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h Paper IF Citations

313 UnravelingKtheKpotentialKofKphenomicKselectionKwithinKandKamongKdiverseKbreedingKmaterialKofK
maizeKSZeaKmaysK ZTZZKG3:gGenesvgGenomesvgGeneticsWK2022WK 3.2 1

312 weneticKdiversityKofKuuropeanKmaizeKlandracesjKtatasetKonKtheKmolecularKandKphenotypicKvariationK
ofKderivedKdoubledYhaploidKpopulationsZZKDatagingBriefWK2022WKdbWKa]hafd 1.2

311 TheoreticalKandKexperimentalKassessmentKofKgenomeYbasedKpredictionKinKlandracesKofKallogamousK
cropsZZKProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaWK2022WKaaiWKebabagigaai11.5

310 xighYresolutionKassociationKmappingKwithKlibrariesKofKimmortalizedKlinesKfromKancestralKlandracesZK
TheoreticalgandgAppliedgGeneticsWK2021WKa 6 2

309 OptimumKbreedingKstrategiesKusingKgenomicKandKphenotypicKselectionKforKtheKsimultaneousK
improvementKofKtwoKtraitsZKTheoreticalgandgAppliedgGeneticsWK2021WKacdWKd]beYd]db 6 0

308 salibrationKandKvalidationKofKpredictedKgenomicKbreedingKvaluesKinKanKadvancedKcycleKmaizeK
populationZKTheoreticalgandgAppliedgGeneticsWK2021WKacdWKc]fiYc]ha 6 5

307 uxploitingKgeneticKdiversityKinKtwoKuuropeanKmaizeKlandracesKforKimprovingKwibberellaKearKrotK
resistanceKusingKgenomicKtoolsZKTheoreticalgandgAppliedgGeneticsWK2021WKacdWKgicYh]e 6 7

306 weneticKdissectionKofKmaternalKinfluenceKonKinKvivoKhaploidKinductionKinKmaizeZKCropgJournalWK2020WK
hWKbhgYbih 4.6 1

305 tiscoveryKofKbeneficialKhaplotypesKforKcomplexKtraitsKinKmaizeKlandracesZKNaturegCommunicationsWK
2020WKaaWKdied 17.4 17

304 wenomicKpredictionKwithKmultipleKbiparentalKfamiliesZKTheoreticalgandgAppliedgGeneticsWK2020WKaccWKaccYadg6 14

303 uuropeanKmaizeKlandracesKmadeKaccessibleKforKplantKbreedingKandKgenomeYbasedKstudiesZK
TheoreticalgandgAppliedgGeneticsWK2019WKacbWKccccYccde 6 22

302 toubledKhaploidKtechnologyKforKlineKdevelopmentKinKmaizejKtechnicalKadvancesKandKprospectsZK
TheoreticalgandgAppliedgGeneticsWK2019WKacbWKcbbgYcbdc 6 52

301 ufficientKgeneticKvalueKpredictionKusingKincompleteKomicsKdataZKTheoreticalgandgAppliedgGeneticsWK
2019WKacbWKabaaYabbb 6 7

300 ReducedKresponseKdiversityKdoesKnotKnegativelyKimpactKwheatKclimateKresilienceZKProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaWK2019WKaafWKa]fbcYa]fbd 11.5 9

299 xaploidKmaleKfertilityKandKspontaneousKchromosomeKdoublingKevaluatedKinKaKdiallelKandKrecurrentK
selectionKexperimentKinKmaizeZKTheoreticalgandgAppliedgGeneticsWK2019WKacbWKbbgcYbbhd 6 10

298 TestcrossKperformanceKofKdoubledKhaploidKlinesKfromKuuropeanKflintKmaizeKlandracesKisKpromisingK
forKbroadeningKtheKgeneticKbaseKofKeliteKgermplasmZKTheoreticalgandgAppliedgGeneticsWK2019WKacbWKahigYai]h6 15

297 uarlyKdiagnosisKofKploidyKstatusKinKdoubledKhaploidKproductionKofKmaizeKbyKstomataKlengthKandKflowK
cytometryKmeasurementsZKPlantgBreedingWK2019WKachWKbffYbgf 2.4 9
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296 ProgressKforKtestcrossKperformanceKwithinKtheKflintKheteroticKpoolKofKaKpublicKmaizeKbreedingK
programKsinceKtheKonsetKofKhybridKbreedingZKEuphyticaWK2019WKbaeWKa 2.1 7

295 wenomeYwideKassociationKstudyKtoKidentifyKgenomicKregionsKinfluencingKspontaneousKfertilityKinK
maizeKhaploidsZKEuphyticaWK2019WKbaeWKach 2.1 20

294 qcrossYyearsKpredictionKofKhybridKperformanceKinKmaizeKusingKgenomicsZKTheoreticalgandgAppliedg
GeneticsWK2019WKacbWKiccYidf 6 13

293 reyondKwenomicKPredictionjKsombiningKtifferentKTypesKofKtataKsanKymproveKPredictionKofKxybridK
PerformanceKinK®aizeZKGeneticsWK2018WKb]hWKacgcYache 4 66

292 SelectionKonKuxpectedK®aximumKxaploidKrreedingKValuesKsanKyncreaseKweneticKwainKinKRecurrentK
wenomicKSelectionZKG3:gGenesvgGenomesvgGeneticsWK2018WKhWKaagcYaaha 3.2 18

291 ×itrousKOxideYynducedKshromosomeKtoublingKofK®aizeKxaploidsZKCropgScienceWK2018WKehWKfe]Yfei 2.4 12

290 ParentalKuxpressionKVariationKofKSmallKR×qsKysK×egativelyKsorrelatedKwithKwrainKYieldKxeterosisKinKaK
®aizeKrreedingKPopulationZKFrontiersgingPlantgScienceWK2018WKiWKac 6.2 13

289 wenomicKpredictionKandKwWqSKofKwibberellaKearKrotKresistanceKtraitsKinKdentKandKflintKlinesKofKaK
publicKmaizeKbreedingKprogramZKEuphyticaWK2018WKbadWKa 2.1 23

288 wenomicKPredictionKWithinKandKqmongKtoubledYxaploidK ibrariesKfromK®aizeK andracesZKGeneticsWK
2018WKba]WKaaheYaaif 4 14

287 ®arkerYqssistedKrreedingKofKymprovedK®aternalKxaploidKynducersKinK®aizeKforKtheK
Tropical[SubtropicalKRegionsZKFrontiersgingPlantgScienceWK2018WKiWKaebg 6.2 17

286 SmallKR×qYbasedKpredictionKofKhybridKperformanceKinKmaizeZKBMCgGenomicsWK2018WKaiWKcga 4.5 13

285 xighYThroughputKPrecisionKPhenotypingKofKtheKOilKsontentKofKSingleKSeedsKofKVariousKOilseedK
sropsZKCropgScienceWK2018WKehWKfg]Yfgh 2.4 17

284 ®etabolicKrobustnessKinKyoungKrootsKunderpinsKaKpredictiveKmodelKofKmaizeKhybridKperformanceKinK
theKfieldZKPlantgJournalWK2017WKi]WKcaiYcbi 6.9 24

283 TappingKtheKgeneticKdiversityKofKlandracesKinKallogamousKcropsKwithKdoubledKhaploidKlinesjKaKcaseK
studyKfromKuuropeanKflintKmaizeZKTheoreticalgandgAppliedgGeneticsWK2017WKac]WKhfaYhgc 6 26

282 TranscriptomeYbasedKpredictionKofKhybridKperformanceKwithKunbalancedKdataKfromKaKmaizeK
breedingKprogrammeZKPlantgBreedingWK2017WKacfWKccaYccg 2.4 15

