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Promiscuous methionyl-tRNA synthetase mediates adaptive mistranslation against oxidative stresses.
Journal of Cell Science, 2014, 127, 4234-45.

Assembly of Multi-tRNA Synthetase Complex via Heterotetrameric Glutathione Transferase-homology 3.4 55
Domains. Journal of Biological Chemistry, 2015, 290, 29313-29328. :

Premature senescence in human breast cancer and colon cancer cells by tamoxifen-mediated reactive
oxygen species generation. Life Sciences, 2014, 97, 116-122.

Determination of Three-dimensional Structure and Residues of the Novel Tumor Suppressor AIMP3/p18

Required for the Interaction with ATM. Journal of Biological Chemistry, 2008, 283, 14032-14040. 3.4 40

Structural and functional analysis of bacterial flavin-containing monooxygenase reveals its
ping-pong-type reaction mechanism. Journal of Structural Biology, 2011, 175, 39-48.

Oncogenic Mutation of AIMP2/p38 Inhibits Its Tumor-Suppressive Interaction with Smurf2. Cancer

Research, 2016, 76, 3422-3436. 0.9 30

Phytochelatin is not a primary factor in determining copper tolerance. Journal of Plant Biology, 2005,
48, 32-38.

Stabilization of Cyclin-Dependent Kinase 4 by Methionyl-tRNA Synthetase in

pl6<sup>INK4a<[sup>-Negative Cancer. ACS Pharmacology and Translational Science, 2018, 1, 21-31. 49 2

Symmetric Assembly of a DecamericASubcomplex in Human Multi-tRNA Synthetase Complex
ViaAlnteractions between GlutathioneATransferase-HomologyADomains and Aspartyl- tRNA Synthetase.
Journal of Molecular Biology, 2019, 431, 4475-4496.

A novel COCH mutation associated with autosomal dominant nonsyndromic hearing loss disrupts the

structural stability of the VWFA2 domain. Journal of Molecular Medicine, 2012, 90, 1321-1331. 3.9 20

Leucine-sensing mechanism of leucyl-tRNA synthetase 1 for mTORC1 activation. Cell Reports, 2021, 35,
109031.
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Enhanced catalytic site thermal stability of cold-adapted esterase EstK by a W208Y mutation.
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