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j Paper IF Citations

77 xuttiauxellaNmassiliensisNspdNnovdbNIsolatedNfromNaNHumanNxoneNInfectionddNCurrentkMicrobiologybN
2022bNmobNjg 2.4 0

76
KonateibacterNmassiliensisNgendNnovdNspdNnovdNandNPaenibacillusNfaecalisNspdNnovdbNTwoNNewNSpeciesN
IsolatedNfromNtheNStoolNSamplesNofNInfantsNSufferingNfromNMarasmusddNCurrentkMicrobiologybN2022bN
mobNln

2.4

75 yharacterizationNofNwlistipesNmontrealensisNspdNnovdbNIsolatedNfromNHumanNFecesNofNaNPatientNwithN
MetastaticNMelanomaNTreatedNwithNImmuneNyheckpointNInhibitorsdNMicrobiologykResearchbN2022bNgibNgjfcgkg1

74
NewNxetaclactamasesNinNyandidateNPhylaNRadiationpNOwningNPleiotropicNβnzymesNIsNaNSmartN
ParadigmNforNMicroorganismsNwithNaNReducedNGenomedNInternationalkJournalkofkMolecularkSciencesbN
2022bNhibNkjjl

6.3 0

73 gendNnovdbNspdNnovdbNaNnewNbacteriumNisolatedNfromNtheNhumanNgutNmicrobiotadNNewkMicrobeskandk
NewkInfectionsbN2021bNjfbNgffnkf 4.1 1

72 TaxonogenomicsNdescriptionNofNspdNnovdbNaNnewNbacterialNspeciesNisolatedNfromNurineNsampledNNewk
MicrobeskandkNewkInfectionsbN2021bNjgbNgffnkj 4.1 0

71 NewNhumancassociatedNspeciesNofNtheNfamilyNandNproposalNtoNreclassifyNmembersNofNtheNgenusdN
InternationalkJournalkofkSystematickandkEvolutionarykMicrobiologybN2021bNmgbN 2.2 3

70 wNmetalloc˛†clactamaseNenzymeNforNinternalNdetoxificationNofNtheNantibioticNthienamycindNScientifick
ReportsbN2021bNggbNgfflh 4.9 3

69 NegativibacillusNmassiliensisNgendNnovdbNspdNnovdbNaNNewNxacterialNGenusNIsolatedNfromNaNHumanNLeftN
yolonNSampledNMicrobiologykResearchbN2021bNghbNhocjh 1 2

68 xayesianNanalysisNrevealsNtheNimpactNofNloadNpartitioningNonNmicrostructuralNevolutionNinNTiclwlcjVN
duringNincsituNtensileNloadingdNMaterialiabN2021bNgkbNgffooi 3.2 1

67
ylostridiumNculturomiciumNspdNnovdNandNylostridiumNjeddahitimonenseNspdNnovdbNnovelNmembersNofN
theNylostridiumNgenusNisolatedNfromNtheNstoolNofNanNobeseNSaudiNwrabiandNCurrentkMicrobiologybN
2021bNmnbNiknlcikok

2.4 0

66 spdNnovdbNaNhalophilicNbacteriumNisolatedNfromNtheNstoolNofNaNhealthyNchildNinNMalidNNewkMicrobeskandk
NewkInfectionsbN2021bNjhbNgffnof 4.1 2

65 NeglectibacterNtimonensisNgendNnovdbNspdNnovdNandNScatolibacterNrhodanostiiNgendNnovdbNspdNnovdbNtwoN
anaerobicNbacteriaNisolatedNfromNhumanNstoolNsamplesddNArchiveskofkMicrobiologybN2021bNhfjbNjk 3 0

64 zescriptionNofNspdNnovdbNaNnewNhalophilicNbacteriumNisolatedNfromNSenegalianNhumanNstooldNNewk
MicrobeskandkNewkInfectionsbN2020bNinbNgffmoo 4.1 0

63 LactonaseNSpecificityNIsNKeyNtoNQuorumNQuenchingNindNFrontierskinkMicrobiologybN2020bNggbNmlh 5.7 11

62 TheNwntioxidantsNGlutathionebNwscorbicNwcidNandNUricNwcidNMaintainNxutyrateNProductionNbyNHumanN
GutNylostridiaNinNTheNPresenceNofNOxygenNInNVitrodNScientifickReportsbN2020bNgfbNmmfk 4.9 16