281 SafeguardingKOurKweneticKResourcesKwithK ibrariesKofKtoubledYxaploidK inesZKGeneticsWK2017WKb]fWKafaaYafai4 21

280 tissectionKofKaKmajorKQT KqhiraKconferringKmaternalKhaploidKinductionKabilityKinKmaizeZKTheoreticalg
andgAppliedgGeneticsWK2017WKac]WKaaacYaabb 6 11

279 qccuracyKofKwenomicKPredictionKinKSyntheticKPopulationsKtependingKonKtheK×umberKofKParentsWK
RelatednessWKandKqncestralK inkageKtisequilibriumZKGeneticsWK2017WKb]eWKddaYded 4 41

(2017-2019)
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278 wenomicKPredictionKWithinKandKqcrossKriparentalKvamiliesjK®eansKandKVariancesKofKPredictionK
qccuracyKandKUsefulnessKofKteterministicKuquationsZKG3:gGenesvgGenomesvgGeneticsWK2017WKgWKcegaYcehf 3.2 22

277 PersistencyKofKPredictionKqccuracyKandKweneticKwainKinKSyntheticKPopulationsKUnderKRecurrentK
wenomicKSelectionZKG3:gGenesvgGenomesvgGeneticsWK2017WKgWKh]aYhaa 3.2 22

276
wenotypingYbyYsequencingKhighlightsKoriginalKdiversityKpatternsKwithinKaKuuropeanKcollectionKofK
aaiaKmaizeKflintKlinesWKasKcomparedKtoKtheKmaizeKUStqKgenebankZKTheoreticalgandgAppliedgGeneticsWK
2017WKac]WKbafeYbahi

6 24

275
xighYthroughputKplatformKforKautomatedKsortingKandKselectionKofKsingleKseedsKbasedKonK
timeYdomainKnuclearKmagneticKresonanceKSTtY×®RTKmeasurementKofKoilKcontentZKBiosystemsg
EngineeringWK2017WKafdWKbacYbb]

4.8 13

274 OmicsYbasedKhybridKpredictionKinKmaizeZKTheoreticalgandgAppliedgGeneticsWK2017WKac]WKaibgYaici 6 54

273  owKvalidationKrateKofKquantitativeKtraitKlociKforKwibberellaKearKrotKresistanceKinKuuropeanKmaizeZK
TheoreticalgandgAppliedgGeneticsWK2017WKac]WKageYahf 6 15

272 tomesticationKandKrreedingKofKzatrophaKcurcasK ZKTrendsgingPlantgScienceWK2016WKbaWKa]deYa]eg 13.1 54

271 SilageKyieldKandKqualityKtraitsKinKeliteKmaizeKhybridsKandKtheirKrelationshipKtoKelementalK
concentrationsKinKjuvenileKplantsZKPlantgBreedingWK2016WKaceWKeeYfb 2.4 2

270 PredictionKofKhybridKperformanceKinKmaizeKwithKaKridgeKregressionKmodelKemployedKtoKt×qKmarkersK
andKmR×qKtranscriptionKprofilesZKBMCgGenomicsWK2016WKagWKbfb 4.5 21

269 SelectiongainjKanKRKpackageKforKoptimizingKmultiYstageKselectionZKComputationalgStatisticsWK2016WKcaWKeccYedc1 2

268 TheKweneticKrasisKofKxaploidKynductionKinK®aizeKydentifiedKwithKaK×ovelKwenomeYWideKqssociationK
®ethodZKGeneticsWK2016WKb]bWKabfgYgf 4 43

267 shoiceKofKmodelsKforKQT KmappingKwithKmultipleKfamiliesKandKdesignKofKtheKtrainingKsetKforK
predictionKofKvusariumKresistanceKtraitsKinKmaizeZKTheoreticalgandgAppliedgGeneticsWK2016WKabiWKdcaYdd 6 24

266 OptimumKbreedingKstrategiesKusingKgenomicKselectionKforKhybridKbreedingKinKwheatWKmaizeWKryeWK
barleyWKriceKandKtriticaleZKTheoreticalgandgAppliedgGeneticsWK2016WKabiWKai]aYac 6 53

265 solchicineKqlternativesKforKshromosomeKtoublingKinK®aizeKxaploidsKforKtoubledYxaploidK
ProductionZKCropgScienceWK2016WKefWKeeiYefi 2.4 31

264 tevelopmentKandKValidationKofKRedKRootK®arkerYrasedKxaploidKynducersKinK®aizeZKCropgScienceWK
2016WKefWKafghYafhh 2.4 33

263 ynKVivoKxaploidKynductionKinK®aizejKsomparisonKofKtifferentKTestingKRegimesKforK®easuringKxaploidK
ynductionKRatesZKCropgScienceWK2016WKefWKaabgYaace 2.4 10

262 qssociationKmappingKforKcoldKtoleranceKinKtwoKlargeKmaizeKinbredKpanelsZKBMCgPlantgBiologyWK2016WK
afWKabg 5.3 46

261 vorecastingKtheKaccuracyKofKgenomicKpredictionKwithKdifferentKselectionKtargetsKinKtheKtrainingKandK
predictionKsetKasKwellKasKtruncationKselectionZKTheoreticalgandgAppliedgGeneticsWK2015WKabhWKbahiYb]a 6 7
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260 ShrinkageKestimationKofKtheKgenomicKrelationshipKmatrixKcanKimproveKgenomicKestimatedKbreedingK
valuesKinKtheKtrainingKsetZKTheoreticalgandgAppliedgGeneticsWK2015WKabhWKficYg]c 6 11

259 vineKmappingKofKqhirhKaffectingKinKvivoKhaploidKinductionKinKmaizeZKTheoreticalgandgAppliedgGeneticsWK
2015WKabhWKbe]gYae 6 37

258 sontrollingK®isclassificationKRatesKinKydentificationKofKxaploidKSeedsKfromKynductionKsrossesKinK
®aizeKwithKxighYOilKynducersZKCropgScienceWK2015WKeeWKa]gfYa]hf 2.4 9

257 OverviewKofKxeterosisKandKxeteroticKwroupsKinKqgronomicKsropsZKCSSAgSpecialgPublicationgxgCropg
SciencegSocietygofgAmericaWK2015WKbiYdd 57

256
PredictionKofKdeoxynivalenolKandKzearalenoneKconcentrationsKinKvusariumKgraminearumKinoculatedK
backcrossKpopulationsKofKmaizeKbyKsymptomKratingKand´ nearYinfraredKspectroscopyZKPlantgBreedingWK
2015WKacdWKebiYecd

2.4 10

255 wenomicKselectionKinKbiparentalKpopulationsjKassessmentKofKparametersKforKoptimumKestimationK
setKdesignZKPlantgBreedingWK2015WKacdWKfbcYfc] 2.4 22

254 OilKsontentKisKSuperiorKtoKOilK®assKforKydentificationKofKxaploidKSeedsKinK®aizeKProducedKwithK
xighYOilKynducersZKCropgScienceWK2015WKeeWKahhYaie 2.4 18

253
weneticKdiversityKofKSudaneseKpearlKmilletKSPennisetumKglaucumKS ZTKRZKrrZTKlandracesKasKrevealedKbyK
SSRKmarkersWKandKrelationshipKbetweenKgeneticKandKagroYmorphologicalKdiversityZKGeneticgResourcesg
andgCropgEvolutionWK2015WKfbWKegiYeia

2 25

252 OptimizingKexperimentalKproceduresKforKquantitativeKevaluationKofKcropKplantKperformanceKinKhighK
throughputKphenotypingKsystemsZKFrontiersgingPlantgScienceWK2014WKeWKgg] 6.2 104

