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ARTICLE

Genomic analysis of globally diverse Mycobacterium tuberculosis strains provides insights into the
emergence and spread of multidrug resistance. Nature Genetics, 2017, 49, 395-402.

Genomic and functional analyses of Mycobacterium tuberculosis strains implicate ald in
D-cycloserine resistance. Nature Genetics, 2016, 48, 544-551.

Nanopore sequencing enables near-complete de novo assembly of Saccharomyces cerevisiae reference
strain CEN.PK113-7D. FEMS Yeast Research, 2017, 17, .

Chromosome level assembly and comparative genome analysis confirm lager-brewing yeasts originated
from a single hybridization. BMC Genomics, 2019, 20, 916.

An educational guide for nanopore sequencing in the classroom. PLoS Computational Biology, 2020,

16,e1007314.

Normalizing alternate representations of large sequence variants across multiple bacterial genomes.
BMC Bioinformatics, 2015, 16, .
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