61 gendNnovdbNspdNnovdbNaNnovelNpropionicNacidNbacteriumNderivedNfromNhumanNvaginalNdischargedN
InternationalkJournalkofkSystematickandkEvolutionarykMicrobiologybN2020bNmfbNjfogcjfom 2.2 1
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60 zualNRNaseNandN˛†clactamaseNwctivityNofNaNSingleNβnzymeNβncodedNinNwrchaeadNLifebN2020bNgfbN 3 7

59 wNproteinNofNtheNmetallochydrolaseeoxidoreductaseNsuperfamilyNwithNbothNbetaclactamaseNandN
ribonucleaseNactivityNisNlinkedNwithNtranslationNinNgiantNvirusesdNScientifickReportsbN2020bNgfbNhglnk 4.9 4

58 spdNnovdbNaNnewNbacteriumNisolatedNfromNaNfreshNhumanNstoolNspecimendNNewkMicrobeskandkNewk
InfectionsbN2019bNihbNgfflfh 4.1 1

57
TaxonocgenomicsNdescriptionNofNspdNnovdUbNstrainNMarseillecPjfflbNaNnewNspeciesNisolatedNfromNtheN
femaleNgenitalNtractNofNaNpatientNwithNbacterialNvaginosisdNNewkMicrobeskandkNewkInfectionsbN2019bN
hobNgffkij

4.1 2

56 gendNnovdbNspdNnovdqNgendNnovdbNspdNnovdqNgendNnovdbNspdNnovdNandNspdNnovdNisolatedNfromNbreastNmilkNfromN
healthyNbreastfeedingNwfricanNwomendNNewkMicrobeskandkNewkInfectionsbN2019bNhobNgffkim 4.1 2

55 aNnewNspeciesNwithinNtheNgenusdNNewkMicrobeskandkNewkInfectionsbN2019bNhnbNlcgf 4.1 2

54 spdNnovdbNaNsuccinatecproducingNbacteriumNisolatedNfromNhumanNstoolNfromNanNobeseNpatientNafterN
bariatricNsurgerydNNewkMicrobeskandkNewkInfectionsbN2019bNhobNgffkfn 4.1 10

53 MycobacteriumNulceransNmycolactonescfungiNcrosstalkingdNScientifickReportsbN2019bNobNifhn 4.9 6

52 βvaluationNofNaNrobustNengineeredNenzymeNtowardsNorganophosphorusNinsecticideNbioremediationN
usingNplanariansNasNbiosensorsdNChemicoyBiologicalkInteractionsbN2019bNiflbNolcgfi 5 5

51
NoncontiguousNfinishedNgenomeNsequenceNandNdescriptionNofNIntestinimonasNmassiliensisNspdNnovN
strainNGzhNbNtheNsecondNIntestinimonasNspeciesNculturedNfromNtheNhumanNgutdNMicrobiologyOpenbN
2019bNnbNefflhg

3.4 5

50 GenomeNsequenceNandNdescriptionNofNGracilibacillusNtimonensisNspdNnovdNstrainNMarseillecPhjngNbNaN
moderateNhalophilicNbacteriumNisolatedNfromNtheNhumanNgutNmicrofloradNMicrobiologyOpenbN2019bNnbNefflin3.4 5

49 HumanNmetalloc˛†clactamaseNenzymesNdegradeNpenicillindNScientifickReportsbN2019bNobNghgmi 4.9 18

48
yollinsellaNvaginalisNspdNnovdNstrainNMarseillecPhlllbNaNnewNmemberNofNtheNyollinsellaNgenusNisolatedN
fromNtheNgenitalNtractNofNaNpatientNsufferingNfromNbacterialNvaginosisdNInternationalkJournalkofk
SystematickandkEvolutionarykMicrobiologybN2019bNlobNojocokl

2.2 4

47 TaxonogenomicsNdescriptionNofNParabacteroidesNtimonensisNspdNnovdNisolatedNfromNaNhumanNstoolN
sampledNMicrobiologyOpenbN2019bNnbNeffmfh 3.4 5