251 tentKandKvlintKmaizeKdiversityKpanelsKrevealKimportantKgeneticKpotentialKforKincreasingKbiomassK
productionZKTheoreticalgandgAppliedgGeneticsWK2014WKabgWKbcacYca 6 33

250 OptimumKallocationKofKtestKresourcesKandKcomparisonKofKbreedingKstrategiesKforKhybridKwheatZK
TheoreticalgandgAppliedgGeneticsWK2014WKabgWKbaagYbf 6 10

249 wenomeKpropertiesKandKprospectsKofKgenomicKpredictionKofKhybridKperformanceKinKaKbreedingK
programKofKmaizeZKGeneticsWK2014WKaigWKacdcYee 4 125

248 ydentificationKofKkeyKancestorsKofKmodernKgermplasmKinKaKbreedingKprogramKofKmaizeZKTheoreticalg
andgAppliedgGeneticsWK2014WKabgWKbedeYec 6 18

247 UsefulnessKofKmultiparentalKpopulationsKofKmaizeKSZeaKmaysK ZTKforKgenomeYbasedKpredictionZK
GeneticsWK2014WKaihWKcYaf 4 84

246 wenomeYwideKmetaYanalysisKofKmaizeKheterosisKrevealsKtheKpotentialKroleKofKadditiveKgeneK
expressionKatKpericentromericKlociZKBMCgPlantgBiologyWK2014WKadWKhh 5.3 25

245 soldKToleranceKinKTwoK argeK®aizeKynbredKPanelsKqdaptedKtoKuuropeanKslimatesZKCropgScienceWK
2014WKedWKaihaYaiia 2.4 21

244 ynKVivoKxaploidKynductionKinK®aizejKydentificationKofKxaploidKSeedsKbyKTheirKOilKsontentZKCropg
ScienceWK2014WKedWKadigYae]d 2.4 42

243 OptimizingKResourceKqllocationKforK®ultistageKSelectionKinKPlantKrreedingKwithKRKPackageK
SelectiongainZKCropgScienceWK2014WKedWKadacYadah 2.4 14

(2014-2015)
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242 rreedingKPotentialKofKuuropeanKvlintK®aizeK andracesKuvaluatedKbyKtheirKTestcrossKPerformanceZK
CropgScienceWK2014WKedWKaffeYafgb 2.4 20

241  inkageKdisequilibriumKwithKlinkageKanalysisKofKmultilineKcrossesKrevealsKdifferentKmultiallelicKQT K
forKhybridKperformanceKinKtheKflintKandKdentKheteroticKgroupsKofKmaizeZKGeneticsWK2014WKaihWKagagYcd 4 58

240 sharacterizationKofKSudaneseKpearlKmilletKgermplasmKforKagroYmorphologicalKtraitsKandKgrainK
nutritionalKvaluesZKPlantgGeneticgResources:gCharacterisationgandgUtilisationWK2014WKabWKceYdg 1 28

239 RecoveringKpowerKinKassociationKmappingKpanelsKwithKvariableKlevelsKofKlinkageKdisequilibriumZK
GeneticsWK2014WKaigWKcgeYhg 4 58

238 xighYdensityKgenotypingjKanKoverkillKforKQT KmappingoK essonsKlearnedKfromKaKcaseKstudyKinKmaizeK
andKsimulationsZKTheoreticalgandgAppliedgGeneticsWK2013WKabfWKbefcYgd 6 51

237 OptimizingKtheKallocationKofKresourcesKforKgenomicKselectionKinKoneKbreedingKcycleZKTheoreticalgandg
AppliedgGeneticsWK2013WKabfWKbhceYdh 6 57

236 wenomicKpredictabilityKofKinterconnectedKbiparentalKmaizeKpopulationsZKGeneticsWK2013WKaidWKdicYe]c 4 142

235 yntraspecificKvariationKofKrecombinationKrateKinKmaizeZKGenomegBiologyWK2013WKadWKRa]c 18.3 134

234 TheKmaizeKleafKlipidomeKshowsKmultilevelKgeneticKcontrolKandKhighKpredictiveKvalueKforKagronomicK
traitsZKScientificgReportsWK2013WKcWKbdgi 4.9 22

233
weneticKdiversityKanalysisKofKeliteKuuropeanKmaizeKSZeaKmaysK ZTKinbredKlinesKusingKqv PWKSSRWKandK
S×PKmarkersKrevealsKascertainmentKbiasKforKaKsubsetKofKS×PsZKTheoreticalgandgAppliedgGeneticsWK2013
WKabfWKaccYda

6 67

232 qssociationKmappingKforKchillingKtoleranceKinKeliteKflintKandKdentKmaizeKinbredKlinesKevaluatedKinK
growthKchamberKandKfieldKexperimentsZKPlantvgCellgandgEnvironmentWK2013WKcfWKahgaYhg 8.4 53

231 OptimumKdesignKofKfamilyKstructureKandKallocationKofKresourcesKinKassociationKmappingKwithKlinesK
fromKmultipleKcrossesZKHeredityWK2013WKaa]WKgaYi 3.6 32

230 RelationshipKofK ineKperKseKandKTestcrossKPerformanceKforKwrainKYieldKofKTropicalK®aizeKinKtroughtK
andKWellYWateredKTrialsZKCropgScienceWK2013WKecWKabbhYabcf 2.4 9

229 xighYdensityKlinkageKmappingKofKyieldKcomponentsKandKepistaticKinteractionsKinKmaizeKwithKdoubledK
haploidKlinesKfromKfourKcrossesZKMoleculargBreedingWK2013WKcbWKeccYedf 3.4 9

228 uffectivenessKofKselectionKatKsy®®YTRsKmainKmaizeKbreedingKsitesKinK®exicoKforKperformanceKatK
sitesKinKqfricaKandKviceKversaZKPlantgBreedingWK2013WKacbWKbiiYc]d 2.4 4

227 wenomicKpredictionKofKdichotomousKtraitsKwithKrayesianKlogisticKmodelsZKTheoreticalgandgAppliedg
GeneticsWK2013WKabfWKaaccYdc 6 10

226 QT KmappingKofKstalkKbendingKstrengthKinKaKrecombinantKinbredKlineKmaizeKpopulationZKTheoreticalg
andgAppliedgGeneticsWK2013WKabfWKbbegYff 6 36

225 RapidKandKaccurateKidentificationKofKinKvivoYinducedKhaploidKseedsKbasedKonKoilKcontentKinKmaizeZK
ScientificgReportsWK2013WKcWKbabi 4.9 71
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224 wametophyticKandKzygoticKselectionKleadsKtoKsegregationKdistortionKthroughKinKvivoKinductionKofKaK
maternalKhaploidKinKmaizeZKJournalgofgExperimentalgBotanyWK2013WKfdWKa]hcYif 7 73

223 PrecisionKphenotypingKofKbiomassKaccumulationKinKtriticaleKrevealsKtemporalKgeneticKpatternsKofK
regulationZKScientificgReportsWK2013WKcWKbddb 4.9 84

222
®appingKquantitativeKtraitKlociKforKfreezingKtoleranceKinKaKrecombinantKinbredKlineKpopulationKofK
qrabidopsisKthalianaKaccessionsKTenelaKandKsbdKrevealsKRuVuy  uaKasKnegativeKregulatorKofKcoldK
acclimationZKPlantvgCellgandgEnvironmentWK2013WKcfWKabefYfg

