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k Paper IF Citations

95 zromLRNuLWorldLtoLSuRSawoVafnLTheLyditedLStoryLofLRNuLViralLyvolutionbLCellsYL2021YLedYL 7.9 4

94 TracingLLungLwancerLRiskLzactorsLThroughLMutationalLSignaturesLinLNeveraSmokersbLAmericanl
JournalloflEpidemiologyYL2021YLemdYLmjfamkj 3.8 4

93 δenomicLandLevolutionaryLclassificationLofLlungLcancerLinLneverLsmokersbLNaturelGeneticsYL2021YLigYLeghlaegim36.3 14

92 UVaexposureYLendogenousLxNuLdamageYLandLxNuLreplicationLerrorsLshapeLtheLspectraLofLgenomeL
changesLinLhumanLskinbLPLoSlGeneticsYL2021YLekYLeeddmgdf 6 10

91 MutationLsignaturesLspecificLtoLxNuLalkylatingLagentsLinLyeastLandLcancersbLNucleiclAcidslResearchYL
2020YLhlYLgjmfagkdk 20.1 13

90 TheLrepertoireLofLmutationalLsignaturesLinLhumanLcancerbLNatureYL2020YLiklYLmhaede 50.4 849

89 womprehensiveLanalysisLofLchromothripsisLinLfYjilLhumanLcancersLusingLwholeagenomeL
sequencingbLNaturelGeneticsYL2020YLifYLggeaghe 36.3 168

88
unalysisLofLuPOvywainducedLmutationsLinLyeastLstrainsLwithLlowLlevelsLofLreplicativeLxNuL
polymerasesbLProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaYL2020YL
eekYLmhhdamhid

11.5 13

87 SimilarityLbetweenLmutationLspectraLinLhypermutatedLgenomesLofLrubellaLvirusLandLinLSuRSawoVafL
genomesLaccumulatedLduringLtheLwOVIxaemLpandemicbLPLoSlONEYL2020YLeiYLedfgkjlm 3.7 31

86 εypermutationLinLsingleastrandedLxNubLDNAlRepairYL2020YLmeamfYLedfljl 4.3 7

85 SomaticLmutationLdistributionsLinLcancerLgenomesLvaryLwithLthreeadimensionalLchromatinL
structurebLNaturelGeneticsYL2020YLifYLeeklaeell 36.3 25

84 uPOvywgadependentLkataegisLandLTRyXeadrivenLchromothripsisLduringLtelomereLcrisisbLNaturel
GeneticsYL2020YLifYLllhalmd 36.3 43

83 SimilarityLbetweenLmutationLspectraLinLhypermutatedLgenomesLofLrubellaLvirusLandLinLSuRSawoVafL
genomesLaccumulatedLduringLtheLwOVIxaemLpandemicL2020YLeiYLedfgkjlm

82 SimilarityLbetweenLmutationLspectraLinLhypermutatedLgenomesLofLrubellaLvirusLandLinLSuRSawoVafL
genomesLaccumulatedLduringLtheLwOVIxaemLpandemicL2020YLeiYLedfgkjlm

81 SimilarityLbetweenLmutationLspectraLinLhypermutatedLgenomesLofLrubellaLvirusLandLinLSuRSawoVafL
genomesLaccumulatedLduringLtheLwOVIxaemLpandemicL2020YLeiYLedfgkjlm

80 SimilarityLbetweenLmutationLspectraLinLhypermutatedLgenomesLofLrubellaLvirusLandLinLSuRSawoVafL
genomesLaccumulatedLduringLtheLwOVIxaemLpandemicL2020YLeiYLedfgkjlm

79 RepairLofLmultipleLsimultaneousLdoubleastrandLbreaksLcausesLburstsLofLgenomeawideLclusteredL
hypermutationbLPLoSlBiologyYL2019YLekYLegdddhjh 9.7 19
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78 MutationalLsignaturesLofLredoxLstressLinLyeastLsingleastrandLxNuLandLofLagingLinLhumanL
mitochondrialLxNuLshareLaLcommonLfeaturebLPLoSlBiologyYL2019YLekYLegdddfjg 9.7 13

77 δuidelinesLforLxNuLrecombinationLandLrepairLstudiesnLwellularLassaysLofLxNuLrepairLpathwaysbL
MicrobiallCellYL2019YLjYLeajh 3.9 27

