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103 sLpartitionYligationYcombinationYsubdivisionLwκLalgorithmLforLhaplotypeLinferenceLwithLmultiallelicL
markerslLupdateLofLtheLSzwsisLThttplaaanalysisZbioYxZcnUZLCellcResearchXL2009XLckXLgckYde 24.7 610

102 yenomeYwideLassociationLstudyLidentifiesLeightLnewLriskLlociLforLpolycysticLovaryLsyndromeZLNaturec
GeneticsXL2012XLffXLcbdbYg 36.3 380

101 sLgenomeYwideLassociationLstudyLidentifiesLnewLsusceptibilityLlociLforLnonYcardiaLgastricLcancerLatL
eqceZecLandLgpceZcZLNaturecGeneticsXL2011XLfeXLcdcgYj 36.3 215

100 uommonLvariantsLonLjpcdLandLcqdfZdLconferLriskLofLschizophreniaZLNaturecGeneticsXL2011XLfeXLcddfYi 36.3 201

99 TheLOncosrrayLuonsortiumlLsLNetworkLforLUnderstandingLtheLyeneticLsrchitectureLofLuommonL
uancersZLCancercEpidemiologycBiomarkerscandcPreventionXL2017XLdhXLcdhYceg 4 183

98 yenomeYwideLassociationLanalysisLidentifiesLthreeLnewLriskLlociLforLgoutLarthritisLinLzanLuhineseZL
NaturecCommunicationsXL2015XLhXLibfc 17.4 68

97 vNsLorigamiYbasedLshapeLIvsLforLsingleYmoleculeLnanomechanicalLgenotypingZLNaturec
CommunicationsXL2017XLjXLcfiej 17.4 62

96 IdentificationLofLrecurrentLUSPfjLandLtRsxLmutationsLinLuushingSsLdiseaseZLNaturecCommunications
XL2018XLkXLecic 17.4 56

95 SzwsisPlusXLaLtoolsetLforLgeneticLstudiesLonLpolyploidLspeciesZLScientificcReportsXL2016XLhXLdfbkg 4.9 55

94
uonsensusLpaperLofLtheLWxStPLTaskLxorceLonLyeneticslLyeneticsXLepigeneticsLandLgeneLexpressionL
markersLofLmajorLdepressiveLdisorderLandLantidepressantLresponseZLWorldcJournalcofcBiologicalc
PsychiatryXL2017XLcjXLgYdj

3.8 54

93 IdentificationLofLnewLsusceptibilityLlociLforLgastricLnonYcardiaLadenocarcinomalLpooledLresultsLfromL
twoLuhineseLgenomeYwideLassociationLstudiesZLGutXL2017XLhhXLgjcYgji 19.2 51

92 yenomeYwideLsnalysisLofLtheLRoleLofLuopyLNumberLVariationLinLSchizophreniaLRiskLinLuhineseZL
BiologicalcPsychiatryXL2016XLjbXLeecYeei 7.9 40

91 SusceptibilityLlociLforLmetabolicLsyndromeLandLmetabolicLcomponentsLidentifiedLinLzanLuhineselLaL
multiYstageLgenomeYwideLassociationLstudyZLJournalcofcCellularcandcMolecularcMedicineXL2017XLdcXLccbhYccch5.6 39

90 yermlineLκutationsLinLuvzdeXLwncodingLuadherinYRelatedLdeXLsreLsssociatedLwithLtothLxamilialL
andLSporadicLPituitaryLsdenomasZLAmericancJournalcofcHumancGeneticsXL2017XLcbbXLjciYjde 11 37

89 WholeYexomeLsequencingLofLoralLmucosalLmelanomaLrevealsLmutationalLprofileLandLtherapeuticL
targetsZLJournalcofcPathologyXL2018XLdffXLegjYehh 9.4 36

88 κicroRNsYceiLInhibitsLwxNtdLwxpressionLsffectedLbyLaLyeneticLVariantLandLIsLwxpressedLsberrantlyL
inLPeripheralLtloodLofLSchizophreniaLPatientsZLEBioMedicineXL2016XLcdXLceeYcfd 8.8 35

87 sLgenomeYwideLgeneYenvironmentLinteractionLanalysisLforLtobaccoLsmokeLandLlungLcancerL
susceptibilityZLCarcinogenesisXL2014XLegXLcgdjYeg 4.6 35
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86 sLgenomeYwideLassociationLstudyLidentifiesLaLlocusLonLTwRTLforLmeanLtelomereLlengthLinLzanL
uhineseZLPLoScONEXL2014XLkXLejgbfe 3.7 34