8.4 33

221 wenomicKpredictionKofKnorthernKcornKleafKblightKresistanceKinKmaizeKwithKcombinedKorKseparatedK
trainingKsetsKforKheteroticKgroupsZKG3:gGenesvgGenomesvgGeneticsWK2013WKcWKaigYb]c 3.2 83

220 UnlockingKtheKgeneticKdiversityKofKmaizeKlandracesKwithKdoubledKhaploidsKopensKnewKavenuesKforK
breedingZKPLoSgONEWK2013WKhWKeegbcd 3.7 53

219 –ineticsKofKmethaneKfermentationKyieldKinKbiogasKreactorsjKweneticKvariationKandKassociationKwithK
chemicalKcompositionKinKmaizeZKBiomassgandgBioenergyWK2012WKcgWKacbYada 5.3 24

218 QT KmappingKunderKtruncationKselectionKinKhomozygousKlinesKderivedKfromKbiparentalKcrossesZK
TheoreticalgandgAppliedgGeneticsWK2012WKabdWKedcYec 6 5

217
PartialKleastKsquaresKregressionWKsupportKvectorKmachineKregressionWKandKtranscriptomeYbasedK
distancesKforKpredictionKofKmaizeKhybridKperformanceKwithKgeneKexpressionKdataZKTheoreticalgandg
AppliedgGeneticsWK2012WKabdWKhbeYcc

6 25

216 ®appingKofKQT KforKresistanceKtoKfirstKandKsecondKgenerationKofKuuropeanKcornKborerKusingKanK
integratedKS×PKandKSSRKlinkageKmapZKEuphyticaWK2012WKahcWKaigYb]f 2.1 12

215 wenomicKpredictionKofKhybridKperformanceKinKmaizeKwithKmodelsKincorporatingKdominanceKandK
populationKspecificKmarkerKeffectsZKTheoreticalgandgAppliedgGeneticsWK2012WKabeWKaahaYid 6 105

214 wenomicKandKmetabolicKpredictionKofKcomplexKheteroticKtraitsKinKhybridKmaizeZKNaturegGeneticsWK
2012WKddWKbagYb] 36.3 424

213 ×ewKinsightsKintoKtheKgeneticsKofKinKvivoKinductionKofKmaternalKhaploidsWKtheKbackboneKofKdoubledK
haploidKtechnologyKinKmaizeZKGeneticsWK2012WKai]WKghaYic 4 98

212 ProductionKofKhaploidsKandKdoubledKhaploidsKinKmaizeZKMethodsgingMoleculargBiologyWK2012WKhggWKafaYgb 1.4 58

211 somparisonKofKwholeYgenomeKpredictionKmodelsKforKtraitsKwithKcontrastingKgeneticKarchitectureKinK
aKdiversityKpanelKofKmaizeKinbredKlinesZKBMCgGenomicsWK2012WKacWKdeb 4.5 61

210 qssociationKanalysisKofKphotoperiodicKfloweringKtimeKgenesKinKwestKandKcentralKqfricanKsorghumK
[SorghumKbicolorKS ZTK®oench]ZKBMCgPlantgBiologyWK2012WKabWKcb 5.3 28

209 wenomeYwideKassociationKmappingKofKfloweringKtimeKandKnorthernKcornKleafKblightKSSetosphaeriaK
turcicaTKresistanceKinKaKvastKcommercialKmaizeKgermplasmKsetZKBMCgPlantgBiologyWK2012WKabWKef 5.3 55

208
®aximizingKtheKreliabilityKofKgenomicKselectionKbyKoptimizingKtheKcalibrationKsetKofKreferenceK
individualsjKcomparisonKofKmethodsKinKtwoKdiverseKgroupsKofKmaizeKinbredsKSZeaKmaysK ZTZKGeneticsWK
2012WKaibWKgaeYbh

4 193

207 rreedingKmaizeKasKbiogasKsubstrateKinKsentralKuuropejKyZKQuantitativeYgeneticKparametersKforK
testcrossKperformanceZKTheoreticalgandgAppliedgGeneticsWK2012WKabdWKigaYh] 6 30

(2012-2013)
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206
rreedingKmaizeKasKbiogasKsubstrateKinKsentralKuuropejKyyZKQuantitativeYgeneticKparametersKforK
inbredKlinesKandKcorrelationsKwithKtestcrossKperformanceZKTheoreticalgandgAppliedgGeneticsWK2012WK
abdWKihaYh

6 24

205 VariationKandKcovariationKforKwibberellaKearKrotKresistanceKandKagronomicKtraitsKinKtestcrossesKofK
doubledKhaploidKmaizeKlinesZKEuphyticaWK2012WKaheWKddaYdea 2.1 6

204 toubledKhaploidsKinKtropicalKmaizejKyyZKQuantitativeKgeneticKparametersKforKtestcrossKperformanceZK
EuphyticaWK2012WKaheWKdecYdfc 2.1 9

203 tevelopmentKofKinKvivoKhaploidKinducersKforKtropicalKmaizeKbreedingKprogramsZKEuphyticaWK2012WK
aheWKdhaYdi] 2.1 30

202 ynheritanceKofKresistanceKtoKwibberellaKearKrotKandKdeoxynivalenolKcontaminationKinKfiveKflintKmaizeK
crossesZKPlantgBreedingWK2012WKacaWKbhYcb 2.4 13

201 PredictionKofKgrainKyieldKusingKreflectanceKspectraKofKcanopyKandKleavesKinKmaizeKplantsKgrownK
underKdifferentKwaterKregimesZKFieldgCropsgResearchWK2012WKabhWKhbYi] 5.5 118

200 somparativeKQuantitativeKTraitK ociK®appingKforKwibberellaKuarKRotKResistanceKandKReducedK
teoxynivalenolKsontaminationKacrossKsonnectedK®aizeKPopulationsZKCropgScienceWK2012WKebWKcbYdc 2.4 22

199 xaploidKvertilityKinKTemperateKandKTropicalK®aizeKwermplasmZKCropgScienceWK2012WKebWKfbcYfc] 2.4 39

198 weneticKVariationKamongKynbredK inesKandKTestcrossesKofK®aizeKforKuarlyKwrowthKParametersKandK
TheirKRelationshipKtoKvinalKtryK®atterKYieldZKCropgScienceWK2012WKebWKa]hdYa]ib 2.4 23

197 StrategiesKtoKSubdivideKaKTargetKPopulationKofKunvironmentsjKResultsKfromKtheKsy®®YTY edK®aizeK
xybridKTestingKProgramsKinKqfricaZKCropgScienceWK2012WKebWKbadcYbaeb 2.4 42

196 SelectionKStrategyKforKSorghumKTargetingKPhosphorusYlimitedKunvironmentsKinKWestKqfricajK
qnalysisKofK®ultiYenvironmentKuxperimentsZKCropgScienceWK2012WKebWKbeagYbebg 2.4 39

195 uffectivenessKofKgenomicKpredictionKofKmaizeKhybridKperformanceKinKdifferentKbreedingKpopulationsK
andKenvironmentsZKG3:gGenesvgGenomesvgGeneticsWK2012WKbWKadbgYcf 3.2 166

194 ufficiencyKofK®anagedYStressKScreeningKofKuliteK®aizeKxybridsKunderKtroughtKandK owK×itrogenKforK
YieldKunderKRainfedKsonditionsKinKSouthernKqfricaZKCropgScienceWK2012WKebWKa]aaYa]b] 2.4 76

193 wenomeYwideKassociationKmappingKofKleafKmetabolicKprofilesKforKdissectingKcomplexKtraitsKinKmaizeZK
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaWK2012WKa]iWKhhgbYg 11.5 260

