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h Paper IF Citations

77
wombinationMofMpreaadaptedMbacteriophageMtherapyMandMantibioticsMforMtreatmentMofM
fracturearelatedMinfectionMdueMtoMpandrugaresistantMKlebsiellaMpneumoniaebbMNaturelCommunications
ZM2022ZMegZMgdf

17.4 9

76 xigitalMphagogramsnMpredictingMphageMinfectivityMthroughMaMmultilayerMmachineMlearningMapproachbbM
CurrentlOpinionlinlVirologyZM2021ZMifZMekhaele 7.5 3

75 ShoppingMforMphagessMUnpackingMdesignMrulesMforMtherapeuticMphageMcocktailsbbMCurrentlOpinionlinl
VirologyZM2021ZMifZMfgjafhg 7.5 2

74 TowardsMaMreportingMguidelineMforMdevelopmentalMandMreproductiveMtoxicologyMtestingMinMandMotherM
nematodesbbMToxicologylResearchZM2021ZMedZMefdfaefed 2.6 0

73 GenomicsMofManMendemicMcysticMfibrosisMvurkholderiaMmultivoransMstrainMrevealsMlowMwithinapatientM
evolutionMbutMhighMbetweenapatientMdiversitybMPLoSlPathogensZM2021ZMekZMeeddmhel 7.6 5

72 MolecularMdynamicsMshowsMcomplexMinterplayMandMlongarangeMeffectsMofMpostatranslationalM
modificationsMinMyeastMproteinMinteractionsbMPLoSlComputationallBiologyZM2021ZMekZMeeddlmll 5 4

71 IntegratedMMultiaOmicsMunalysisMofMMechanismsMUnderlyingMYeastMythanolMTolerancebMJournallofl
ProteomelResearchZM2021ZMfdZMglhdaglif 5.6 6

70 TheMyverayxpandingMGenusnMxescriptionMofMhgMNewMSpeciesMandMPartitionMofMtheMGroupbM
MicroorganismsZM2021ZMmZM 4.9 9

69 GenomeadrivenMelucidationMofMphageahostMinterplayMandMimpactMofMphageMresistanceMevolutionMonM
bacterialMfitnessbMISMElJournalZM2021ZM 11.9 6

68 vacteriophageMTherapyMforMxifficultatoaTreatMInfectionsnMTheMImplementationMofMaMMultidisciplinaryM
PhageMTaskMzorceMUVbMVirusesZM2021ZMegZM 6.2 5

67
TheMcompleteMgenomeMofMfZjadichlorobenzamideMUvuMVMdegraderMuminobacterMspbMMSHeMsuggestsMaM
polyploidMchromosomeZMphylogeneticMreassignmentZMandMfunctionsMofMplasmidsbMScientificlReportsZM
2021ZMeeZMelmhg

4.9 2

66 HostMRangeMyxpansionMofMPseudomonasMVirusMLUZkMIsMxrivenMbyMaMwonservedMTailMziberMMutationbM
PhageZM2020ZMeZMlkamd 1.8 5

65 uMVersaTileadrivenMplatformMforMrapidMhitatoaleadMdevelopmentMofMengineeredMlysinsbMSciencel
AdvancesZM2020ZMjZMeaazeegj 14.3 35

64 IntegrativeMomicsManalysisMofMPseudomonasMaeruginosaMvirusMPuioctMhighlightsMtheMmolecularM
complexityMofMjumboMphagesbMEnvironmentallMicrobiologyZM2020ZMffZMfejiafele 5.2 20

63 uMsuppressorMofMaxillaryMmeristemMmaturationMpromotesMlongevityMinMfloweringMplantsbMNaturelPlants
ZM2020ZMjZMgjlagkj 11.5 10

62
TheMGenomeMofMtheMPlantaussociatedMLacticMucidMvacteriumMLactococcusMlactisMKzehkMHarborsMaM
HybridMNRPSaPKSMSystemMwonservedMinMStrainsMofMtheMxentalMwariogenicMStreptococcusMmutansbM
CurrentlMicrobiologyZM2020ZMkkZMegjaehi

2.4 2

61 QualityMcontrolMandMstatisticalMevaluationMofMcombinatorialMxNuMlibrariesMusingMnanoporeM
sequencingbMBioTechniquesZM2020ZMjmZMgkmaglg 2.5 1
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60 wompletedMGenomicMSequenceMofMHyRehedMRevealsMaMawontainingMwhromosomeZMTwoM
MegaplasmidsZMandManMIntegrativeMPlasmidialMProphagebMG3:lGenesxlGenomesxlGeneticsZM2020ZMedZMfmfkafmgm3.2 8

