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i Paper IF Citations

88 ScriptingNxnalysesNofNGenomesNinNEnsemblNPlantseeNMethodsfinfMolecularfBiologycN2022cNikkjcNindll 1.4 0

87 DEzIPHERqNSupportingNtheNinterpretationNandNsharingNofNrareNdiseaseNphenotypedlinkedNvariantNdataN
toNadvanceNdiagnosisNandNresearcheeNHumanfMutationcN2022cN 4.7 2

86 GxkGHqNInternationalNpoliciesNandNstandardsNforNdataNsharingNacrossNgenomicNresearchNandN
healthcareeeNCellfGenomicscN2021cNhcNhgggipdhgggip 20

85 TheNGxkGHNVariationNRepresentationNSpecificationqNxNcomputationalNframeworkNforNvariationN
representationNandNfederatedNidentificationeeNCellfGenomicscN2021cNhcNhgggindhgggin 4

84 TheNEuropeanNVariationNxrchiveqNaNFxIRNresourceNofNgenomicNvariationNforNallNspecieseNNucleicfAcidsf
ResearchcN2021cN 20.1 10

83 EnsemblNigiieNNucleicfAcidsfResearchcN2021cN 20.1 72

82 EnsemblNigiheNNucleicfAcidsfResearchcN2021cNkpcNDookdDoph 20.1 324

81 TheNEnsemblNzOVIDdhpNresourceqNongoingNintegrationNofNpublicNSxRSdzoVdiNdataeNNucleicfAcidsf
ResearchcN2021cN 20.1 3

80 TheNvalueNofNprimaryNtranscriptsNtoNtheNclinicalNandNnondclinicalNgenomicsNcommunityqNSurveyNresultsN
andNroadmapNforNimprovementseNMolecularfGeneticsfnamp;fGenomicfMedicinecN2021cNehnom 2.3 2

79 EnsemblNigigeNNucleicfAcidsfResearchcN2020cNkocNDmoidDmoo 20.1 645

78 EnsemblNGenomesNigigdenablingNnondvertebrateNgenomicNresearcheNNucleicfAcidsfResearchcN2020cN
kocNDmopdDmpl 20.1 214

77 FlexibleNandNscalableNdiagnosticNfilteringNofNgenomicNvariantsNusingNGiPNwithNEnsemblNVEPeNNaturef
CommunicationscN2019cNhgcNijnj 17.4 22

76 xNpluginNforNtheNEnsemblNVariantNEffectNPredictorNthatNusesNMaxEntScanNtoNpredictNvariantN
spliceogenicityeNBioinformaticscN2019cNjlcNijhldijhn 7.2 19

75 EnsemblNighpeNNucleicfAcidsfResearchcN2019cNkncNDnkldDnlh 20.1 554

74 EnsemblNighoeNNucleicfAcidsfResearchcN2018cNkmcNDnlkdDnmh 20.1 1822

73 EnsemblNvariationNresourceseNDatabase:fthefJournalfoffBiologicalfDatabasesfandfCurationcN2018cN
ighocN 5 230

72 EnsemblNighneNNucleicfAcidsfResearchcN2017cNklcNDmjldDmki 20.1 404
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71 SharedNGeneticNRiskNFactorsNofNIntracranialcNxbdominalcNandNThoracicNxneurysmseNJournalfoffthef
AmericanfHeartfAssociationcN2016cNlcN 6 34

70 PolymorphismNinNaNlincRNxNxssociatesNwithNaNDoubledNRiskNofNPneumococcalNyacteremiaNinNKenyanN
zhildreneNAmericanfJournalfoffHumanfGeneticscN2016cNpocNhgpidhhgg 11 30

69 EnsemblNighmeNNucleicfAcidsfResearchcN2016cNkkcNDnhgdm 20.1 1094

68 TheNEnsemblNVariantNEffectNPredictoreNGenomefBiologycN2016cNhncNhii 18.3 2595

67 xNglobalNreferenceNforNhumanNgeneticNvariationeNNaturecN2015cNlimcNmodnk 50.4 8599

66 EnsemblNighleNNucleicfAcidsfResearchcN2015cNkjcNDmmidp 20.1 1013

65 TheNcorrelationNbetweenNreadingNandNmathematicsNabilityNatNageNtwelveNhasNaNsubstantialNgeneticN
componenteNNaturefCommunicationscN2014cNlcNkigk 17.4 54

64 GenomedwideNtransdancestryNmetadanalysisNprovidesNinsightNintoNtheNgeneticNarchitectureNofNtypeNiN
diabetesNsusceptibilityeNNaturefGeneticscN2014cNkmcNijkdkk 36.3 784