192 teterminationKofK®ethaneKvermentationKYieldKandKitsK–ineticsKbyKnearKynfraredKSpectroscopyKandK
shemicalKsompositionKinK®aizeZKJournalgofgNeargInfraredgSpectroscopyWK2011WKaiWKdfcYdgg 1.5 14

191 Ru® YrasedKtiallelKqnalysisZKCropgScienceWK2011WKeaWKdg]Ydgh 2.4 36

190 xighYthroughputKnonYdestructiveKbiomassKdeterminationKduringKearlyKplantKdevelopmentKinKmaizeK
underKfieldKconditionsZKFieldgCropsgResearchWK2011WKabaWKbfhYbgc 5.5 109

189 uffectKofKsourceKgermplasmKandKseasonKonKtheKinKvivoKhaploidKinductionKrateKinKtropicalKmaizeZK
EuphyticaWK2011WKah]WKbaiYbbf 2.1 41

AlbrechtsEsMelchinger
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188 PopulationKstructureKinKsorghumKaccessionsKfromKWestKqfricaKdifferingKinKraceKandKmaturityKclassZK
GeneticaWK2011WKaciWKdecYfc 1.5 12

187 restKlinearKunbiasedKpredictionKandKoptimumKallocationKofKtestKresourcesKinKmaizeKbreedingKwithK
doubledKhaploidsZKTheoreticalgandgAppliedgGeneticsWK2011WKabcWKaYa] 6 17

186 uxtentKandKgenomeYwideKdistributionKofKlinkageKdisequilibriumKinKcommercialKmaizeKgermplasmZK
TheoreticalgandgAppliedgGeneticsWK2011WKabcWKaaYb] 6 61

185 weneKstackingKstrategiesKwithKdoubledKhaploidsKderivedKfromKbiparentalKcrossesjKtheoryKandK
simulationsKassumingKaKfiniteKnumberKofKlociZKTheoreticalgandgAppliedgGeneticsWK2011WKabcWKabfiYgi 6 8

184 toubledKxaploidsKinKTropicalK®aizejKyZKuffectsKofKynducersKandKSourceKwermplasmKonKinKvivoKxaploidK
ynductionKRatesZKCropgScienceWK2011WKeaWKadihYae]f 2.4 62

183 solocalizationKofKQT KforKwibberellaKuarKRotKResistanceKandK owK®ycotoxinKsontaminationKinKuarlyK
uuropeanK®aizeZKCropgScienceWK2011WKeaWKaiceYaide 2.4 38

182 weneticKVariationKinKTestcrossesKandKRelationshipKbetweenK ineKperKseKandKTestcrossKPerformanceK
forKResistanceKtoKwibberellaKuarKRotKinK®aizeZKCropgScienceWK2010WKe]WKafiaYafif 2.4 10

181 tevelopmentKofKxeteroticKwroupsKinKTriticaleZKCropgScienceWK2010WKe]WKehdYei] 2.4 64

180 uffectKofK×KsupplyKonKstalkKqualityKinKmaizeKhybridsZKFieldgCropsgResearchWK2010WKaahWKb]hYbad 5.5 16

179 rroadeningKtheKgeneticKbaseKofKuuropeanKmaizeKheteroticKpoolsKwithKUSKsornbeltKgermplasmKusingK
fieldKandKmolecularKmarkerKdataZKTheoreticalgandgAppliedgGeneticsWK2010WKab]WKc]aYa] 6 34

178 QT KanalysisKofKearlyKstageKheterosisKforKbiomassKinKqrabidopsisZKTheoreticalgandgAppliedgGeneticsWK
2010WKab]WKbbgYcg 6 80

177 ®olecularKmarkerKassistedKbroadeningKofKtheKsentralKuuropeanKheteroticKgroupsKinKryeKwithKuasternK
uuropeanKgermplasmZKTheoreticalgandgAppliedgGeneticsWK2010WKab]WKbiaYi 6 34

176 OptimumKallocationKofKresourcesKforKQT KdetectionKusingKaKnestedKassociationKmappingKstrategyKinK
maizeZKTheoreticalgandgAppliedgGeneticsWK2010WKab]WKeecYfa 6 14

175 xybridKmaizeKbreedingKwithKdoubledKhaploidsjKVZKSelectionKstrategiesKforKtestcrossKperformanceK
withKvariableKsizesKofKcrossesKandKSSaTKfamiliesZKTheoreticalgandgAppliedgGeneticsWK2010WKab]WKfiiYg]h 6 5

174 sorrelationKbetweenKparentalKtranscriptomeKandKfieldKdataKforKtheKcharacterizationKofKheterosisKinK
ZeaKmaysK ZKTheoreticalgandgAppliedgGeneticsWK2010WKab]WKd]aYac 6 52

173
VariationKofKtheKparentalKgenomeKcontributionKinKsegregatingKpopulationsKderivedKfromKbiparentalK
crossesKandKitsKrelationshipKwithKheterosisKofKtheirKtesignKyyyKprogeniesZKTheoreticalgandgAppliedg
GeneticsWK2010WKab]WKcaaYi

6 5

172 TranscriptomeYbasedKdistanceKmeasuresKforKgroupingKofKgermplasmKandKpredictionKofKhybridK
performanceKinKmaizeZKTheoreticalgandgAppliedgGeneticsWK2010WKab]WKddaYe] 6 82

171 PredictionKofKhybridKperformanceKinKmaizeKusingKmolecularKmarkersKandKjointKanalysesKofKhybridsK
andKparentalKinbredsZKTheoreticalgandgAppliedgGeneticsWK2010WKab]WKdeaYfa 6 53

(2010-2011)
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170 xighKcongruencyKofKQT KpositionsKforKheterosisKofKgrainKyieldKinKthreeKcrossesKofKmaizeZKTheoreticalg
andgAppliedgGeneticsWK2010WKab]WKcbaYcb 6 62

169 tissectionKofKtheKgeneticKbasisKofKheterosisKinKanKeliteKmaizeKhybridKbyKQT KmappingKinKanK
immortalizedKvbKpopulationZKTheoreticalgandgAppliedgGeneticsWK2010WKab]WKcccYd] 6 99

168 PopulationKstructureKandKgeneticKdiversityKinKaKcommercialKmaizeKbreedingKprogramKassessedKwithK
SSRKandKS×PKmarkersZKTheoreticalgandgAppliedgGeneticsWK2010WKab]WKabhiYii 6 193

167
PatternsKofKmolecularKandKphenotypicKdiversityKinKpearlKmilletK[PennisetumKglaucumKS ZTKRZKrrZ]KfromK
WestKandKsentralKqfricaKandKtheirKrelationKtoKgeographicalKandKenvironmentalKparametersZKBMCg
PlantgBiologyWK2010WKa]WKbaf

5.3 46

166 tissectingKgrainKyieldKpathwaysKandKtheirKinteractionsKwithKgrainKdryKmatterKcontentKbyKaKtwoYstepK
correlationKapproachKwithKmaizeKseedlingKtranscriptomeZKBMCgPlantgBiologyWK2010WKa]WKfc 5.3 27

165 ympactKofKweneticKtivergenceKonKtheKRatioKofKVarianceKtueKtoKSpecificKvsZKweneralKsombiningK
qbilityKinKWinterKTriticaleZKCropgScienceWK2009WKdiWKbaaiYbabb 2.4 12

164 UnravelingKepistasisKwithKtripleKtestcrossKprogeniesKofKnearYisogenicKlinesZKGeneticsWK2009WKahaWKbdgYeg 4 24

163 somparisonKofKmixedYmodelKapproachesKforKassociationKmappingKinKrapeseedWKpotatoWKsugarKbeetWK
maizeWKandKqrabidopsisZKBMCgGenomicsWK2009WKa]WKid 4.5 62

