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n Paper IF Citations

260 sNpVdependentHtranscriptionHofHadenovirusHgenesHinHaHsolubleHwholeVcellHextractWHProceedingsiofi
theiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaUH1980UHffUHbgddVh 11.5 1199

259 MechanismsHofHalternativeHsplicingHregulationiHinsightsHfromHmolecularHandHgenomicsHapproachesWH
NatureiReviewsiMoleculariCelliBiologyUH2009UHZYUHfcZVdc 48.7 844

258 wnRNPHproteinsHcontrolledHbyHcVMycHderegulateHpyruvateHkinaseHmRNpHsplicingHinHcancerWHNatureUH
2010UHcebUHbecVg 50.4 753

257 StructuralHbasisHforHsignalHtransductionHbyHtheHTollXinterleukinVZHreceptorHdomainsWHNatureUH2000UH
cYgUHZZZVd 50.4 613

256 plternativeHpreVmRNpHsplicingHregulationHinHcanceriHpathwaysHandHprogramsHunhingedWHGenesiandi
DevelopmentUH2010UHacUHabcbVec 12.6 589

255 ProteinVproteinHinteractionsHandHdOVspliceVsiteHrecognitionHinHmammalianHmRNpHprecursorsWHNatureUH
1994UHbegUHZZhVac 50.4 552

254 xnactivationHofHtheHSRHproteinHsplicingHfactorHpSuXSuaHresultsHinHgenomicHinstabilityWHCellUH2005UHZaaUHbedVfg56.2 525

253 plternativeHpolyadenylationHofHmRNpHprecursorsWHNatureiReviewsiMoleculariCelliBiologyUH2017UHZgUHZgVbY48.7 494

252 TranscriptionalHrepressionHofHeukaryoticHpromotersWHCellUH1989UHdhUHcYdVg 56.2 482

251 MechanismsHandHconsequencesHofHalternativeHpolyadenylationWHMoleculariCellUH2011UHcbUHgdbVee 17.6 481

250 pHproteinHfactorUHpSuUHcontrolsHcellVspecificHalternativeHsplicingHofHSVcYHearlyHpreVmRNpHinHvitroWHCellUH
1990UHeaUHadVbc 56.2 461

249 TheHgradedHdistributionHofHtheHdorsalHmorphogenHisHinitiatedHbyHselectiveHnuclearHtransportHinH
srosophilaWHCellUH1989UHdhUHZZedVff 56.2 429

248 RecognitionHofHtrimethylatedHhistoneHwbHlysineHcHfacilitatesHtheHrecruitmentHofHtranscriptionH
postinitiationHfactorsHandHpreVmRNpHsplicingWHMoleculariCellUH2007UHagUHeedVfe 17.6 426

247 pHnegativeHelementHinHSMNaHexonHfHinhibitsHsplicingHinHspinalHmuscularHatrophyWHNatureiGeneticsUH
2003UHbcUHceYVb 36.3 420

246 TheHRNpHpolymeraseHxxHrTsHcoordinatesHtranscriptionHandHRNpHprocessingWHGenesiandiDevelopmentUH
2012UHaeUHaZZhVbf 12.6 413

245 MolecularHarchitectureHofHtheHhumanHpreVmRNpHbOHprocessingHcomplexWHMoleculariCellUH2009UHbbUHbedVfe 17.6 384

244 SynergisticHactivationHandHrepressionHofHtranscriptionHbyHsrosophilaHhomeoboxHproteinsWHCellUH1989UH
deUHdfbVgb 56.2 342
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243 PrimaryHstructureHofHtheHhumanHsplicingHfactorHpSuHrevealsHsimilaritiesHwithHsrosophilaHregulatorsWH
CellUH1991UHeeUHbfbVga 56.2 340

242 TheHpolyadenylationHfactorHrstuVecHregulatesHalternativeHprocessingHofHxgMHheavyHchainHpreVmRNpH
duringHqHcellHdifferentiationWHCellUH1996UHgfUHhcZVda 56.2 334

241 PolyadenylationHfactorHrPSuVfbHisHtheHpreVmRNpHbOVendVprocessingHendonucleaseWHNatureUH2006UH
cccUHhdbVe 50.4 316

240 RNpHpolymeraseHxxHisHanHessentialHmRNpHpolyadenylationHfactorWHNatureUH1998UHbhdUHhbVe 50.4 304

239 RNpHpolymeraseHxxHandHtheHintegrationHofHnuclearHeventsWHGenesiandiDevelopmentUH2000UHZcUHZcZdVZcah 12.6 280

238 xnHvitroHtranscriptioniHwholeVcellHextractWHMethodsiiniEnzymologyUH1983UHZYZUHdegVga 1.7 269