85 yeneticsLofLschizophrenialLsLconsensusLpaperLofLtheLWxStPLTaskLxorceLonLyeneticsZLWorldcJournalc
ofcBiologicalcPsychiatryXL2017XLcjXLfkdYgbg 3.8 33

84 wxomeLsrrayLsnalysisLIdentifiesLVariantsLinLSPOuvcLandLtTNesdLThatLsffectLRiskLforLyastricL
uancerZLGastroenterologyXL2017XLcgdXLdbccYdbdc 13.3 32

83 uommonLvariantsLatLcbpcdZecXLcbqdcZcLandLceqcdZceLareLassociatedLwithLsporadicLpituitaryL
adenomaZLNaturecGeneticsXL2015XLfiXLikeYi 36.3 32

82 vistinctLseverityLstagesLofLobstructiveLsleepLapnoeaLareLcorrelatedLwithLuniqueLdyslipidaemialL
largeYscaleLobservationalLstudyZLThoraxXL2016XLicXLefiYgg 7.3 32

81 αowYfrequencyLcodingLvariantsLatLhpdcZeeLandLdbqccZdcLareLassociatedLwithLlungLcancerLriskLinL
uhineseLpopulationsZLAmericancJournalcofcHumancGeneticsXL2015XLkhXLjedYfb 11 30

80 yenomeYWideLsssociationLStudyLofLtladderLuancerLinLaLuhineseLuohortLRevealsLaLNewL
SusceptibilityLαocusLatLgqcdZeZLCancercResearchXL2016XLihXLediiYjf 10.1 29

79 TheLyS≥etLgeneLconfersLriskLforLbothLmajorLdepressiveLdisorderLandLschizophreniaLinLtheLzanL
uhineseLpopulationZLJournalcofcAffectivecDisordersXL2015XLcjgXLcfkYgg 6.6 25

78 αociLwithLgenomeYwideLassociationsLwithLschizophreniaLinLtheLzanLuhineseLpopulationZLBritishc
JournalcofcPsychiatryXL2015XLdbiXLfkbYf 5.4 24

77 xineLmappingLtheLκzuLregionLidentifiedLfourLindependentLvariantsLmodifyingLsusceptibilityLtoL
chronicLhepatitisLtLinLzanLuhineseZLHumancMolecularcGeneticsXL2016XLdgXLcddgYed 5.6 24

76 yenomicLdissectionLofLfeLserumLurateYassociatedLlociLprovidesLmultipleLinsightsLintoLmolecularL
mechanismsLofLurateLcontrolZLHumancMolecularcGeneticsXL2020XLdkXLkdeYkfe 5.6 20

75 SignificantLassociationLofLyRκiLandLyRκjLgenesLwithLschizophreniaLandLmajorLdepressiveLdisorderL
inLtheLzanLuhineseLpopulationZLEuropeancNeuropsychopharmacologyXL2016XLdhXLcehYcfh 1.2 20

74 InvestigationLofLvariantsLinLUuPdLinLuhineseLtypeLdLdiabetesLandLdiabeticLretinopathyZLPLoScONEXL
2014XLkXLeccdhib 3.7 20

73 yeneticLriskLofLextranodalLnaturalLkillerLTYcellLlymphomalLaLgenomeYwideLassociationLstudyLinL
multipleLpopulationsZLLancetcOncologypcTheXL2020XLdcXLebhYech 21.7 19

72 κiRNssLofLperipheralLbloodLasLtheLbiomarkerLofLschizophreniaZLHereditasXL2018XLcggXLk 2.4 18

71
yeneticLassociationLbetweenLNRycLandLschizophreniaXLmajorLdepressiveLdisorderXLbipolarLdisorderL
inLzanLuhineseLpopulationZLAmericancJournalcofcMedicalcGeneticscPartcB:cNeuropsychiatriccGeneticsXL
2016XLcictXLfhjYij

3.5 18

70 IdentifyingLtheLyenotypesLofLzepatitisLtLVirusLTztVULwithLvNsLOrigamiLαabelZLSmallXL2018XLcfXLcibcicj 11 17

69 ylucoseLandLInsulinYRelatedLTraitsXLTypeLdLviabetesLandLRiskLofLSchizophrenialLsLκendelianL
RandomizationLStudyZLEBioMedicineXL2018XLefXLcjdYcjj 8.8 17
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68 yenomeYwideLassociationLstudiesLidentifyLsusceptibilityLlociLforLepithelialLovarianLcancerLinLeastL
ssianLwomenZLGynecologiccOncologyXL2019XLcgeXLefeYegg 4.9 16

