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ARTICLE

De novo sequencing and analysis of the cranberry fruit transcriptome to identify putative genes
involved in flavonoid biosynthesis, transport and regulation. BMC Genomics, 2015, 16, 652.

Comparative transcriptome analysis of lingonberry (<i>Vaccinium vitis-idaea</i>) provides insights
into genes associated with flavonoids metabolism during fruit development. Biotechnology and
Biotechnological Equipment, 2020, 34, 1252-1264.

Development of Novel Polymorphic EST-SSR Markers from the Cranberry Fruit Transcriptome. Iranian
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