162 ®olecularKmarkerYbasedKpredictionKofKhybridKperformanceKinKmaizeKusingKunbalancedKdataKfromK
multipleKexperimentsKwithKfactorialKcrossesZKTheoreticalgandgAppliedgGeneticsWK2009WKaahWKgdaYea 6 56

161 ufficiencyKgainKofKmarkerYassistedKbackcrossingKbyKsequentiallyKincreasingKmarkerKdensitiesKoverK
generationsZKTheoreticalgandgAppliedgGeneticsWK2009WKaaiWKbcYcb 6 21

160 ydentificationKofKheteroticKmetaboliteKQT KinKqrabidopsisKthalianaKRy KandKy KpopulationsZKPlantg
JournalWK2009WKeiWKgggYhh 6.9 84

159 OptimumKallocationKofKtestKresourcesKandKrelativeKefficiencyKofKalternativeKproceduresKofK
withinYfamilyKselectionKinKhybridKbreedingZKPlantgBreedingWK2009WKabhWKbacYbaf 2.4 3

158 qK×ewKnearKynfraredKSpectroscopyKSampleKPresentationKUnitKforK®easuringKveedingKQualityKofK
®aizeKStoverZKJournalgofgNeargInfraredgSpectroscopyWK2009WKagWKaieYb]a 1.5 4

157 weneticKVariationKforKResistanceKtoKuarKRotsKandK®ycotoxinsKsontaminationKinKuarlyKuuropeanK
®aizeKynbredK inesZKCropgScienceWK2009WKdiWKb]aiYb]bh 2.4 44

156 TrendsKinKgeneticKvarianceKcomponentsKduringKc]KyearsKofKhybridKmaizeKbreedingKatKtheKUniversityK
ofKxohenheimZKPlantgBreedingWK2008WKabgWKddfYdea 2.4 31

155 veedingKqualityKassessmentKofKfreshKmaizeKstoverKbyKmeansKofKnearYinfraredKspectroscopyKwithKaK
newKsampleKpresentationKunitZKPlantgBreedingWK2008WKabgWKbadYbaf 2.4 2

154 somparisonKofKmixedYmodelKapproachesKforKassociationKmappingZKGeneticsWK2008WKaghWKagdeYed 4 199

153 weneticKexpectationsKofKquantitativeKtraitKlociKmainKandKinteractionKeffectsKobtainedKwithKtheKtripleK
testcrossKdesignKandKtheirKrelevanceKforKtheKanalysisKofKheterosisZKGeneticsWK2008WKaghWKbbfeYgd 4 27

AlbrechtsEsMelchinger
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152 PrecisionKofKrecombinationKfrequencyKestimatesKafterKrandomKintermatingKwithKfiniteKpopulationK
sizesZKGeneticsWK2008WKaghWKeigYf]] 4 4

151 QuantitativeKtraitKlociKmappingKandKtheKgeneticKbasisKofKheterosisKinKmaizeKandKriceZKGeneticsWK2008WK
ah]WKag]gYbd 4 106

150 weneticKvariationKforKresistanceKandKmycotoxinKcontentKofKuuropeanKmaizeKinoculatedKwithvusariumK
graminearumandvZKverticillioidesZKCerealgResearchgCommunicationsWK2008WKcfWKdeYdh 1.1 3

149 r UPKforKphenotypicKselectionKinKplantKbreedingKandKvarietyKtestingZKEuphyticaWK2008WKafaWKb]iYbbh 2.1 388

148 TheKPlabsoftKdatabasejKaKcomprehensiveKdatabaseKmanagementKsystemKforKintegratingKphenotypicK
andKgenomicKdataKinKacademicKandKcommercialKplantKbreedingKprogramsZKEuphyticaWK2008WKafaWKagcYagi 2.1 11

147 PopulationKgeneticKsimulationKandKdataKanalysisKwithKPlabsoftZKEuphyticaWK2008WKafaWKaccYaci 2.1 60

146 somparisonKofKtheKobservedKwithKtheKsimulatedKdistributionsKofKtheKparentalKgenomeKcontributionK
inKtwoKmarkerYassistedKbackcrossKprogramsKinKriceZKTheoreticalgandgAppliedgGeneticsWK2008WKaafWKgciYdd 6 17

145
xybridKmaizeKbreedingKwithKdoubledKhaploidsZKyVZK×umberKversusKsizeKofKcrossesKandKimportanceKofK
parentalKselectionKinKtwoYstageKselectionKforKtestcrossKperformanceZKTheoreticalgandgAppliedg
GeneticsWK2008WKaagWKbeaYf]

6 19

144 ®ultiYtraitKassociationKmappingKinKsugarKbeetKSretaKvulgarisK ZTZKTheoreticalgandgAppliedgGeneticsWK
2008WKaagWKidgYed 6 50

143 qssociationKmappingKinKmultipleKsegregatingKpopulationsKofKsugarKbeetKSretaKvulgarisK ZTZK
TheoreticalgandgAppliedgGeneticsWK2008WKaagWKaafgYgi 6 28

142 weneticKtiversityKinKsy®®YTK×ontemperateK®aizeKwermplasmjK andracesWKOpenKPollinatedK
VarietiesWKandKynbredK inesZKCropgScienceWK2008WKdhWKfagYfbd 2.4 76

141 QualityKassessmentKofKrapeseedKaccessionsKbyKmeansKofKnearYinfraredKspectroscopyKonKcombineK
harvestersZKPlantgBreedingWK2007WKabfWKcbiYcc] 2.4 12

140
teterminationKofKchemicalKcompositionKandKnutritionalKattributesKofKsilageKcornKhybridsKbyK
nearYinfraredKspectroscopyKonKchopperjKevaluationKofKtraitsWKsampleKpresentationKsystemsKandK
calibrationKtransferabilityZKPlantgBreedingWK2007WKabfWKebaYebf

2.4 8

139 xybridKmaizeKbreedingKwithKdoubledKhaploidsjKyyZKOptimumKtypeKandKnumberKofKtestersKinKtwoYstageK
selectionKforKgeneralKcombiningKabilityZKTheoreticalgandgAppliedgGeneticsWK2007WKaadWKcicYd]b 6 24

138 TemporalKchangesKinKalleleKfrequenciesKinKtwoKuuropeanKvSbTKflintKmaizeKpopulationsKunderK
modifiedKrecurrentKfullYsibKselectionZKTheoreticalgandgAppliedgGeneticsWK2007WKaadWKgfeYgf 6 19

137 PredictionKofKsingleYcrossKhybridKperformanceKinKmaizeKusingKhaplotypeKblocksKassociatedKwithKQT K
forKgrainKyieldZKTheoreticalgandgAppliedgGeneticsWK2007WKaadWKacdeYee 6 29

136  inkageKdisequilibriumKinKtwoKuuropeanKvSbTKflintKmaizeKpopulationsKunderKmodifiedKrecurrentK
fullYsibKselectionZKTheoreticalgandgAppliedgGeneticsWK2007WKaaeWKbhiYig 6 6

135 qnKincompleteKenumerationKalgorithmKforKanKexactKtestKofKxardyYWeinbergKproportionsKwithK
multipleKallelesZKTheoreticalgandgAppliedgGeneticsWK2007WKaaeWKcicYh 6 7

(2007-2008)
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134
xybridKmaizeKbreedingKwithKdoubledKhaploidsjKyyyZKufficiencyKofKearlyKtestingKpriorKtoKdoubledK
haploidKproductionKinKtwoYstageKselectionKforKtestcrossKperformanceZKTheoreticalgandgAppliedg
GeneticsWK2007WKaaeWKeaiYbg