63 xNgenomedwideNassociationNanalysisNofNaNbroadNpsychosisNphenotypeNidentifiesNthreeNlociNforNfurtherN
investigationeNBiologicalfPsychiatrycN2014cNnlcNjomdpn 7.9 36

62 EnsemblNighkeNNucleicfAcidsfResearchcN2014cNkicNDnkpdll 20.1 1087

61 GenomedwideNassociationNanalysisNidentifiesNhjNnewNriskNlociNforNschizophreniaeNNaturefGeneticscN
2013cNklcNhhlgdp 36.3 1153

60 xnalysisNofNimmunedrelatedNlociNidentifiesNkoNnewNsusceptibilityNvariantsNforNmultipleNsclerosiseN
NaturefGeneticscN2013cNklcNhjljdmg 36.3 934

59 LargedscaleNassociationNanalysisNidentifiesNnewNriskNlociNforNcoronaryNarteryNdiseaseeNNaturefGeneticscN
2013cNklcNildjj 36.3 1172

58 zommonNvariantsNinNtheNHLxdDRyhdHLxdDQxhNHLxNclassNIINregionNareNassociatedNwithNsusceptibilityN
toNvisceralNleishmaniasiseNNaturefGeneticscN2013cNklcNigodhj 36.3 76

57 EnsemblNighjeNNucleicfAcidsfResearchcN2013cNkhcNDkodll 20.1 797

56 GenomedwideNmetadanalysisNidentifiesNhhNnewNlociNforNanthropometricNtraitsNandNprovidesNinsightsN
intoNgeneticNarchitectureeNNaturefGeneticscN2013cNklcNlghdhi 36.3 437

55 DenseNgenotypingNofNimmunedrelatedNdiseaseNregionsNidentifiesNhkNnewNsusceptibilityNlociNforN
juvenileNidiopathicNarthritiseNNaturefGeneticscN2013cNklcNmmkdp 36.3 256

54 GenomedwideNassociationNstudyNofNintraocularNpressureNidentifiesNtheNGLzzIhfIzxhNregionNasNaN
glaucomaNsusceptibilityNlocuseNHumanfMolecularfGeneticscN2013cNiicNkmljdmg 5.6 24

(2013-2016)

3



53 xNvariantNinNLDLRNisNassociatedNwithNabdominalNaorticNaneurysmeNCirculation:fCardiovascularfGeneticscN
2013cNmcNkpodlgk 58

52 xNpathwaydbasedNanalysisNprovidesNadditionalNsupportNforNanNimmunedrelatedNgeneticNsusceptibilityN
toNParkinsonVsNdiseaseeNHumanfMolecularfGeneticscN2013cNiicNhgjpdkp 5.6 96

51 HighddensityNgeneticNmappingNidentifiesNnewNsusceptibilityNlociNforNrheumatoidNarthritiseNNaturef
GeneticscN2012cNkkcNhjjmdkg 36.3 436

50 IdentificationNofNnewNsusceptibilityNlociNforNosteoarthritisNWarcOGENXqNaNgenomedwideNassociationN
studyeNLancetufThecN2012cNjogcNohldij 40 275

49 GenomedwideNassociationNstudyNidentifiesNaNvariantNinNHDxzpNassociatedNwithNlargeNvesselNischemicN
strokeeNNaturefGeneticscN2012cNkkcNjiodjj 36.3 314

48 LargedscaleNassociationNanalysisNprovidesNinsightsNintoNtheNgeneticNarchitectureNandNpathophysiologyN
ofNtypeNiNdiabeteseNNaturefGeneticscN2012cNkkcNpohdpg 36.3 1482

47 zommonNvariantsNatNtheNMHzNlocusNandNatNchromosomeNhmqikehNpredisposeNtoNyarrettVsNesophaguseN
NaturefGeneticscN2012cNkkcNhhjhdm 36.3 139

46 zommonNvariantsNnearNxTMNareNassociatedNwithNglycemicNresponseNtoNmetforminNinNtypeNiNdiabeteseN
NaturefGeneticscN2011cNkjcNhhndig 36.3 319

45 TheNGENzODENexomeqNsequencingNtheNcompleteNhumanNexomeeNEuropeanfJournalfoffHumanf
GeneticscN2011cNhpcNoindjh 5.3 50

44 InteractionNbetweenNERxPhNandNHLxdyinNinNankylosingNspondylitisNimplicatesNpeptideNhandlingNinN
theNmechanismNforNHLxdyinNinNdiseaseNsusceptibilityeNNaturefGeneticscN2011cNkjcNnmhdn 36.3 646

43 xbdominalNaorticNaneurysmNisNassociatedNwithNaNvariantNinNlowddensityNlipoproteinNreceptordrelatedN
proteinNheNAmericanfJournalfoffHumanfGeneticscN2011cNopcNmhpdin 11 145