59 ReliableMIdentificationMofMynvironmentalMIsolatesMUsingMtheMGenebMMicroorganismsZM2020ZMlZM 4.9 3

58 uMGenomeavasedMSpeciesMTaxonomyMofMtheMGenusMwomplexbMMSystemsZM2019ZMhZM 7.6 27

57 NewMvacteriophagesMagainstMymergingMLineagesMSTfgMandMSTfilMofMandMyfficacyMussessmentMinM
LarvaebMVirusesZM2019ZMeeZM 6.2 20

56 wombiningMsequencingMapproachesMtoMfullyMresolveMaMcarbapenemaseaencodingMmegaplasmidMinMaM
clinicalMstrainbMEmerginglMicrobeslandlInfectionsZM2019ZMlZMeeljaeemh 18.9 10

55 xietaryMinterventionMandMhealthMinMpatientsMwithMsystemicMlupusMerythematosusnMuMsystematicMreviewM
ofMtheMevidencebMCriticallReviewslinlFoodlSciencelandlNutritionZM2019ZMimZMfjjjafjkg 11.5 11

54
wommunityaledMcomparativeMgenomicMandMphenotypicManalysisMofMtheMaquacultureMpathogenM
PseudomonasMbaeticaMagmdTMsequencedMbyMIonMsemiconductorMandMNanoporeMtechnologiesbMFEMSl
MicrobiologylLettersZM2018ZMgjiZM

2.9 10

53
watabolismMofMtheMgroundwaterMmicropollutantMfZjadichlorobenzamideMbeyondM
fZjadichlorobenzoateMisMplasmidMencodedMinMuminobacterMspbMMSHebMAppliedlMicrobiologylandl
BiotechnologyZM2018ZMedfZMkmjgakmkm

5.7 7

52
watabolicMtaskMdivisionMbetweenMtwoMnearaisogenicMsubpopulationsMcoaexistingMinMaM
herbicideadegradingMbacterialMconsortiumnMconsequencesMforMtheMinterspeciesMconsortiumMmetabolicM
modelbMEnvironmentallMicrobiologyZM2018ZMfdZMliamj

5.2 11

51 LargeascaleMdockingMpredictsMthatMsORzaencodedMpeptidesMmayMfunctionMthroughMproteinapeptideM
interactionsMinMurabidopsisMthalianabMPLoSlONEZM2018ZMegZMedfdiekm 3.7 6

50 ResurrectedMProteinMInteractionMNetworksMRevealMtheMInnovationMPotentialMofMuncientM
WholeaGenomeMxuplicationbMPlantlCellZM2018ZMgdZMfkheafkjd 11.6 9

49 yffectsMofMucetylationMandMPhosphorylationMonMSubunitMInteractionsMinMThreeMLargeMyukaryoticM
womplexesbMMolecularlandlCellularlProteomicsZM2018ZMekZMfglkafhde 7.6 10

48 uRuaPyPsnMaMrepositoryMofMputativeMsORzaencodedMpeptidesMinMurabidopsisMthalianabMBMCl
BioinformaticsZM2017ZMelZMgk 3.6 23

47 yMapnManMautomatedMmethodMtoMmapMyeastMvariantsMtoMproteinMmodificationsMandMfunctionalMregionsbM
BioinformaticsZM2017ZMggZMikeaikg 7.2 1

46 wanonicalMgerminantMreceptorMisMdispensableMforMsporeMgerminationMinMwlostridiumMbotulinumMgroupM
IIMstrainMNwTwMeefembMScientificlReportsZM2017ZMkZMeihfj 4.9 5

45 worrelatedMduplicationsMandMlossesMinMtheMevolutionMofMpalmitoylationMwriterMandMeraserMfamiliesbM
BMClEvolutionarylBiologyZM2017ZMekZMlg 3 2

44 yvolutionaryMconservationMofMybolaMvirusMproteinsMpredictsMimportantMfunctionsMatMresidueMlevelbM
BioinformaticsZM2017ZMggZMeieaeih 7.2 2

43 wuRTaaMchemicalMannotationMretrievalMtoolkitbMBioinformaticsZM2016ZMgfZMfljmake 7.2 5