46 yorynebacteriumNfournieriiNspdNnovdbNisolatedNfromNtheNfemaleNgenitalNtractNofNaNpatientNwithN
bacterialNvaginosisdNAntoniekVankLeeuwenhoekbN2018bNgggbNgglkcggmj 2.1 6

45 GenomeNsequenceNandNdescriptionNofNHaloferaxNmassilienseNspdNnovdbNaNnewNhalophilicNarchaeonN
isolatedNfromNtheNhumanNgutdNExtremophilesbN2018bNhhbNjnkcjon 3 8

44 GenomeNsequenceNofNPPNspdNnovdNisolatedNfromNhumanNpharynxNafterNtravelNtoNtheNhfgjNHajjdNNewk
MicrobeskandkNewkInfectionsbN2018bNhgbNjhcjn 4.1 2

43 NoncontiguousNfinishedNgenomeNsequenceNandNdescriptionNofNgendNnovdbNspdNnovdbNaNnewNmemberNofN
theNfamilyNisolatedNfromNhumanNcolondNNewkMicrobeskandkNewkInfectionsbN2018bNhgbNgfkcggl 4.1 5

(2018-2020)

3



42
MicrobialNculturomicsNtoNisolateNhalophilicNbacteriaNfromNtableNsaltpNgenomeNsequenceNandN
descriptionNofNtheNmoderatelyNhalophilicNbacteriumNspdNnovdNNewkMicrobeskandkNewkInfectionsbN2018bN
hibNhncin

4.1 3

41 MycobacteriumNahvazicumNspdNnovdbNtheNnineteenthNspeciesNofNtheNMycobacteriumNsimiaeNcomplexdN
ScientifickReportsbN2018bNnbNjgin 4.9 2

40 wnaerococcusNjeddahensisNspdNnovdbNaNNewNxacterialNSpeciesNIsolatedNFromNHealthyNNomadicN
xedouinNWomanNFromNSaudiNwrabiadNCurrentkMicrobiologybN2018bNmkbNgjgocgjhn 2.4 3

39 wNhighcresolutionNsynchrotroncbasedNdiffractionNtechniqueNforNinNsituNcharacterizationNofN
deformationNbehaviourNinNmagnesiumNalloysdNJournalkofkAppliedkCrystallographybN2018bNkgbNgfnhcgfoi 3.8 8

38 wntibacterialNwctivityNofNyhalconeNandNzihydrochalconeNyompoundsNfromNRootsNagainstN
MultidrugcResistantNxacteriadNBioMedkResearchkInternationalbN2018bNhfgnbNgjkigmi 3 22

37
MycobacteriumNterramassiliensebNMycobacteriumNrhizamassilienseNandNMycobacteriumN
numidiamassilienseNspdNnovdbNthreeNnewNMycobacteriumNsimiaeNcomplexNspeciesNculturedNfromNplantN
rootsdNScientifickReportsbN2018bNnbNoifo

4.9 15

36 yharacterizationNofNaNNewNβzakiellaNIsolatedNfromNtheNHumanNVaginapNGenomeNSequenceNandN
zescriptionNofNβzakiellaNmassiliensisNspdNnovdNCurrentkMicrobiologybN2018bNmkbNjklcjli 2.4 7

35 NoncontiguousNfinishedNgenomeNsequencesNandNdescriptionNofNspdNnovdbNspdNnovdbNspdNnovdbNspdNnovdbN
spdNnovdNandNspdNnovdNidentifiedNbyNculturomicsdNNewkMicrobeskandkNewkInfectionsbN2018bNhlbNmicnn 4.1 2

34 GenomicNandNphenotypicNdescriptionNofNtheNnewlyNisolatedNhumanNspeciesNyollinsellaN
bouchesdurhonensisNspdNnovdNMicrobiologyOpenbN2018bNmbNeffknf 3.4 2

33
zescriptionNofNMediterraneibacterNmassiliensisbNgendNnovdbNspdNnovdbNaNnewNgenusNisolatedNfromNtheN
gutNmicrobiotaNofNanNobeseNpatientNandNreclassificationNofNRuminococcusNfaecisbNRuminococcusN
lactarisbNRuminococcusNtorquesbNRuminococcusNgnavusNandNylostridiumNglycyrrhizinilyticumNasN
MediterraneibacterNfaecisNcombdNnovdbNMediterraneibacterNlactarisNcombdNnovdbNMediterraneibacterN
torquesNcombdNnovdbNMediterraneibacterNgnavusNcombdNnovdNandNMediterraneibacterN
glycyrrhizinilyticusNcombdNnovdNAntoniekVankLeeuwenhoekbN2018bNgggbNhgfmchghn

