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qidPehilln 9 6

86 ThePImpactPofPCrosseSpeciesPGenePFlowPonPSpeciesPTreePEstimationfPSystematicgBiologydP2020dPnqdPpkheplo8.4 12

85 yPzayesianPImplementationPofPthePMultispeciesPCoalescentPModelPwithPIntrogressionPforP
PhylogenomicPynalysisfPMoleculargBiologygandgEvolutiondP2020dPkodPijiieijjk 8.3 33

84 HaplotypePanalysisPofPthePinternationallyPdistributedPzRCyiPcfkkki_kkkldelCyyGPfounderP
mutationPrevealsPaPcommonPancestralPoriginPinPIberiafPBreastgCancergResearchdP2020dPjjdPihp 8.3 0

83 ThePSpectrePofPTooPManyPSpeciesfPSystematicgBiologydP2019dPnpdPinpeipi 8.4 105

82 SpeciesPTreePInferencePwithPzPPPUsingPGenomicPSequencesPandPthePMultispeciesPCoalescentfP
MoleculargBiologygandgEvolutiondP2018dPkmdPjmpmejmqk 8.3 132

81 zayesianPspeciesPidentificationPunderPthePmultispeciesPcoalescentPprovidesPsignificantP
improvementsPtoPDNyPbarcodingPanalysesfPMoleculargEcologydP2017dPjndPkhjpekhkn 5.7 48

80 EfficientPzayesianPSpeciesPTreePInferencePunderPthePMultispeciesPCoalescentfPSystematicgBiologydP
2017dPnndPpjkeplj 8.4 84

79 ConceptualPissuesPinPzayesianPdivergencePtimePestimationfPPhilosophicalgTransactionsgofgthegRoyalg
SocietygB:gBiologicalgSciencesdP2016dPkoidP 5.8 20

78 yPGlancePatPRecombinationPHotspotsPinPthePDomesticPCatfPPLoSgONEdP2016dPiidPehilpoih 3.7

77
CriticallyPevaluatingPthePtheoryPandPperformancePofPzayesianPanalysisPofPmacroevolutionaryP
mixturesfPProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericadP2016dP
iikdPqmnqeol

11.5 190

76 ThePartPandPsciencePofPspeciesPdelimitationfPEnvironmentalgEpigeneticsdP2015dPnidPplnepmk 2.4 91

75 ThePinfluencePofPgenePflowPonPspeciesPtreePestimationrPaPsimulationPstudyfPSystematicgBiologydP2014dP
nkdPioekh 8.4 210

74 zayesianPspeciesPdelimitationPcanPbeProbustPtoPguideetreePinferencePerrorsfPSystematicgBiologydP2014
dPnkdPqqkeihhl 8.4 44

73 UnguidedPspeciesPdelimitationPusingPDNyPsequencePdataPfromPmultiplePLocifPMoleculargBiologygandg
EvolutiondP2014dPkidPkijmekm 8.3 337

72 ThePfunctionalPsignificancePofPcommonPpolymorphismsPinPzincPfingerPtranscriptionPfactorsfPG3:g
GenesvgGenomesvgGeneticsdP2014dPldPinloemm 3.2 6

71 zayesianPinferencePofPsharedPrecombinationPhotspotsPbetweenPhumansPandPchimpanzeesfPGeneticsdP
2014dPiqpdPinjiep 4 5

Bruce Rannala

2



70 ImprovedPreversiblePjumpPalgorithmsPforPzayesianPspeciesPdelimitationfPGeneticsdP2013dPiqldPjlmemk 4 178

69 MeioticPgeneeconversionPratePandPtractPlengthPvariationPinPthePhumanPgenomefPEuropeangJournalgofg
HumangGeneticsdP2013dP 5.3 15

68 RobustnessPofPcompoundPDirichletPpriorsPforPzayesianPinferencePofPbranchPlengthsfPSystematicg
BiologydP2012dPnidPooqepl 8.4 42

67 MolecularPphylogeneticsrPprinciplesPandPpracticefPNaturegReviewsgGeneticsdP2012dPikdPkhkeil 30.1 403

66 TailPparadoxdPpartialPidentifiabilitydPandPinfluentialPpriorsPinPzayesianPbranchPlengthPinferencefP
MoleculargBiologygandgEvolutiondP2012dPjqdPkjmekm 8.3 63

65 zayesianPpopulationPgenomicPinferencePofPcrossingPoverPandPgenePconversionfPGeneticsdP2011dPipqdPnhoeiq4 3

64 ThePaccuracyPofPspeciesPtreePestimationPunderPsimulationrPaPcomparisonPofPmethodsfPSystematicg
BiologydP2011dPnhdPijneko 8.4 190

63 zayesianPspeciesPdelimitationPusingPmultilocusPsequencePdatafPProceedingsgofgthegNationalgAcademyg
ofgSciencesgofgthegUnitedgStatesgofgAmericadP2010dPihodPqjnleq 11.5 918

62 PopulationPgenomicPinferencePofPrecombinationPratesPandPhotspotsfPProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericadP2009dPihndPnjimeq 11.5 21

61 IdentificationPandPanalysisPofPevolutionaryPselectionPpressuresPactingPatPthePmolecularPlevelPinPfiveP
forkheadPsubfamiliesfPBMCgEvolutionarygBiologydP2008dPpdPjni 3 13

60 TPmkPgenePmutationsPofPlungPcancerPpatientsPinPupperPnorthernPThailandPandPenvironmentalPriskP
factorsfPCancergGeneticsgandgCytogeneticsdP2008dPipmdPjheo 28