76 InfectiousLvaccineaderivedLrubellaLvirusesLemergeYLpersistYLandLevolveLinLcutaneousLgranulomasLofL
childrenLwithLprimaryLimmunodeficienciesbLPLoSlPathogensYL2019YLeiYLeeddldld 7.6 33

75 MichaelLTerauvanesyanLUemhmafdelVLaLudventLofLtheLscientistbLPrionYL2019YLegYLggagj 2.3 1

74 RepairLofLmultipleLsimultaneousLdoubleastrandLbreaksLcausesLburstsLofLgenomeawideLclusteredL
hypermutationL2019YLekYLegdddhjh

73 RepairLofLmultipleLsimultaneousLdoubleastrandLbreaksLcausesLburstsLofLgenomeawideLclusteredL
hypermutationL2019YLekYLegdddhjh

72 RepairLofLmultipleLsimultaneousLdoubleastrandLbreaksLcausesLburstsLofLgenomeawideLclusteredL
hypermutationL2019YLekYLegdddhjh

71 MolecularLyvolutionLofLyarlyaOnsetLProstateLwancerLIdentifiesLMolecularLRiskLMarkersLandLwlinicalL
TrajectoriesbLCancerlCellYL2018YLghYLmmjaedeebel 24.3 89

70 SomaticLmutationLloadLandLspectranLuLrecordLofLxNuLdamageLandLrepairLinLhealthyLhumanLcellsbL
EnvironmentallandlMolecularlMutagenesisYL2018YLimYLjkfajlj 3.2 14

69 IntegratedLgenomicLandLmolecularLcharacterizationLofLcervicalLcancerbLNatureYL2017YLihgYLgklaglh 50.4 755

68 uPOvywgvLcytidineLdeaminaseLtargetsLtheLnonatranscribedLstrandLofLtRNuLgenesLinLyeastbLDNAl
RepairYL2017YLigYLhaeh 4.3 23

67 womprehensiveLMolecularLwharacterizationLofLMuscleaInvasiveLvladderLwancerbLCellYL2017YLekeYLihdaiijbefi56.2 961

66 δenomicLSubtypesLofLNonainvasiveLvladderLwancerLwithLxistinctLMetabolicLProfileLandLzemaleL
δenderLviasLinLKxMjuLMutationLzrequencybLCancerlCellYL2017YLgfYLkdeakeibek 24.3 141

65 womprehensiveLmolecularLcharacterizationLandLanalysisLofLmuscleainvasiveLurothelialLcarcinomasbbL
JournalloflClinicallOncologyYL2017YLgiYLhiddahidd 2.2 4

64 WhoLIsLLeadingLtheLReplicationLzorkYLPolL˛µLorLPolL˛·sbLMolecularlCellYL2016YLjeYLhmfahmg 17.6 30

63 TheLImpactLofLynvironmentalLandLyndogenousLxamageLonLSomaticLMutationLLoadLinLεumanLSkinL
zibroblastsbLPLoSlGeneticsYL2016YLefYLeeddjgli 6 55

62 unLuPOvywguLhypermutationLsignatureLisLdistinguishableLfromLtheLsignatureLofLbackgroundL
mutagenesisLbyLuPOvywgvLinLhumanLcancersbLNaturelGeneticsYL2015YLhkYLedjkakf 36.3 238

61 uPOvywaInducedLwancerLMutationsLureLUniquelyLynrichedLinLyarlyaReplicatingYLδeneaxenseYLandL
uctiveLwhromatinLRegionsbLCelllReportsYL2015YLegYLeedgaeedm 10.6 57
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60 wlustersLofLMultipleLMutationsnLIncidenceLandLMolecularLMechanismsbLAnnuallReviewloflGeneticsYL
2015YLhmYLfhgajk 14.5 75

59 womprehensiveLmolecularLcharacterizationLofLurothelialLbladderLcarcinomabLNatureYL2014YLidkYLgeiaff 50.4 1963

58 wlusteredLandLgenomeawideLtransientLmutagenesisLinLhumanLcancersnLεypermutationLwithoutL
permanentLmutatorsLorLlossLofLfitnessbLBioEssaysYL2014YLgjYLglfagmg 4.1 39

57 εeterogeneousLpolymeraseLfidelityLandLmismatchLrepairLbiasLgenomeLvariationLandLcompositionbL
GenomelResearchYL2014YLfhYLekieajh 9.7 111

