgeneNtransferNinNthymidylateNsynthaseNenzymeseNSystematicm
BiologycN2010cNlpcNihidil 8.4 24

17 ProbabilisticNmodelsNofNchromosomeNnumberNevolutionNandNtheNinferenceNofNpolyploidyeNSystematicm
BiologycN2010cNlpcNhjidkk 8.4 148

16 TheNfrequencyNofNpolyploidNspeciationNinNvascularNplantseNProceedingsmofmthemNationalmAcademymofm
SciencesmofmthemUnitedmStatesmofmAmericacN2009cNhgmcNhjonldp 11.5 847

15 EpitopiaqNaNwebdserverNforNpredictingNydcellNepitopeseNBMCmBioinformaticscN2009cNhgcNion 3.6 138
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14 xNmachinedlearningNapproachNforNpredictingNydcellNepitopeseNMolecularmImmunologycN2009cNkmcNokgdn 4.3 89

13 zomputationalNcharacterizationNofNydcellNepitopeseNMolecularmImmunologycN2008cNklcNjknndop 4.3 156

12 StepwiseNpredictionNofNconformationalNdiscontinuousNydcellNepitopesNusingNtheNMapitopeNalgorithmeN
Proteins:mStructure,mFunctionmandmBioinformaticscN2007cNmocNipkdjgk 4.2 69

11 PepitopeqNepitopeNmappingNfromNaffinitydselectedNpeptideseNBioinformaticscN2007cNijcNjikkdm 7.2 115

10 EpitopeNmappingNusingNcombinatorialNphageddisplayNlibrariesqNaNgraphdbasedNalgorithmeNNucleicm
AcidsmResearchcN2007cNjlcNmpdno 20.1 88

9 TowardsNrealisticNcodonNmodelsqNamongNsiteNvariabilityNandNdependencyNofNsynonymousNandN
nondsynonymousNrateseNBioinformaticscN2007cNijcNijhpdin 7.2 46

8 SitedspecificNevolutionaryNrateNinferenceqNtakingNphylogeneticNuncertaintyNintoNaccounteNJournalmofm
MolecularmEvolutioncN2005cNmgcNjkldlj 3.1 30

7 SelectonqNaNserverNforNdetectingNevolutionaryNforcesNatNaNsingleNaminodacidNsiteeNBioinformaticscN2005cN
ihcNihghdj 7.2 114

6 zonSurfNigglqNtheNprojectionNofNevolutionaryNconservationNscoresNofNresiduesNonNproteinNstructureseN
NucleicmAcidsmResearchcN2005cNjjcNWippdjgi 20.1 1043

5 xNgammaNmixtureNmodelNbetterNaccountsNforNamongNsiteNrateNheterogeneityeNBioinformaticscN2005cN
ihNSupplNicNiihlhdo 7.2 80

4 zomparisonNofNsitedspecificNratedinferenceNmethodsNforNproteinNsequencesqNempiricalNyayesianN
methodsNareNsuperioreNMolecularmBiologymandmEvolutioncN2004cNihcNhnohdph 8.3 336

3 TheNDFNxhlNdeafnessNmutationNaffectsNPOUkFjNproteinNstabilitycNlocalizationcNandNtranscriptionalN
activityeNMolecularmandmCellularmBiologycN2003cNijcNnplndmk 4.8 50

2 RatekSiteqNanNalgorithmicNtoolNforNtheNidentificationNofNfunctionalNregionsNinNproteinsNbyNsurfaceN
mappingNofNevolutionaryNdeterminantsNwithinNtheirNhomologueseNBioinformaticscN2002cNhoNSupplNhcNSnhdn 7.2 436

1 InteractionNyetweenNPloidycNyreedingNSystemcNandNLineageNDiversification 1
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