67
sssociationLbetweenLSRwtxdLgeneLpolymorphismsLandLmetabolicLsyndromeLinLclozapineYtreatedL
patientsLwithLschizophreniaZLProgresscincNeurorPsychopharmacologycandcBiologicalcPsychiatryXL2015XL
ghXLcehYfc

5.5 16

66 TheLNVαLgeneLconfersLriskLforLbothLmajorLdepressiveLdisorderLandLschizophreniaLinLtheLzanLuhineseL
populationZLProgresscincNeurorPsychopharmacologycandcBiologicalcPsychiatryXL2015XLhdXLiYce 5.5 15

65 ITIzLfamilyLgenesLconferLriskLtoLschizophreniaLandLmajorLdepressiveLdisorderLinLtheLzanLuhineseL
populationZLProgresscincNeurorPsychopharmacologycandcBiologicalcPsychiatryXL2014XLgcXLefYj 5.5 13

64 κutationalLlandscapeLofLpenileLsquamousLcellLcarcinomaLinLaLuhineseLpopulationZLInternationalc
JournalcofcCancerXL2019XLcfgXLcdjbYcdjk 7.5 11

63 sssociationLstudyLofLcgqcfLandLcgqdgLwithLhighLmyopiaLinLtheLzanLuhineseLpopulationZLBMCc
GeneticsXL2014XLcgXLgc 2.6 11

62
wndothelialLnitricLoxideLsynthaseLTeNOSULTYijhuXLfafbXLandLyjkfTLpolymorphismsLandLmaleL
infertilitylLstudyLforLidiopathicLasthenozoospermiaLandLmetaYanalysisZLBiologycofcReproductionXL2015
XLkdXLej

3.9 11

61 TheLschizophreniaLgeneticsLknowledgebaselLaLcomprehensiveLupdateLofLfindingsLfromLcandidateL
geneLstudiesZLTranslationalcPsychiatryXL2019XLkXLdbg 8.6 10

60 IdentificationLofLserumLmicroRNssLasLdiagnosticLbiomarkersLforLschizophreniaZLHereditasXL2019XLcghXLde 2.4 10

59 XLuhromosomeLuontributionLtoLtheLyeneticLsrchitectureLofLPrimaryLtiliaryLuholangitisZL
GastroenterologyXL2021XLchbXLdfjeYdfkgZedh 13.3 9

58 RenalLhypouricemiaLcausedLbyLnovelLcompoundLheterozygousLmutationsLinLtheLSαuddscdLgenelLaL
caseLreportLwithLliteratureLreviewZLBMCcMedicalcGeneticsXL2018XLckXLcfd 2.1 8

57 StructuralLsnalysisLofLtheLSsRSYuoVYdLOmicronLVariantLProteinsZZLResearchXL2021XLdbdcXLkihkgjh 7.8 8

56 sLgenomeYwideLassessmentLofLrareLcopyLnumberLvariantsLinLcolorectalLcancerZLOncotargetXL2015XLhXLdhfccYde3.3 8

55
sssociationLbetweenLSusPLandLSRwtxcLgeneLpolymorphismsLandLmetabolicLsyndromeLinL
schizophreniaLpatientsLtreatedLwithLatypicalLantipsychoticsZLWorldcJournalcofcBiologicalcPsychiatryXL
2016XLciXLfhiYif

3.8 8

54 snLinternationalLgenomeYwideLmetaYanalysisLofLprimaryLbiliaryLcholangitislLNovelLriskLlociLandL
candidateLdrugsZLJournalcofcHepatologyXL2021XLigXLgidYgjc 13.4 8

53 yenomeYwideLtwoYlocusLinteractionLanalysisLidentifiesLmultipleLepistaticLSNPLpairsLthatLconferLriskL
ofLprostateLcancerlLsLcrossYpopulationLstudyZLInternationalcJournalcofcCancerXL2017XLcfbXLdbigYdbjf 7.5 7

52
PredictionLofLcausalLgenesLandLgeneLexpressionLanalysisLofLattentionYdeficitLhyperactivityLdisorderL
inLtheLdifferentLbrainLregionXLaLcomprehensiveLintegrativeLanalysisLofLsvzvZLBehaviouralcBrainc
ResearchXL2019XLehfXLcjeYckd