(2016-2020)
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42 UVMcrosslinkedMmRNuabindingMproteinsMcapturedMfromMleafMmesophyllMprotoplastsbMPlantlMethodsZM
2016ZMefZMhf 5.8 39

41 IntegrationMofMmultiaomicsMdataMofMaMgenomeareducedMbacteriumnMPrevalenceMofMpostatranscriptionalM
regulationMandMitsMcorrelationMwithMproteinMabundancesbMNucleiclAcidslResearchZM2016ZMhhZMeemfafdf 20.1 25

40 xefiningMaMminimalMcellnMessentialityMofMsmallMORzsMandMncRNusMinMaMgenomeareducedMbacteriumbM
MolecularlSystemslBiologyZM2015ZMeeZMkld 12.2 90

39 LipidMwooperativityMasMaMGeneralMMembraneaRecruitmentMPrincipleMforMPHMxomainsbMCelllReportsZM
2015ZMefZMeiemagd 10.6 44

38 udaptationMtoMHighMythanolMRevealsMwomplexMyvolutionaryMPathwaysbMPLoSlGeneticsZM2015ZMeeZMeeddijgi6 105

37 xiscoveryMandMvalidationMofMtheMantimetastaticMactivityMofMcitalopramMinMcolorectalMcancerbMMolecularl
andlCellularlOncologyZM2015ZMfZMemkidld 1.2 4

36 uMquantitativeMliposomeMmicroarrayMtoMsystematicallyMcharacterizeMproteinalipidMinteractionsbMNaturel
MethodsZM2014ZMeeZMhkaid 21.6 66

35 NovelMdrugMcandidatesMforMtheMtreatmentMofMmetastaticMcolorectalMcancerMthroughMglobalMinverseM
geneaexpressionMprofilingbMCancerlResearchZM2014ZMkhZMijmdam 10.1 84

34 wommentsMonMOHumanMdominantMdiseaseMgenesMareMenrichedMinMparalogsMoriginatingMfromMwholeM
genomeMduplicationObMPLoSlComputationallBiologyZM2014ZMedZMeeddgkil 5 1

33 SpikeainMSILuwMproteomicMapproachMrevealsMtheMvitronectinMasManMearlyMmolecularMsignatureMofMliverM
fibrosisMinMhepatitisMwMinfectionsMwithMhepaticMironMoverloadbMProteomicsZM2014ZMehZMeedkaei 4.8 11

32 unMintegratedMapproachMforMgenomeMannotationMofMtheMeukaryoticMthermophileMwhaetomiumM
thermophilumbMNucleiclAcidslResearchZM2014ZMhfZMegifiagg 20.1 40

31 wharacterizationMofMdrugainducedMtranscriptionalMmodulesnMtowardsMdrugMrepositioningMandM
functionalMunderstandingbMMolecularlSystemslBiologyZM2013ZMmZMjjf 12.2 86

30 wonsistentMmutationalMpathsMpredictMeukaryoticMthermostabilitybMBMClEvolutionarylBiologyZM2013ZMegZMk 3 47

29 HumanMmonogenicMdiseaseMgenesMhaveMfrequentlyMfunctionallyMredundantMparalogsbMPLoSl
ComputationallBiologyZM2013ZMmZMeeddgdkg 5 34

28 yvolutionMandMfunctionalMcrossatalkMofMproteinMpostatranslationalMmodificationsbMMolecularlSystemsl
BiologyZM2013ZMmZMkeh 12.2 214

27 xrugMdiscoveryMinMtheMageMofMsystemsMbiologynMtheMriseMofMcomputationalMapproachesMforMdataM
integrationbMCurrentlOpinionlinlBiotechnologyZM2012ZMfgZMjdmaej 11.4 71

26 unnotationMofMtheMMbMtuberculosisMhypotheticalMorfeomenMaddingMfunctionalMinformationMtoMmoreM
thanMhalfMofMtheMuncharacterizedMproteinsbMPLoSlONEZM2012ZMkZMeghgdf 3.7 47

25 xecipheringMaMglobalMnetworkMofMfunctionallyMassociatedMpostatranslationalMmodificationsbMMolecularl
SystemslBiologyZM2012ZMlZMimm 12.2 171
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24 wrossatalkMbetweenMphosphorylationMandMlysineMacetylationMinMaMgenomeareducedMbacteriumbM
MolecularlSystemslBiologyZM2012ZMlZMike 12.2 144