42 GeneticNriskNandNaNprimaryNroleNforNcelldmediatedNimmuneNmechanismsNinNmultipleNsclerosiseNNaturecN
2011cNknmcNihkdp 50.4 1948

41 DenseNgenotypingNidentifiesNandNlocalizesNmultipleNcommonNandNrareNvariantNassociationNsignalsNinN
celiacNdiseaseeNNaturefGeneticscN2011cNkjcNhhpjdigh 36.3 535

40 DissectionNofNtheNgeneticsNofNParkinsonVsNdiseaseNidentifiesNanNadditionalNassociationNlVNofNSNzxNandN
multipleNassociatedNhaplotypesNatNhnqiheNHumanfMolecularfGeneticscN2011cNigcNjkldlj 5.6 178

39 RareNandNfunctionalNSIxENvariantsNareNnotNassociatedNwithNautoimmuneNdiseaseNriskNinNupNtoNmmcpikN
individualsNofNEuropeanNancestryeNNaturefGeneticscN2011cNkkcNjdl 36.3 39

38 zlusteredNcodingNvariantsNinNtheNglutamateNreceptorNcomplexesNofNindividualsNwithNschizophreniaN
andNbipolarNdisordereNPLoSfONEcN2011cNmcNehpghh 3.7 48

37 GenomedwideNassociationNstudyNofNzNVsNinNhmcgggNcasesNofNeightNcommonNdiseasesNandNjcgggN
sharedNcontrolseNNaturecN2010cNkmkcNnhjdig 50.4 639

36 IntegratingNcommonNandNrareNgeneticNvariationNinNdiverseNhumanNpopulationseNNaturecN2010cNkmncNlido 50.4 2135
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35 MultipleNcommonNvariantsNforNceliacNdiseaseNinfluencingNimmuneNgeneNexpressioneNNaturefGeneticscN
2010cNkicNipldjgi 36.3 727

34 xNgenomedwideNassociationNstudyNidentifiesNnewNpsoriasisNsusceptibilityNlociNandNanNinteractionN
betweenNHLxdzNandNERxPheNNaturefGeneticscN2010cNkicNpoldpg 36.3 773

33 GeneticNdeterminantsNofNmajorNbloodNlipidsNinNPakistanisNcomparedNwithNEuropeanseNCirculation:f
CardiovascularfGeneticscN2010cNjcNjkodln 20

32 VariantsNinNMTNRhyNinfluenceNfastingNglucoseNlevelseNNaturefGeneticscN2009cNkhcNnndoh 36.3 584

31 GenomedwideNandNfinedresolutionNassociationNanalysisNofNmalariaNinNWestNxfricaeNNaturefGeneticscN
2009cNkhcNmlndml 36.3 297

30 GenomedwideNassociationNstudyNofNulcerativeNcolitisNidentifiesNthreeNnewNsusceptibilityNlocicN
includingNtheNHNFkxNregioneNNaturefGeneticscN2009cNkhcNhjjgdk 36.3 411

29 xNgenomedwideNsurveyNofNtheNprevalenceNandNevolutionaryNforcesNactingNonNhumanNnonsenseNSNPseN
AmericanfJournalfoffHumanfGeneticscN2009cNokcNiikdjk 11 58

28 InvestigationNofNzrohnVsNdiseaseNriskNlociNinNulcerativeNcolitisNfurtherNdefinesNtheirNmolecularN
relationshipeNGastroenterologycN2009cNhjmcNlijdpeej 13.3 152

27 zommonNvariantsNnearNMzkRNareNassociatedNwithNfatNmasscNweightNandNriskNofNobesityeNNaturef
GeneticscN2008cNkgcNnmodnl 36.3 1048

26 GeneticNdeterminantsNofNulcerativeNcolitisNincludeNtheNEzMhNlocusNandNfiveNlociNimplicatedNinNzrohnVsN
diseaseeNNaturefGeneticscN2008cNkgcNnhgdi 36.3 353

25 PopulationdspecificNriskNofNtypeNiNdiabetesNconferredNbyNHNFkxNPiNpromoterNvariantsqNaNlessonNforN
replicationNstudieseNDiabetescN2008cNlncNjhmhdl 0.9 33

24 xssociationNscanNofNhkclggNnonsynonymousNSNPsNinNfourNdiseasesNidentifiesNautoimmunityNvariantseN
NaturefGeneticscN2007cNjpcNhjipdjn 36.3 1130

23 GenomedwideNdetectionNandNcharacterizationNofNpositiveNselectionNinNhumanNpopulationseNNaturecN
2007cNkkpcNphjdo 50.4 1367

22 xNsecondNgenerationNhumanNhaplotypeNmapNofNoverNjehNmillionNSNPseNNaturecN2007cNkkpcNolhdmh 50.4 3647