6 24

133 PotentialKcausesKofKlinkageKdisequilibriumKinKaKuuropeanKmaizeKbreedingKprogramKinvestigatedKwithK
computerKsimulationsZKTheoreticalgandgAppliedgGeneticsWK2007WKaaeWKebiYcf 6 19

132 TheKroleKofKepistasisKinKtheKmanifestationKofKheterosisjKaKsystemsYorientedKapproachZKGeneticsWK2007WK
aggWKahaeYbe 4 88

131 VarianceKofKtheKparentalKgenomeKcontributionKtoKinbredKlinesKderivedKfromKbiparentalKcrossesZK
GeneticsWK2007WKagfWKdggYhh 4 13

130 shillingKtoleranceKofKsentralKuuropeanKmaizeKlinesKandKtheirKfactorialKcrossesZKAnnalsgofgBotanyWK
2007WKa]]WKacaeYba 4.1 27

129 qnalysisKofKaKtripleKtestcrossKdesignKwithKrecombinantKinbredKlinesKrevealsKaKsignificantKroleKofK
epistasisKinKheterosisKforKbiomassYrelatedKtraitsKinKqrabidopsisZKGeneticsWK2007WKageWKb]]iYag 4 56

128 weneticKbasisKofKheterosisKforKgrowthYrelatedKtraitsKinKqrabidopsisKinvestigatedKbyKtestcrossK
progeniesKofKnearYisogenicKlinesKrevealsKaKsignificantKroleKofKepistasisZKGeneticsWK2007WKaggWKahbgYcg 4 72

127 PowerKtoKdetectKhigherYorderKepistaticKinteractionsKinKaKmetabolicKpathwayKusingKaKnewKmappingK
strategyZKGeneticsWK2007WKagfWKefcYg] 4 41

126 xeterosisKforKbiomassYrelatedKtraitsKinKqrabidopsisKinvestigatedKbyKquantitativeKtraitKlociKanalysisKofK
theKtripleKtestcrossKdesignKwithKrecombinantKinbredKlinesZKGeneticsWK2007WKaggWKahciYe] 4 52

125 ×ovelKthroughputKphenotypingKplatformsKinKplantKgeneticKstudiesZKTrendsgingPlantgScienceWK2007WKabWKdccYf13.1 186

124
TrendsKinKpopulationKparametersKandKbestKlinearKunbiasedKpredictionKofKprogenyKperformanceKinKaK
uuropeanKvSbTKmaizeKpopulationKunderKmodifiedKrecurrentKfullYsibKselectionZKTheoreticalgandgAppliedg
GeneticsWK2006WKaabWKdhcYia

6 11

123 xybridKmaizeKbreedingKwithKdoubledKhaploidsjKyZKOneYstageKversusKtwoYstageKselectionKforKtestcrossK
performanceZKTheoreticalgandgAppliedgGeneticsWK2006WKaabWKi]cYab 6 30

122 wroupingKofKaccessionsKofK®exicanKracesKofKmaizeKrevisitedKwithKSSRKmarkersZKTheoreticalgandg
AppliedgGeneticsWK2006WKaacWKaggYhe 6 61

121 somparisonKofKlinkageKmapsKfromKvbKandKthreeKtimesKintermatedKgenerationsKinKtwoKpopulationsKofK
uuropeanKflintKmaizeKSZeaKmaysK ZTZKTheoreticalgandgAppliedgGeneticsWK2006WKaacWKhegYff 6 11

120 PredictionKofKsingleYcrossKhybridKperformanceKforKgrainKyieldKandKgrainKdryKmatterKcontentKinKmaizeK
usingKqv PKmarkersKassociatedKwithKQT ZKTheoreticalgandgAppliedgGeneticsWK2006WKaacWKa]cgYdg 6 62

119 weneticKdriftKandKselectionKeffectsKofKmodifiedKrecurrentKfullYsibKselectionKprogramsKinKtwoKvbK
populationsKofKuuropeanKflintKmaizeZKTheoreticalgandgAppliedgGeneticsWK2006WKaacWKaaacYb] 6 7

118 qKnewKtestKforKfamilyYbasedKassociationKmappingKwithKinbredKlinesKfromKplantKbreedingKprogramsZK
TheoreticalgandgAppliedgGeneticsWK2006WKaacWKaabaYc] 6 30

117 ®arkerYbasedKpredictionKofKtheKparentalKgenomeKcontributionKtoKinbredKlinesKderivedKfromK
biparentalKcrossesZKGeneticsWK2006WKagdWKgieYh]c 4 7

AlbrechtsEsMelchinger
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116 somparisonKofKtranscriptKprofilesKbetweenKnearYisogenicKmaizeKlinesKinKassociationKwithKSs®VK
resistanceKbasedKonKunigeneYmicroarraysZKPlantgScienceWK2006WKag]WKaeiYafi 5.3 21

115 ®odifiedKfullYsibKselectionKandKbestKlinearKunbiasedKpredictionKofKprogenyKperformanceKinKaK
uuropeanKvbKmaizeKpopulationZKPlantgBreedingWK2006WKabeWKbdhYbec 2.4 7

114 ProspectsKforKhybridKbreedingKinKwinterKtriticalejKyyZKRelationshipKbetweenKparentalKgeneticKdistanceK
andKspecificKcombiningKabilityZKPlantgBreedingWK2006WKabeWKccaYccf 2.4 19

113 TwoKchromosomeKsegmentsKconferKmultipleKpotyvirusKresistanceKinKmaizeZKPlantgBreedingWK2006WK
abeWKcebYcef 2.4 19

112 ×earYinfraredKspectroscopyKonKcombineKharvestersKtoKmeasureKmaizeKgrainKdryKmatterKcontentKandK
qualityKparametersZKPlantgBreedingWK2006WKabeWKeiaYeie 2.4 31

111 qnKextensionKofKtheKSmithKmodelKforKquantitativeKgeneticKanalysisKofKselectionKresponseKunderK
recurrentKselectionZKPlantgBreedingWK2006WKabeWKfddYfdf 2.4 1

110 weneticKtiversityKandKRelationshipsKofKWheatK andracesKfromKOmanKynvestigatedKwithKSSRK®arkersZK
GeneticgResourcesgandgCropgEvolutionWK2006WKecWKaceaYacf] 2 32

109
ydentificationKofKussentiallyKterivedKVarietiesKObtainedKfromKriparentalKsrossesKofKxomozygousK
 inesZKyyyZKqv PKtataKfromK®aizeKynbredsKandKsomparisonKwithKSSRKtataZKMoleculargBreedingWK2006WK
agWKaaaYabe

3.4 22

108 somparisonKofK inkageKtisequilibriumKinKuliteKuuropeanK®aizeKynbredK inesKusingKqv PKandKSSRK
®arkersZKMoleculargBreedingWK2006WKagWKbagYbbf 3.4 47

107 xybridKmaizeKbreedingKwithKdoubledKhaploidsjKsomparisonKbetweenKselectionKcriteriaZKActag
AgronomicagHungarica:gangInternationalgMultidisciplinarygJournalgingAgriculturalgScienceWK2006WKedWKcdcYce] 3

106 ProspectsKforKxybridKrreedingKinKWinterKTriticalejKyZKxeterosisKandKsombiningKqbilityKforKqgronomicK
TraitsKinKuuropeanKuliteKwermplasmZKCropgScienceWK2005WKdeWKadgfYadhb 2.4 55

105 weneticKdiversityKinKuuropeanKperennialKryegrassKcultivarsKinvestigatedKwithKRqPtKmarkersZKPlantg
BreedingWK2005WKabdWKafaYaff 2.4 48