237 RVloopVmediatedHgenomicHinstabilityHisHcausedHbyHimpairmentHofHreplicationHforkHprogressionWHGenesi
andiDevelopmentUH2011UHadUHaYcZVde 12.6 266

236 SymplekinHandHxv|sVaHareHrequiredHforHrPtqVmediatedHcytoplasmicHpolyadenylationWHCellUH2004UH
ZZhUHecZVdZ 56.2 266

235 pSuXSuaVregulatedHraMzxxdeltaHalternativeHsplicingHtemporallyHreprogramsHexcitationVcontractionH
couplingHinHcardiacHmuscleWHCellUH2005UHZaYUHdhVfa 56.2 261

234 TranscriptionHfactorHTuxxsHrecruitsHfactorHrPSuHforHformationHofHbOHendHofHmRNpWHNatureUH1997UHbghUHbhhVcYa50.4 259

233 TheHendsHofHtheHaffairiHcappingHandHpolyadenylationWHNatureiStructuraliBiologyUH2000UHfUHgbgVca 245

232 TranscriptionHterminationHbyHnuclearHRNpHpolymerasesWHGenesiandiDevelopmentUH2009UHabUHZacfVeh 12.6 239

231 rellHsignallingHandHtheHcontrolHofHpreVmRNpHsplicingWHNatureiReviewsiMoleculariCelliBiologyUH2004UHdUHfafVbg48.7 235

230 plternativeHcleavageHandHpolyadenylationiHtheHlongHandHshortHofHitWHTrendsiiniBiochemicaliSciencesUH
2013UHbgUHbZaVaY 10.3 230

229 pHrationalHnomenclatureHforHserineXarginineVrichHproteinHsplicingHfactorsHPSRHproteinsRWHGenesiandi
DevelopmentUH2010UHacUHZYfbVc 12.6 210

228 MisregulationHofHpreVmRNpHalternativeHsplicingHinHcancerWHCanceriDiscoveryUH2013UHbUHZaagVbf 24.4 207

227 qaseHsubstitutionHinHanHinterveningHsequenceHofHaHbetaTVthalassemicHhumanHglobinHgeneWH
ProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaUH1981UHfgUHacddVh 11.5 205

226 romplexHproteinHinteractionsHwithinHtheHhumanHpolyadenylationHmachineryHidentifyHaHnovelH
componentWHMoleculariandiCellulariBiologyUH2000UHaYUHZdZdVad 4.8 204

(2000-1991)
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225 PhosphorylationHofHrPtqHbyHtgaHmediatesHtheHrecruitmentHofHrPSuHintoHanHactiveHcytoplasmicH
polyadenylationHcomplexWHMoleculariCellUH2000UHeUHZadbVh 17.6 202

224 WhyHisHpdbHacetylatednWHCellUH2001UHZYfUHgZdVg 56.2 200

223 SplicingVrelatedHcatalysisHbyHproteinVfreeHsnRNpsWHNatureUH2001UHcZbUHfYZVf 50.4 188

222 SeparationHandHcharacterizationHofHaHpolyPpRHpolymeraseHandHaHcleavageXspecificityHfactorHrequiredH
forHpreVmRNpHpolyadenylationWHCellUH1988UHdaUHfbZVca 56.2 188

221 TheHTtTHfamilyHofHproteinsiHfunctionsHandHrolesHinHdiseaseWHJournaliofiMoleculariCelliBiologyUH2009UHZUHgaVha6.3 185

220 seterminantsHofHSRHproteinHspecificityWHCurrentiOpinioniiniCelliBiologyUH1999UHZZUHbdgVea 9 185

219 TheHqpRsZVrstuVdYHinteractionHlinksHmRNpHbOHendHformationHtoHsNpHdamageHandHtumorH
suppressionWHCellUH2001UHZYcUHfcbVdb 56.2 180

218 TheHproteinHkinaseHrlkXStyHdirectlyHmodulatesHSRHproteinHactivityiHbothHhyperVHandH
hypophosphorylationHinhibitHsplicingWHMoleculariandiCellulariBiologyUH1999UHZhUHehhZVfYYY 4.8 178