21 TheNinfluenceNofNrecombinationNonNhumanNgeneticNdiversityeNPLoSfGeneticscN2006cNicNehko 6 185

20 TheNportabilityNofNtagSNPsNacrossNpopulationsqNaNworldwideNsurveyeNGenomefResearchcN2006cNhmcNjijdjg 9.7 72

19
VariationNwithinNtheNgeneNencodingNtheNupstreamNstimulatoryNfactorNhNdoesNnotNinfluenceN
susceptibilityNtoNtypeNiNdiabetesNinNsamplesNfromNpopulationsNwithNreplicatedNevidenceNofNlinkageNtoN
chromosomeNhqeNDiabetescN2006cNllcNilkhdo

0.9 33

18
xNhighdresolutionNlinkageddisequilibriumNmapNofNtheNhumanNmajorNhistocompatibilityNcomplexNandN
firstNgenerationNofNtagNsinglednucleotideNpolymorphismseNAmericanfJournalfoffHumanfGeneticscN2005cN
nmcNmjkdkm

11 209
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17 TheNDNxNsequenceNofNtheNhumanNXNchromosomeeNNaturecN2005cNkjkcNjildjn 50.4 822

16 GenomedwideNassociationsNofNgeneNexpressionNvariationNinNhumanseNPLoSfGeneticscN2005cNhcNeno 6 431

15 xNcomparisonNofNtaggingNmethodsNandNtheirNtaggingNspaceeNHumanfMolecularfGeneticscN2005cNhkcNinlndmn5.6 33

14 GeneticallyNindistinguishableNSNPsNandNtheirNinfluenceNonNinferringNtheNlocationNofN
diseasedassociatedNvariantseNGenomefResearchcN2005cNhlcNhlgjdhg 9.7 22

13 TheNimpactNofNSNPNdensityNonNfinedscaleNpatternsNofNlinkageNdisequilibriumeNHumanfMolecularf
GeneticscN2004cNhjcNlnndoo 5.6 171

12 EfficiencyNandNconsistencyNofNhaplotypeNtaggingNofNdenseNSNPNmapsNinNmultipleNsampleseNHumanf
MolecularfGeneticscN2004cNhjcNillndml 5.6 50

11 zompleteNMHzNhaplotypeNsequencingNforNcommonNdiseaseNgeneNmappingeNGenomefResearchcN2004cN
hkcNhhnmdon 9.7 235

10
ImpactNofNpopulationNstructurecNeffectiveNbottleneckNtimecNandNalleleNfrequencyNonNlinkageN
disequilibriumNmapseNProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericacN2004cNhghcNhognldog

11.5 33

9 xNwholedgenomeNmouseNyxzNmicroarrayNwithNhdMbNresolutionNforNanalysisNofNDNxNcopyNnumberN
changesNbyNarrayNcomparativeNgenomicNhybridizationeNGenomefResearchcN2004cNhkcNhoodpm 9.7 55

8 TheNfinedscaleNstructureNofNrecombinationNrateNvariationNinNtheNhumanNgenomeeNSciencecN2004cNjgkcNlohdk33.3 796

7 GeneticNvariationNnearNtheNhepatocyteNnuclearNfactordkNalphaNgeneNpredictsNsusceptibilityNtoNtypeNiN
diabeteseNDiabetescN2004cNljcNhhkhdp 0.9 229

6 LinkageNdisequilibriumNmappingNviaNcladisticNanalysisNofNsinglednucleotideNpolymorphismN
haplotypeseNAmericanfJournalfoffHumanfGeneticscN2004cNnlcNjldkj 11 168

5 DNxNmicroarraysNforNcomparativeNgenomicNhybridizationNbasedNonNDOPdPzRNamplificationNofNyxzN
andNPxzNcloneseNGenesfChromosomesfandfCancercN2003cNjmcNjmhdnk 5 416

4 xNfirstdgenerationNlinkageNdisequilibriumNmapNofNhumanNchromosomeNiieNNaturecN2002cNkhocNlkkdo 50.4 342

3 xNSNPNresourceNforNhumanNchromosomeNiiqNextractingNdenseNclustersNofNSNPsNfromNtheNgenomicN
sequenceeNGenomefResearchcN2001cNhhcNhngdo 9.7 53

2 xnnotationNandNcurationNofNhumanNgenomicNvariationsqNanNELIXIRNImplementationNStudyeN
F1000ResearchcpcNhign 3.6

1 TheNGxkGHNVariationNRepresentationNSpecificationNWVRSXqNaNzomputationalNFrameworkNforNtheN
PreciseNRepresentationNandNFederatedNIdentificationNofNMolecularNVariation 3
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