23 InsightMintoMstructureMandMassemblyMofMtheMnuclearMporeMcomplexMbyMutilizingMtheMgenomeMofMaM
eukaryoticMthermophilebMCellZM2011ZMehjZMfkkalm 56.2 198

22 PredictionMofMdrugMcombinationsMbyMintegratingMmolecularMandMpharmacologicalMdatabMPLoSl
ComputationallBiologyZM2011ZMkZMeeddfgfg 5 145

21 NetworkMneighborsMofMdrugMtargetsMcontributeMtoMdrugMsideaeffectMsimilaritybMPLoSlONEZM2011ZMjZMeffelk 3.7 75

20 xrugainducedMregulationMofMtargetMexpressionbMPLoSlComputationallBiologyZM2010ZMjZMeedddmfi 5 100

19 RepeatabilityMofMpublishedMmicroarrayMgeneMexpressionManalysesbMNaturelGeneticsZM2009ZMheZMehmaii 36.3 398

18 ImpactMofMgenomeMreductionMonMbacterialMmetabolismMandMitsMregulationbMScienceZM2009ZMgfjZMefjgal 33.3 229

17 ProteomeMorganizationMinMaMgenomeareducedMbacteriumbMScienceZM2009ZMgfjZMefgiahd 33.3 383

16 TranscriptomeMcomplexityMinMaMgenomeareducedMbacteriumbMScienceZM2009ZMgfjZMefjlake 33.3 341

15 PracticalMandMtheoreticalMadvancesMinMpredictingMtheMfunctionMofMaMproteinMbyMitsMphylogeneticM
distributionbMJournalloflthelRoyallSocietylInterfaceZM2008ZMiZMeieakd 4.1 80

14 ProteomicMprofilingMofMPlasmodiumMsporozoiteMmaturationMidentifiesMnewMproteinsMessentialMforM
parasiteMdevelopmentMandMinfectivitybMPLoSlPathogensZM2008ZMhZMeedddemi 7.6 164

13 womparativeMgenomicsMofMtheMRabMproteinMfamilyMinMupicomplexanMparasitesbMMicrobeslandlInfectionZM
2008ZMedZMhjfakd 9.3 36

12 OrthologyMpredictionMatMscalableMresolutionMbyMphylogeneticMtreeManalysisbMBMClBioinformaticsZM2007ZM
lZMlg 3.6 97

11 ussessmentMofMphylogenomicMandMorthologyMapproachesMforMphylogeneticMinferencebMBioinformaticsZM
2007ZMfgZMleiafh 7.2 63

10 yxplorationMofMtheMomicsMevidenceMlandscapenMaddingMqualitativeMlabelsMtoMpredictedMproteinaproteinM
interactionsbMGenomelBiologyZM2007ZMlZMRemk 18.3 3

9 wombinatorialMgeneMregulationMinMPlasmodiumMfalciparumbMTrendslinlGeneticsZM2006ZMffZMkgal 8.5 43

8 GeneMcoaregulationMisMhighlyMconservedMinMtheMevolutionMofMeukaryotesMandMprokaryotesbMNucleicl
AcidslResearchZM2004ZMgfZMhkfiage 20.1 51

7 TheMyeastMcoexpressionMnetworkMhasMaMsmallaworldZMscaleafreeMarchitectureMandMcanMbeMexplainedMbyM
aMsimpleMmodelbMEMBOlReportsZM2004ZMiZMfldah 6.5 186

(2004-2012)
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6 womparativeMgenomicsMforMreliableMproteinafunctionMpredictionMfromMgenomicMdatabMTrendslinl
GeneticsZM2004ZMfdZMghdah 8.5 19

5 vioinformaticManalysisMofMfunctionalMdifferencesMbetweenMtheMimmunoproteasomeMandMtheM
constitutiveMproteasomebMImmunogeneticsZM2003ZMiiZMhgkahm 3.2 37

4 PredictingMgeneMfunctionMbyMconservedMcoaexpressionbMTrendslinlGeneticsZM2003ZMemZMfglahf 8.5 156

3 StrandMmisalignmentsMleadMtoMquasipalindromeMcorrectionbMTrendslinlGeneticsZM2003ZMemZMgjiam 8.5 42

2 uMgenomeabasedMspeciesMtaxonomyMofMtheMLactobacillusMGenusMwomplex 1

1 IntegrativeMomicsManalysisMofPseudomonasMaeruginosavirusMPuioctMhighlightsMtheMmolecularM
complexityMofMjumboMphages 1
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