3.4 7

51 viacylglycerolLkinaseL˛”LTvy≥≥ULvariantsLandLhypospadiasLinLzanLuhineselLassociationLandL
metaYanalysisZLBJUcInternationalXL2015XLcchXLhefYfb 5.6 7
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50 sLnewLriskLlocusLinLtheLZwtdLgeneLforLschizophreniaLinLtheLzanLuhineseLpopulationZLProgresscinc
NeurorPsychopharmacologycandcBiologicalcPsychiatryXL2016XLhhXLkiYcbe 5.5 7

49 PolymorphismsLinLNRyNLareLassociatedLwithLschizophreniaXLmajorLdepressiveLdisorderLandLbipolarL
disorderLinLtheLzanLuhineseLpopulationZLJournalcofcAffectivecDisordersXL2016XLckfXLcjbYi 6.6 7

48 ProteogenomicLcharacterizationLidentifiesLclinicallyLrelevantLsubgroupsLofLintrahepaticL
cholangiocarcinomaZZLCancercCellXL2021XL 24.3 7

47 sssociationLofLSuNcbsLPolymorphismsLwithLtheLRecurrenceLofLstrialLxibrillationLafterLuatheterL
sblationLinLaLuhineseLzanLPopulationZLScientificcReportsXL2017XLiXLffbbe 4.9 6

46 TheLpolymorphismLrshicLatLsαvzdLassociatedLwithLserumLuricLacidLlevelsLinLuhineseLzanLmaleslLsL
genomeYwideLassociationLstudyZLGeneXL2018XLhgcXLhdYhk 3.8 6

45 IdentificationLofLaLnovelLsusceptibilityLlocusLatLchqdeZcLassociatedLwithLchildhoodLacuteL
lymphoblasticLleukemiaLinLzanLuhineseZLHumancMolecularcGeneticsXL2016XLdgXLdjieYdjjb 5.6 6

44 PPsRyLPolymorphismsLsreLsssociatedLwithLUnexplainedLκildLVisionLαossLinLPatientsLwithLTypeLdL
viabetesLκellitusZLJournalcofcOphthalmologyXL2019XLdbckXLgdjfjhi 2 6

43 snalysisLofLassociationLbetweenLcommonLvariantsLofLuncouplingLproteinsLgenesLandLdiabeticL
retinopathyLinLaLuhineseLpopulationZLBMCcMedicalcGeneticsXL2020XLdcXLdg 2.1 5

42 sssociationLbetweenLtheLvariabilityLofLtheLstusceLgeneLandLtheLriskLofLmajorLdepressiveLdisorderL
andLschizophreniaLinLtheLzanLuhineseLpopulationZLWorldcJournalcofcBiologicalcPsychiatryXL2017XLcjXLggbYggh3.8 5

41 uommonLvariantsLinLtheLgeneLareLassociatedLwithLserumLuricLacidLlevelLandLhyperuricemiaLandLgoutL
inLzanLuhineseZLHereditasXL2019XLcghXLf 2.4 4

40 suTNeLisLassociatedLwithLchildrenSsLphysicalLfitnessLinLzanLuhineseZLMolecularcGeneticscandc
GenomicsXL2019XLdkfXLfiYgh 3.1 4

39 TheLPotentialLwffectLofLsberrantLTestosteroneLαevelsLonLuommonLviseaseslLsLκendelianL
RandomizationLStudyZLGenesXL2020XLccXL 4.2 3

38
sssociationLofLfatLmassLandLobesityYassociatedLandLretinitisLpigmentosaLguanosineLtriphosphataseL
TyTPaseULregulatorYinteractingLproteinYcLlikeLpolymorphismsLwithLbodyLmassLindexLinLuhineseL
womenZLEndocrinecJournalXL2018XLhgXLijeYikc

2.9 3

37 eRxSVκlLaLhybridLclassifierLtoLpredictLenhancersYintegratingLrandomLforestsLwithLsupportLvectorL
machinesZLHereditasXL2016XLcgeXLh 2.4 3

36
sssociationLstudyLofLNvSTeLgeneLforLschizophreniaXLbipolarLdisorderXLmajorLdepressiveLdisorderLinL
theLzanLuhineseLpopulationZLAmericancJournalcofcMedicalcGeneticscPartcB:cNeuropsychiatriccGeneticsXL
2018XLciiXLeYk