56 TheLsomaticLgenomicLlandscapeLofLchromophobeLrenalLcellLcarcinomabLCancerlCellYL2014YLfjYLgemaggd 24.3 521

55 TheLsisterLchromatidLcohesionLpathwayLsuppressesLmultipleLchromosomeLgainLandLchromosomeL
amplificationbLGeneticsYL2014YLemjYLgkgalh 4 26

54 vreakainducedLreplicationLisLaLsourceLofLmutationLclustersLunderlyingLkataegisbLCelllReportsYL2014YLkYLejhdaejhl10.6 121

53 εypermutationLinLhumanLcancerLgenomesnLfootprintsLandLmechanismsbLNaturelReviewslCancerYL
2014YLehYLkljaldd 31.3 274

52 womprehensiveLmolecularLprofilingLofLurothelialLbladderLcancerLatLtheLxNuYLRNuYLandLproteinL
levelsnLuLTwδuLprojectbbLJournalloflClinicallOncologyYL2014YLgfYLhidmahidm 2.2 1

51 SuppressionLofLallelicLrecombinationLandLaneuploidyLbyLcohesinLisLindependentLofLwhkeLinL
SaccharomycesLcerevisiaebLPLoSlONEYL2014YLmYLeeeghgi 3.7 4

50 unLuPOvywLcytidineLdeaminaseLmutagenesisLpatternLisLwidespreadLinLhumanLcancersbLNaturel
GeneticsYL2013YLhiYLmkdaj 36.3 774

49 TheLchoiceLofLnucleotideLinsertedLoppositeLabasicLsitesLformedLwithinLchromosomalLxNuLrevealsL
theLpolymeraseLactivitiesLparticipatingLinLtranslesionLxNuLsynthesisbLDNAlRepairYL2013YLefYLlklalm 4.3 47

48 MutationalLheterogeneityLinLcancerLandLtheLsearchLforLnewLcanceraassociatedLgenesbLNatureYL2013YL
hmmYLfehafel 50.4 3616

47 OxidativeLstressainducedLmutagenesisLinLsingleastrandLxNuLoccursLprimarilyLatLcytosinesLandLisLxNuL
polymeraseLzetaadependentLonlyLforLadeninesLandLguaninesbLNucleiclAcidslResearchYL2013YLheYLlmmiamddi20.1 36

46 RuxigLisLlimitingLinLdoubleastrandLbreakLrepairLandLinLprotectionLagainstLtoxicityLassociatedLwithL
ribonucleotideLreductaseLinhibitionbLDNAlRepairYL2012YLeeYLgekafg 4.3 8

45 UnderstandingLtheLoriginsLofLUVainducedLrecombinationLthroughLmanipulationLofLsisterLchromatidL
cohesionbLCelllCycleYL2012YLeeYLgmgkahh 4.7 9

44 wlusteredLmutationsLinLyeastLandLinLhumanLcancersLcanLariseLfromLdamagedLlongLsingleastrandLxNuL
regionsbLMolecularlCellYL2012YLhjYLhfhagi 17.6 302

43 vaseLdamageLwithinLsingleastrandLxNuLunderliesLinLvivoLhypermutabilityLinducedLbyLaLubiquitousL
environmentalLagentbLPLoSlGeneticsYL2012YLlYLeeddgehm 6 49
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42 εypermutabilityLussociatedLwithLxoubleaStrandLvreakLRepairbLNATOlSciencelforlPeacelandlSecurityl
SerieslC:lEnvironmentallSecurityYL2012YLeaee 0.3

41 xamageainducedLlocalizedLhypermutabilitybLCelllCycleYL2011YLedYLedkgali 4.7 34

40 ulkylationLbaseLdamageLisLconvertedLintoLrepairableLdoubleastrandLbreaksLandLcomplexL
intermediatesLinLδfLcellsLlackingLuPLendonucleasebLPLoSlGeneticsYL2011YLkYLeeddfdim 6 41

39 δenomeawideLmodelLforLtheLnormalLeukaryoticLxNuLreplicationLforkbLProceedingsloflthelNationall
AcademyloflSciencesloflthelUnitedlStatesloflAmericaYL2010YLedkYLekjkham 11.5 76

38 wohesinLIsLlimitingLforLtheLsuppressionLofLxNuLdamageainducedLrecombinationLbetweenL
homologousLchromosomesbLPLoSlGeneticsYL2010YLjYLeeddeddj 6 65