2.1 18

32
IdentificationNofNrickettsialNimmunoreactiveNproteinsNusingNaNproximityNligationNassayNWesternN
blottingNandNtheNtraditionalNimmunoproteomicNapproachdNComparativekImmunologyxkMicrobiologyk
andkInfectiouskDiseasesbN2018bNknbNgmchk

2.6 2

31 βggerthellaNtimonensisNspdNnovbNaNnewNspeciesNisolatedNfromNtheNstoolNsampleNofNaNpygmyNfemaledN
MicrobiologyOpenbN2018bNmbNeffkmk 3.4 4

30 InediibacteriumNmassilienseNgendNnovdbNspdNnovdbNaNnewNbacterialNspeciesNisolatedNfromNtheNgutN
microbiotaNofNaNseverelyNmalnourishedNinfantdNAntoniekVankLeeuwenhoekbN2017bNggfbNmimcmkf 2.1 5

29 NoncontiguousNfinishedNgenomeNsequenceNandNdescriptionNofNspdNnovdNisolatedNfromNtheNhumanN
stomachdNNewkMicrobeskandkNewkInfectionsbN2017bNgkbNmmcnn 4.1 5

28 gendNnovdbNspdNnovdbNaNnewNmemberNofNtheNfamilyNisolatedNfromNtheNleftNcolonNofNaNhmcyearcoldNwomandN
NewkMicrobeskandkNewkInfectionsbN2017bNglbNlicmh 4.1 1

27 xlautiaNmassiliensisNspdNnovdbNisolatedNfromNaNfreshNhumanNfecalNsampleNandNemendedNdescriptionNofN
theNgenusNxlautiadNAnaerobebN2017bNjibNjmckk 2.8 16

26 NoncontiguousNfinishedNgenomeNsequenceNandNdescriptionNofNspdNnovdNisolatedNfromNhumanN
duodenumdNNewkMicrobeskandkNewkInfectionsbN2017bNglbNicgh 4.1 2

25
SimultaneousNUHPLycUVNanalysisNofNhydroxychloroquinebNminocyclineNandNdoxycyclineNfromNserumN
samplesNforNtheNtherapeuticNdrugNmonitoringNofNQNfeverNandNWhippleUsNdiseasedNJournalkofk
ChromatographykB:kAnalyticalkTechnologieskinkthekBiomedicalkandkLifekSciencesbN2017bNgflfbNgllcgmh

3.2 15
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24 RationalNengineeringNofNaNnativeNhyperthermostableNlactonaseNintoNaNbroadNspectrumN
phosphotriesterasedNScientifickReportsbN2017bNmbNglmjk 4.9 27

23 βnzymaticNdegradationNofNorganophosphorusNinsecticidesNdecreasesNtoxicityNinNplanariansNandN
enhancesNsurvivaldNScientifickReportsbN2017bNmbNgkgoj 4.9 23

22 InNvitroNsusceptibilityNofNculturedNhumanNmethanogensNtoNlovastatindNInternationalkJournalkofk
AntimicrobialkAgentsbN2017bNjobNgmlcgnh 14.3 7

21 MulticomicsNwnalysisNShedsNLightNonNtheNβvolutionNandNtheNIntracellularNLifestyleNStrategiesNofN
SpottedNFeverNGroupNsppdNFrontierskinkMicrobiologybN2017bNnbNgili 5.7 9

20 FournierellaNmassiliensisNgendNnovdbNspdNnovdbNaNnewNhumancassociatedNmemberNofNtheNfamilyN
RuminococcaceaedNInternationalkJournalkofkSystematickandkEvolutionarykMicrobiologybN2017bNlmbNgioicgioo2.2 19

19
IsolationNandNcharacterizationNofNKingellaNnegevensisNspdNnovdbNaNnovelNKingellaNspeciesNdetectedNinNaN
healthyNpaediatricNpopulationdNInternationalkJournalkofkSystematickandkEvolutionarykMicrobiologybN
2017bNlmbNhimfchiml