3.5 3

35 SαueksjLisLaLriskLfactorLforLschizophreniaLinLUygurLuhineselLaLcaseYcontrolLstudyZLBMCcPsychiatryXL
2019XLckXLdke 4.2 2

34 PolymorphismLofLtheLyeneLandLvynamicLtalanceLPerformanceLinLzanLuhineseLuhildrenZLHereditasXL
2019XLcghXLcg 2.4 2

33 κechanisticLκodelingLofLyeneLRegulationLandLκetabolismLIdentifiesLPotentialLTargetsLforL
zepatocellularLuarcinomaZLFrontierscincGeneticsXL2020XLccXLgkgdfd 4.5 2
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32 uommonLvariantsLinLxsNcXLlocatedLinLcgqceZeXLconferLriskLforLschizophreniaLandLbipolarLdisorderLinL
zanLuhineseZLProgresscincNeurorPsychopharmacologycandcBiologicalcPsychiatryXL2020XLcbeXLcbkkie 5.5 2

31
yenomeYwideLanalysisLofLvNsLmethylationLidentifiesLScbbsceLasLanLepigeneticLbiomarkerLinL
individualsLwithLchronicLTâ�¥LebLyearsULtypeLdLdiabetesLwithoutLdiabeticLretinopathyZLClinicalc
EpigeneticsXL2020XLcdXLii

7.7 2

30 xunctionalLannotationLofLregulatoryLsingleLnucleotideLpolymorphismsLassociatedLwithL
schizophreniaZLSchizophreniacResearchXL2020XLdcjXLedhYedj 3.6 2

29 RoleLplayedLbyLtheLSPfLgeneLinLschizophreniaLandLmajorLdepressiveLdisorderLinLtheLzanLuhineseL
populationZLBritishcJournalcofcPsychiatryXL2016XLdbjXLffcYg 5.4 2

28
snalysisLofLassociationLbetweenLcommonLvariantsLinLtheLSαuOhscLgeneLwithLschizophreniaXLbipolarL
disorderLandLmajorLdepressiveLdisorderLinLtheLzanLuhineseLpopulationZLWorldcJournalcofcBiologicalc
PsychiatryXL2016XLciXLcfbYh

3.8 2

27 StructuralLuomparisonLandLvrugLScreeningLofLSpikeLProteinsLofLTenLSsRSYuoVYdLVariantsZZLResearchXL
2022XLdbddXLkijcigj 7.8 2

26 xourLαociLsreLsssociatedLwithLuardiorespiratoryLxitnessLandLwnduranceLPerformanceLinLYoungL
uhineseLxemalesZLScientificcReportsXL2020XLcbXLcbcci 4.9 2

25 wlevatedLlevelsLofLIαYcjLassociatedLwithLschizophreniaLandLfirstLepisodeLpsychosislLsLsystematicL
reviewLandLmetaYanalysisZLMicrobialcBiotechnologyXL2021XLcgXLjkhYkbg 3.3 2

24 uommonLvariantsLinLQPuTLgeneLconferLriskLofLschizophreniaLinLtheLzanLuhineseLpopulationZL
AmericancJournalcofcMedicalcGeneticscPartcB:cNeuropsychiatriccGeneticsXL2016XLcictXLdeiYfd 3.5 2

23 VarixsSTlLaLvariantLfilterLbyLautomatedLscoringLbasedLonLtaggedYsignaturesZLBMCcBioinformaticsXL
2019XLdbXLice 3.6 2

22 TheLassociationLbetweenLrscdjbijbkLpolymorphismLinLneurograninLgeneLandLriskLofLschizophrenialL
sLmetaYanalysisZLMedicineclUnitedcStatesmXL2019XLkjXLecjgcj 1.8 2

21 TheLaminoLacidLvariantsLinLzαsLIILmoleculesLexplainLtheLmajorLassociationLwithLadultYonsetLStillSsL
diseaseLinLtheLzanLuhineseLpopulationZLJournalcofcAutoimmunityXL2021XLcchXLcbdghd 15.5 2

20 IdentificationLofLSzsN≥dLPathogenicLVariantsLinLaLuhineseLUygurLPopulationLwithLSchizophreniaZL
JournalcofcMolecularcNeuroscienceXL2021XLicXLcYj 3.3 2

19 smpliconLtargetedLresequencingLforLSαudskLandLSαuddscdLidentifiedLnovelLmutationsLinL
hypouricemiaLsubjectsZLMolecularcGeneticsciamp;cGenomiccMedicineXL2019XLiXLebbidd 2.3 1