37 uLsingleastrandLspecificLlesionLdrivesLMMSainducedLhyperamutabilityLatLaLdoubleastrandLbreakLinL
yeastbLDNAlRepairYL2010YLmYLmehafe 4.3 42

36
TheLtransitionLofLcloselyLopposedLlesionsLtoLdoubleastrandLbreaksLduringLlongapatchLbaseLexcisionL
repairLisLpreventedLbyLtheLcoordinatedLactionLofLxNuLpolymeraseLdeltaLandLRadfkczenebLMolecularl
andlCellularlBiologyYL2009YLfmYLefefafe

4.8 33

35 xivisionLofLlaborLatLtheLeukaryoticLreplicationLforkbLMolecularlCellYL2008YLgdYLegkahh 17.6 353

34 zlexibilityLofLeukaryoticLOkazakiLfragmentLmaturationLthroughLregulatedLstrandLdisplacementL
synthesisbLJournalloflBiologicallChemistryYL2008YLflgYLghefmahd 5.4 104

33 εypermutabilityLofLdamagedLsingleastrandLxNuLformedLatLdoubleastrandLbreaksLandLuncappedL
telomeresLinLyeastLSaccharomycesLcerevisiaebLPLoSlGeneticsYL2008YLhYLeedddfjh 6 115

32 upneLandLupnfLendonucleasesLpreventLaccumulationLofLrepairaassociatedLxNuLbreaksLinLbuddingL
yeastLasLrevealedLbyLdirectLchromosomalLanalysisbLNucleiclAcidslResearchYL2008YLgjYLelgjahj 20.1 54

31 RNuatemplatedLxNuLrepairbLNatureYL2007YLhhkYLgglahe 50.4 161

30 wonservativeLrepairLofLaLchromosomalLdoubleastrandLbreakLbyLsingleastrandLxNuLthroughLtwoLstepsL
ofLannealingbLMolecularlandlCellularlBiologyYL2006YLfjYLkjhiaik 4.8 83

29
TheLmultipleLbiologicalLrolesLofLtheLgTaariTLexonucleaseLofLSaccharomycesLcerevisiaeLxNuL
polymeraseLdeltaLrequireLswitchingLbetweenLtheLpolymeraseLandLexonucleaseLdomainsbLMolecularl
andlCellularlBiologyYL2005YLfiYLhjeake

4.8 59

28
whromosomalLsiteaspecificLdoubleastrandLbreaksLareLefficientlyLtargetedLforLrepairLbyL
oligonucleotidesLinLyeastbLProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStateslofl
AmericaYL2003YLeddYLehmmham

11.5 154

27
OkazakiLfragmentLmaturationLinLyeastbLIIbLwooperationLbetweenLtheLpolymeraseLandL
gTaiTaexonucleaseLactivitiesLofLPolLdeltaLinLtheLcreationLofLaLligatableLnickbLJournalloflBiologicall
ChemistryYL2003YLfklYLejfjagg

5.4 122

26 wadmiumLisLaLmutagenLthatLactsLbyLinhibitingLmismatchLrepairbLNaturelGeneticsYL2003YLghYLgfjam 36.3 374

25 OkazakiLfragmentLmaturationLinLyeastbLIbLxistributionLofLfunctionsLbetweenLzyNeLuNxLxNufbL
JournalloflBiologicallChemistryYL2003YLfklYLejelafi 5.4 187

(2003-2012)
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24 TheLflexibleLloopLofLhumanLzyNeLendonucleaseLisLrequiredLforLflapLcleavageLduringLxNuLreplicationL
andLrepairbLEMBOlJournalYL2002YLfeYLimgdahf 13 37

23 TheLMreeeLcomplexLisLrequiredLforLrepairLofLhairpinacappedLdoubleastrandLbreaksLandLpreventionLofL
chromosomeLrearrangementsbLCellYL2002YLedlYLelgamg 56.2 319

22 viasedLdistributionLofLinvertedLandLdirectLulusLinLtheLhumanLgenomenLimplicationsLforLinsertionYL
exclusionYLandLgenomeLstabilitybLGenomelResearchYL2001YLeeYLefafk 9.7 97

21
TheLgTaariTLexonucleaseLofLxNuLpolymeraseLdeltaLcanLsubstituteLforLtheLiTLflapLendonucleaseL
RadfkczeneLinLprocessingLOkazakiLfragmentsLandLpreventingLgenomeLinstabilitybLProceedingsloflthel
NationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaYL2001YLmlYLieffak