104 weneticKsimilarityKamongKuuropeanKwinterKtriticaleKeliteKgermplasmsKassessedKwithKqv PKandK
comparisonsKwithKSSRKandKpedigreeKdataZKPlantgBreedingWK2005WKabdWKaedYaf] 2.4 35

103 ®olecularKgeneticKdiversityKwithinKandKamongKwermanKecotypesKinKcomparisonKtoKuuropeanK
perennialKryegrassKcultivarsZKPlantgBreedingWK2005WKabdWKbegYbfb 2.4 34

102 WheatKgeneticKdiversityKtrendsKduringKdomesticationKandKbreedingZKTheoreticalgandgAppliedgGenetics
WK2005WKaa]WKheiYfd 6 271

101 TrendsKinKgeneticKdiversityKamongKuuropeanKmaizeKcultivarsKandKtheirKparentalKcomponentsKduringK
theKpastKe]KyearsZKTheoreticalgandgAppliedgGeneticsWK2005WKaaaWKhchYde 6 83

100 weneticKstructureKandKdiversityKofKuuropeanKflintKmaizeKpopulationsKdeterminedKwithKSSRKanalysesK
ofKindividualsKandKbulksZKTheoreticalgandgAppliedgGeneticsWK2005WKaaaWKi]fYac 6 78

99 QT KmappingKofKresistanceKtoKSclerotiniaKmidstalkKrotKinKRy KofKsunflowerKpopulationK×tr OSselKxK
s®fbeZKTheoreticalgandgAppliedgGeneticsWK2005WKaa]WKadi]Yh 6 31

(2005-2006)
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98 ValidationKofKtwarfhKpolymorphismsKassociatedKwithKfloweringKtimeKinKeliteKuuropeanKinbredKlinesK
ofKmaizeKSZeaKmaysK ZTZKTheoreticalgandgAppliedgGeneticsWK2005WKaaaWKb]fYag 6 105

97 ydentificationKandKvalidationKofKQT KforKSclerotiniaKmidstalkKrotKresistanceKinKsunflowerKbyKselectiveK
genotypingZKTheoreticalgandgAppliedgGeneticsWK2005WKaaaWKbccYdb 6 30

96 ydentificationKofKessentiallyKderivedKvarietiesKwithKmolecularKmarkersjKanKapproachKbasedKonK
statisticalKtestKtheoryKandKcomputerKsimulationsZKTheoreticalgandgAppliedgGeneticsWK2005WKaaaWKeihYf]h 6 18

95  inkageKdisequilibriumKinKuuropeanKeliteKmaizeKgermplasmKinvestigatedKwithKSSRsZKTheoreticalgandg
AppliedgGeneticsWK2005WKaaaWKgbcYc] 6 152

94
ydentificationKbyKsuppressionKsubtractiveKhybridizationKofKgenesKthatKareKdifferentiallyKexpressedK
betweenKnearYisogenicKmaizeKlinesKinKassociationKwithKsugarcaneKmosaicKvirusKresistanceZKMolecularg
GeneticsgandgGenomicsWK2005WKbgcWKde]Yfa

3.1 35

93 xybridKperformanceKandKheterosisKinKspringKbreadKwheatWKandKtheirKrelationsKtoKSSRYbasedKgeneticK
distancesKandKcoefficientsKofKparentageZKEuphyticaWK2005WKaddWKeaYei 2.1 40

92 ®olecularKcharacterizationKofKgeneticKdiversityKinKuuropeanKgermplasmKofKperennialKryegrassZK
EuphyticaWK2005WKadfWKciYdd 2.1 18

91 QuantifyingKnovelKsequenceKvariationKandKselectiveKadvantageKinKsyntheticKhexaploidKwheatsKandK
theirKbackcrossYderivedKlinesKusingKSSRKmarkersZKMoleculargBreedingWK2005WKaeWKaYa] 3.4 49

90 qssociationKbetweenKSs®VKResistanceKandK®acroarrayYbasedKuxpressionKPatternsKinK®aizeKynbredsZK
MoleculargBreedingWK2005WKafWKagcYahd 3.4 5

89
ydentificationKofKussentiallyKterivedKVarietiesKObtainedKfromKriparentalKsrossesKofKxomozygousK
 inesjKyyZK®orphologicalKtistancesKandKxeterosisKinKsomparisonKwithKSimpleKSequenceKRepeatKandK
qmplifiedKvragmentK engthKPolymorphismKtataKinK®aizeZKCropgScienceWK2005WKdeWKaacbYaad]

2.4 23

88 ydentificationKofKussentiallyKterivedKVarietiesKObtainedKfromKriparentalKsrossesKofKxomozygousK
 inesjKyZKSimpleKSequenceKRepeatKtataKfromK®aizeKynbredsZKCropgScienceWK2005WKdeWKaab]Yaaca 2.4 19

87
weneticKtiversityKamongKsy®®YTK®aizeKynbredK inesKynvestigatedKwithKSSRK®arkersjKyyZKSubtropicalWK
TropicalK®idaltitudeWKandKxighlandK®aizeKynbredK inesKandKtheirKRelationshipsKwithKuliteKUZSZKandK
uuropeanK®aizeZKCropgScienceWK2005WKdeWKbegcYbehb

2.4 69

86 ×oKuvidenceKforKupistasisKinKxybridKandKPerKSeKPerformanceKofKuliteKuuropeanKvlintK®aizeKynbredsK
fromKwenerationK®eansKandKQT KqnalysesZKCropgScienceWK2005WKdeWKbf]eYbfac 2.4 59

85 SelectionKtheoryKforKmarkerYassistedKbackcrossingZKGeneticsWK2005WKag]WKi]iYag 4 85

84 weneticKStructureKandKtiversityKamongKRadishKVarietiesKasKynferredKfromKqv PKandKySSRKqnalysesZK
JournalgofgthegAmericangSocietygforgHorticulturalgScienceWK2005WKac]WKgiYhg 2.3 21

83 songruencyKofKQuantitativeKTraitK ociKtetectedKforKqgronomicKTraitsKinKTestcrossesKofKviveK
PopulationsKofKuuropeanK®aizeZKCropgScienceWK2004WKddWKaadYabd 2.4 39

82
ProspectsKforKceleriacKSqpiumKgraveolensKvarZKrapaceumTKimprovementKbyKusingKgeneticKresourcesK
ofKqpiumWKasKdeterminedKbyKqv PKmarkersKandKmorphologicalKcharacterizationZKPlantgGeneticg
Resources:gCharacterisationgandgUtilisationWK2004WKbWKahiYaih

1 8

81 QuantitativeKtraitKlocusKmappingKbasedKonKresamplingKinKaKvastKmaizeKtestcrossKexperimentKandKitsK
relevanceKtoKquantitativeKgeneticsKforKcomplexKtraitsZKGeneticsWK2004WKafgWKdheYih 4 212

AlbrechtsEsMelchinger

14



80 TargetedKrSqKmappingKofKScmvaKandKScmvbKconferringKresistanceKtoKSs®VKusingKPsty[®seyK
comparedKwithKucoRy[®seyKqv PKmarkersZKPlantgBreedingWK2004WKabcWKdcdYdcg 2.4 9

79 weneticKdiversityKinKcornsaladKSValerianellaKlocustaTKandKrelatedKspeciesKasKdeterminedKbyKqv PK
markersZKPlantgBreedingWK2004WKabcWKdf]Ydff 2.4 19

78 QT KanalysesKofKcomplexKtraitsKwithKcrossKvalidationWKbootstrappingKandKotherKbiometricKmethodsZK
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