18
SzwsisPuslLaLyPUYbasedLsoftwareLtoLcorrectLforLpopulationLstratificationLthatLefficientlyL
acceleratesLtheLprocessLforLhandlingLgenomeYwideLdatasetsZLJournalcofcGeneticscandcGenomicsXL2015
XLfdXLffgYge

4 1

17 IdentificationLofLrareLandLcommonLvariantsLinLtNIPeαlLaLschizophreniaLsusceptibilityLgeneZLHumanc
GenomicsXL2020XLcfXLch 6.8 1

16 STRsearchlLaLnewLpipelineLforLtargetedLprofilingLofLshortLtandemLrepeatsLinLmassivelyLparallelL
sequencingLdataZLHereditasXL2020XLcgiXLj 2.4 1

15 xineYmappingLofLZvzzudLidentifiesLriskLvariantsLforLschizophreniaLinLtheLzanLuhineseLpopulationZL
MolecularcGeneticsciamp;cGenomiccMedicineXL2020XLjXLecckb 2.3 1
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14 tiologicalLdataLprocessingLbasedLonLbioYprocessorLunitLTtPUUXLaLnewLconceptLforLnextLgenerationL
computationalLbiologyZLSciencecChinacLifecSciencesXL2018XLhcXLgkiYgkj 8.5 1

13 TheLTNxY˛–YebjyasLPolymorphismLisLNotLsssociatedLwithLOcularLuhlamydiaLtrachomatisLInfectionLinL
zanLuhineseLuhildrenZLOphthalmiccGeneticsXL2016XLeiXLdfgYi 1.2 1

12 NoninvasiveLfetalLtrisomyLdetectionLbyLmultiplexedLsemiconductorLsequencinglLaLbarcodingL
analysisLstrategyZLJournalcofcHumancGeneticsXL2016XLhcXLdfiYgd 4.3 1

11 SystematicLcomparativeLstudyLofLcomputationalLmethodsLforLzαsLtypingLfromLnextYgenerationL
sequencingZLHlaXL2021XLkiXLfjcYfkd 1.9 1

10 uommonLvariantsLinLSsTtdLareLassociatedLwithLschizophreniaLinLUygurLuhineseLpopulationZL
PsychiatriccGeneticsXL2019XLdkXLcdbYcdh 2.9 1

9 uigaretteLsmokingLandLschizophrenialLκendelianLrandomisationLstudyZLBritishcJournalcofcPsychiatryXL
2021XLdcjXLkjYcbe 5.4 1

8 PerformanceLcomparisonLofLfourLtypesLofLtargetLenrichmentLbaitsLforLexomeLvNsLsequencingZL
HereditasXL2021XLcgjXLcb 2.4 1

7 uolchicineLprophylaxisLisLassociatedLwithLfewerLgoutLflaresLafterLuOVIvYckLvaccinationZZLAnnalscofc
thecRheumaticcDiseasesXL2022XL 2.4 1

6 RareLandLcommonLvariantsLanalysisLofLtheLwκtLgeneLinLpatientsLwithLschizophreniaZLBMCcPsychiatryXL
2020XLdbXLceg 4.2 0

5 PolymorphismsLandLrareLvariantsLidentifiedLbyLnextYgenerationLsequencingLconferLriskLforLlungL
cancerLinLhanLuhineseLpopulationZLPathologycResearchcandcPracticeXL2020XLdchXLcgdjie 3.4 0

4 sLmetaYanalysisLofLgenomeYwideLassociationLstudiesLusingLJapaneseLandLTaiwaneseLhasLrevealedL
novelLlociLassociatedLwithLgoutLsusceptibilityZZLHumancCellXL2022XLegXLihi 4.5 0

3 IntegrativeLomicsLanalysisLrevealsLeffectiveLstratificationLandLpotentialLprognosisLmarkersLofL
panYgastrointestinalLcancersZLIScienceXL2021XLdfXLcbdjdf 6.1 0

2 sLnaturalLmarmosetLmodelLofLgeneticLgeneralizedLepilepsyZZLMolecularcBrainXL2022XLcgXLch 4.5

1 RareLvariationsLinLtheLSzsN≥eLgeneLconfersLsusceptibilityLtoLschizophreniaLinLUygurLuhineseL
populationZLSchizophreniacResearchXL2021XLddjXLgkiYgkk 3.6
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