11.5 131

20 InvertedLuluLrepeatsLunstableLinLyeastLareLexcludedLfromLtheLhumanLgenomebLEMBOlJournalYL2000YL
emYLglffagd 13 111

19 MutatorLphenotypesLofLyeastLstrainsLheterozygousLforLmutationsLinLtheLMSεfLgenebLProceedingslofl
thelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaYL1999YLmjYLfmkdai 11.5 77

18 zunctionalLanalysisLofLhumanLMutSalphaLandLMutSbetaLcomplexesLinLyeastbLNucleiclAcidslResearchYL
1999YLfkYLkgjahf 20.1 53

17 zunctionalLanalysisLofLhumanLzyNeLinLSaccharomycesLcerevisiaeLandLitsLroleLinLgenomeLstabilitybL
HumanlMolecularlGeneticsYL1999YLlYLffjgakg 5.6 35

16
TheLgTaariTLexonucleasesLofLxNuLpolymerasesLdeltaLandLepsilonLandLtheLiTaargTLexonucleaseLyxoeL
haveLmajorLrolesLinLpostreplicationLmutationLavoidanceLinLSaccharomycesLcerevisiaebLMolecularlandl
CellularlBiologyYL1999YLemYLfdddak

4.8 181

15 uLnovelLroleLinLxNuLmetabolismLforLtheLbindingLofLzenecRadfkLtoLPwNuLandLimplicationsLforL
geneticLriskbLMolecularlandlCellularlBiologyYL1999YLemYLigkgalf 4.8 87

14 δeneticLfactorsLaffectingLtheLimpactLofLxNuLpolymeraseLdeltaLproofreadingLactivityLonLmutationL
avoidanceLinLyeastbLGeneticsYL1999YLeifYLhkaim 4 42

13 YeastLuRMsLUxNuLatariskLmotifsVLcanLrevealLsourcesLofLgenomeLinstabilitybLMutationlResearchl-l
FundamentallandlMolecularlMechanismsloflMutagenesisYL1998YLhddYLhiail 3.3 76

12
xestabilizationLofLyeastLmicroaLandLminisatelliteLxNuLsequencesLbyLmutationsLaffectingLaLnucleaseL
involvedLinLOkazakiLfragmentLprocessingLUradfkVLandLxNuLpolymeraseLdeltaLUpolgatVbLMolecularlandl
CellularlBiologyYL1998YLelYLfkkmall

4.8 169

11 zactorsLaffectingLinvertedLrepeatLstimulationLofLrecombinationLandLdeletionLinLSaccharomycesL
cerevisiaebLGeneticsYL1998YLehlYLeidkafh 4 107

10 εypermutabilityLofLhomonucleotideLrunsLinLmismatchLrepairLandLxNuLpolymeraseLproofreadingL
yeastLmutantsbLMolecularlandlCellularlBiologyYL1997YLekYLflimaji 4.8 273

9 MutatorLspecificityLandLdiseasenLlookingLoverLtheLzyNcebLCellYL1997YLllYLeiial 56.2 43

8 TheLpreventionLofLrepeataassociatedLdeletionsLinLSaccharomycesLcerevisiaeLbyLmismatchLrepairL
dependsLonLsizeLandLoriginLofLdeletionsbLGeneticsYL1996YLehgYLeikmalk 4 55

7 PreciseLexcisionLofLbacterialLtransposonLTniLinLyeastbLMolecularlGeneticslandlGenomicsYL1988YLfegYLgllamg 14
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6 MitoticLintragenicLrecombinationLinLtheLyeastLSaccharomycesnLmarkeraeffectsLonLconversionLandL
reciprocityLofLrecombinationbLCurrentlGeneticsYL1984YLmYLgeak 2.9 10

5 RapidLgeneticLtestLforLdiscriminationLbetweenLhaploidLandLpolyploidLtransformantsLinL
SaccharomycesbLCurrentlGeneticsYL1984YLlYLgheah 2.9 4

4 δermlineLdeterminantsLofLtheLsomaticLmutationLlandscapeLinLfYjhfLcancerLgenomes 13

3 TheLRepertoireLofLMutationalLSignaturesLinLεumanLwancer 67

2 womprehensiveLanalysisLofLchromothripsisLinLfYjilLhumanLcancersLusingLwholeagenomeLsequencing 12

1 wlusteredLMutationsLinLεumanLwancer 2
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