2.2 17

18 zescriptionNofNGabonibacterNmassiliensisNgendNnovdbNspdNnovdbNaNNewNMemberNofNtheNFamilyN
PorphyromonadaceaeNIsolatedNfromNtheNHumanNGutNMicrobiotadNCurrentkMicrobiologybN2016bNmibNnlmcnmm2.4 9

17 wnaerococcusNrubiinfantisNspdNnovdbNisolatedNfromNtheNgutNmicrobiotaNofNaNSenegaleseNinfantNwithN
severeNacuteNmalnutritiondNAnaerobebN2016bNjfbNnkcoj 2.8 6

16 NumidumNmassilienseNgendNnovdbNspdNnovdbNaNnewNmemberNofNtheNxacillaceaeNfamilyNisolatedNfromNtheN
humanNgutdNNewkMicrobeskandkNewkInfectionsbN2016bNghbNmlcnk 4.1 3

15 GenomeNsequenceNandNdescriptionNofNwnaerosalibacterNmassiliensisNspdNnovdNNewkMicrobeskandkNewk
InfectionsbN2016bNgfbNllcml 4.1 98

14 MicrobialNculturomicsNunravelsNtheNhalophilicNmicrobiotaNrepertoireNofNtableNsaltpNdescriptionNofNspdN
novdNMicrobialkEcologykinkHealthkandkDiseasebN2016bNhmbNihfjo 44

13 zrancourtellaNmassiliensisNgendNnovdbNspdNnovdNisolatedNfromNfreshNhealthyNhumanNfaecalNsampleNfromN
SouthNFrancedNNewkMicrobeskandkNewkInfectionsbN2016bNggbNijcjh 4.1 5

12 RisungbinellaNmassiliensisNspdNnovdbNaNnewNmemberNofNThermoactinomycetaceaeNisolatedNfromN
humanNgutdNAntoniekVankLeeuwenhoekbN2016bNgfobNmmicnj 2.1 3

11 zescriptionNofNspdNnovdbNaNnewNspeciesNwithinNtheNgenusdNNewkMicrobeskandkNewkInfectionsbN2016bNgjbNnkcoh4.1 7

10 yoncentrationsNofNdoxycyclineNinNcerebrospinalNfluidNinNWhippleUsNdiseasedNInternationalkJournalkofk
AntimicrobialkAgentsbN2015bNjkbNlmmcn 14.3 1

9 FaustovirusbNanNasfarviruscrelatedNnewNlineageNofNgiantNvirusesNinfectingNamoebaedNJournalkofk
VirologybN2015bNnobNlknkcoj 6.6 143

8 zoxycyclineNassayNhairNsamplesNforNtestingNlongctermNcomplianceNtreatmentdNJournalkofkInfectionbN
2015bNmgbNkggcm 18.9 9

7 ylostridiumNbutyricumNStrainsNandNzysbiosisNLinkedNtoNNecrotizingNβnterocolitisNinNPretermN
NeonatesdNClinicalkInfectiouskDiseasesbN2015bNlgbNggfmcgk 11.6 76

(2015-2017)
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6 zeterminationNofNtheNanimalNoriginNofNmeatNandNgelatinNbyNMwLzIcTOFcMSdNJournalkofkFoodk
CompositionkandkAnalysisbN2015bNjgbNgfjcggh 4.1 44

5 FirstNisolationNofNMimivirusNinNaNpatientNwithNpneumoniadNClinicalkInfectiouskDiseasesbN2013bNkmbNeghmcij 11.6 106

4 xayesianNInferenceNofNNanoparticlecxroadenedNXcRayNLineNProfilesdNJournalkofkResearchkofkthek
NationalkInstitutekofkStandardskandkTechnologybN2004bNgfobNgkkcgmn 1.3 10

3 zeterminingNtheNzislocationNyontrastNFactorNforNXcrayNLineNProfileNwnalysisdNSpringerkSerieskink
MaterialskSciencebN2004bNhjochnl 0.9 12

2 XcrayNdiffractionNlineNbroadeningNfromNthermallyNdepositedNgoldNfilmsdNJournalkofkAppliedk
CrystallographybN2000bNiibNghmgcghni 3.8 25

1 zualNRNaseNandN˛†clactamaseNactivityNofNaNsingleNenzymeNencodedNinNmostNwrchaea 2
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