59 PhylogeneticPinferencePusingPwholePgenomesfPAnnualgReviewgofgGenomicsgandgHumangGeneticsdP
2008dPqdPjioeki 9.7 138

58 zayesianPinferencePofPfineescalePrecombinationPratesPusingPpopulationPgenomicPdatafPPhilosophicalg
TransactionsgofgthegRoyalgSocietygB:gBiologicalgSciencesdP2008dPknkdPkqjiekh 5.8 36

57 InferringPspeciationPtimesPunderPanPepisodicPmolecularPclockfPSystematicgBiologydP2007dPmndPlmkenn 8.4 304

56 SummarizingPaPposteriorPdistributionPofPtreesPusingPagreementPsubtreesfPSystematicgBiologydP2007dP
mndPmopeqh 8.4 26

55 InferringPsomaticPmutationPratesPusingPthePstopeenhancedPgreenPfluorescentPproteinPmousefP
GeneticsdP2007dPioodPqein 4 3

54 InferringPcomplexPDNyPsubstitutionPprocessesPonPphylogeniesPusingPuniformizationPandPdataP
augmentationfPSystematicgBiologydP2006dPmmdPjmqenq 8.4 29

53 zayesianPestimationPofPspeciesPdivergencePtimesPunderPaPmolecularPclockPusingPmultiplePfossilP
calibrationsPwithPsoftPboundsfPMoleculargBiologygandgEvolutiondP2006dPjkdPjijejn 8.3 559

(2006-2013)

3



52 InPsilicoPanalysisPofPdiseaseeassociationPmappingPstrategiesPusingPthePcoalescentPprocessPandP
incorporatingPascertainmentPandPselectionfPAmericangJournalgofgHumangGeneticsdP2005dPondPihnneok 11 16

51 EvidencePfromPthePstopeEGFPPmousePsupportsPaPnicheesharingPmodelPofPepidermalPproliferativeP
unitsfPExperimentalgDermatologydP2005dPildPpkpelk 4 23

50 zranchelengthPpriorPinfluencesPzayesianPposteriorPprobabilityPofPphylogenyfPSystematicgBiologydP
2005dPmldPlmmeoh 8.4 155

49 FrequentistPpropertiesPofPzayesianPposteriorPprobabilitiesPofPphylogeneticPtreesPunderPsimplePandP
complexPsubstitutionPmodelsfPSystematicgBiologydP2004dPmkdPqhleik 8.4 669

48 yPnovelPsolutionPforPthePtimeedependentPprobabilityPofPgenePfixationPorPlossPunderPnaturalP
selectionfPGeneticsdP2004dPinpdPihpiel 4 11

47 ThePzayesianPrevolutionPinPgeneticsfPNaturegReviewsgGeneticsdP2004dPmdPjmieni 30.1 328

46 yPstopeEGFPPtransgenicPmousePtoPdetectPclonalPcellPlineagesPgeneratedPbyPmutationfPEMBOgReportsdP
2004dPmdPqilejh 6.5 40

45 SimulatingPaPCoalescentPProcessPwithPRecombinationPandPyscertainmentfPLecturegNotesgingComputerg
SciencedP2004dPpleqm 0.9 1

44 DETECTINGPCORRELyTIONPzETWEENPCHyRyCTERSPINPyPCOMPyRyTIVEPyNyLYSISPWITHP
UNCERTyINPPHYLOGENYfPEvolution;gInternationalgJournalgofgOrganicgEvolutiondP2003dPmodPijko 3.8 8

43 zayesianPinferencePofPrecentPmigrationPratesPusingPmultilocusPgenotypesfPGeneticsdP2003dPinkdPiiooeqi 4 1284

42 zayesPestimationPofPspeciesPdivergencePtimesPandPancestralPpopulationPsizesPusingPDNyPsequencesP
fromPmultiplePlocifPGeneticsdP2003dPinldPinlmemn 4 755

41 LikelihoodPmodelsPofPsomaticPmutationPandPcodonPsubstitutionPinPcancerPgenesfPGeneticsdP2003dPinmdPnqmeohm4 30

40 DMLEcrPzayesianPlinkagePdisequilibriumPgenePmappingfPBioinformaticsdP2002dPipdPpqlem 7.2 108

39
DiseasePsurveillancePinPrecombiningPpathogensrPmultilocusPgenotypesPidentifyPsourcesPofPhumanP
CoccidioidesPinfectionsfPProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofg
AmericadP2002dPqqdPqhnoeoi

11.5 43

38 IdentifiabilityPofPparametersPinPMCMCPzayesianPinferencePofPphylogenyfPSystematicgBiologydP2002dP
midPomlenh 8.4 125

37 UsingPlinkedPmarkersPtoPinferPthePagePofPaPmutationfPHumangMutationdP2001dPipdPpoeihh 4.7 57

36 MethylationPpatternsPandPmathematicalPmodelsPrevealPdynamicsPofPstemPcellPturnoverPinPthePhumanP
colonfPProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericadP2001dPqpdPihmiqeji11.5 42
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33 MethodsPforPmultipointPdiseasePmappingPusingPlinkagePdisequilibriumfPGeneticgEpidemiologydP2000dP
iqPSupplPidPSoieo 2.6 18
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iqdPSoieSoo 2.6 3

27 INSIGHTPINTOPSPECIyTIONPFROMPHISTORICyLPDEMOGRyPHYPINPTHEPPHYTOPHyGOUSPzEETLEP
GENUSPOPHRyELLyfPEvolution;gInternationalgJournalgofgOrganicgEvolutiondP1999dPmkdPiplneipmn 3.8 36
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