217 sephosphorylatedHSRpbgHactsHasHaHsplicingHrepressorHinHresponseHtoHheatHshockWHNatureUH2004UHcafUHddbVg50.4 177

216 |evelsHofHpolyadenylationHfactorHrstuVecHcontrolHxgMHheavyHchainHmRNpHaccumulationHandHotherH
eventsHassociatedHwithHqHcellHdifferentiationWHMoleculariCellUH1998UHaUHfeZVfZ 17.6 176

215 wumanHTraaHproteinsHareHsequenceVspecificHactivatorsHofHpreVmRNpHsplicingWHCellUH1998UHhbUHZbhVcg 56.2 174

214 TheHendHofHtheHmessageiHmultipleHproteinVRNpHinteractionsHdefineHtheHmRNpHpolyadenylationHsiteWH
GenesiandiDevelopmentUH2015UHahUHgghVhf 12.6 170

213 qaseHpairingHbetweenHUaHandHUeHsnRNpsHisHnecessaryHforHsplicingHofHaHmammalianHpreVmRNpWH
NatureUH1991UHbdaUHgZgVaZ 50.4 170

212 PolyadenylationHofHmRNpHprecursorsWHBiochimicaiEtiBiophysicaiActaiGeneiRegulatoryiMechanismsUH
1988UHhdYUHZVZa 170

211
SequenceVspecificHRNpHbindingHbyHanHSRHproteinHrequiresHRSHdomainHphosphorylationiHcreationHofH
anHSRpcYVspecificHsplicingHenhancerWHProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitedi
StatesiofiAmericaUH1997UHhcUHZZcgVdb

11.5 169

210 putoubiquitinationHofHtheHqRrpZSqpRsZHRxNvHubiquitinHligaseWHJournaliofiBiologicaliChemistryUH
2002UHaffUHaaYgdVha 5.4 164

209 TheHSRHproteinHSRpbgHrepressesHsplicingHinHMHphaseHcellsWHCellUH2002UHZZZUHcYfVZf 56.2 161

208 PhosphorylationVdephosphorylationHdifferentiallyHaffectsHactivitiesHofHsplicingHfactorHpSuXSuaWH
EMBOiJournalUH1998UHZfUHebdhVef 13 160
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207 SequenceHspecificityHofHtheHhumanHmRNpHNeVadenosineHmethylaseHinHvitroWHNucleiciAcidsiResearchUH
1990UHZgUHdfbdVcZ 20.1 157

206 TheHrhORufaHvvvvrrHexpansionHformsHRNpHvVquadruplexHinclusionsHandHsequestersHhnRNPHwHtoH
disruptHsplicingHinHp|SHbrainsWHELifeUH2016UHdUH 8.9 157

205 TurningHonHaHfuelHswitchHofHcanceriHhnRNPHproteinsHregulateHalternativeHsplicingHofHpyruvateHkinaseH
mRNpWHCanceriResearchUH2010UHfYUHghffVgY 10.1 152

204 StructureHandHfunctionHofHtheHdOVVmbOHexoribonucleaseHRatZHandHitsHactivatingHpartnerHRaiZWHNatureUH
2009UHcdgUHfgcVg 50.4 148

203
SystematicHprofilingHofHpolyPpRTHtranscriptsHmodulatedHbyHcoreHbOHendHprocessingHandHsplicingH
factorsHrevealsHregulatoryHrulesHofHalternativeHcleavageHandHpolyadenylationWHPLoSiGeneticsUH2015UH
ZZUHeZYYdZee

6 146

202 PrimaryHstructureHandHexpressionHofHbovineHpolyPpRHpolymeraseWHNatureUH1991UHbdbUHaahVbc 50.4 146

201 rellVcycleHrelatedHregulationHofHpolyPpRHpolymeraseHbyHphosphorylationWHNatureUH1996UHbgcUHagaVd 50.4 141

200 tvidenceHthatHpolyadenylationHfactorHrPSuVfbHisHtheHmRNpHbOHprocessingHendonucleaseWHRnaUH2004UH
ZYUHdedVfb 5.8 139

199 uunctionalHinteractionHofHqRrpZVassociatedHqpRsZHwithHpolyadenylationHfactorHrstuVdYWHScienceUH
1999UHagdUHZdfeVh 33.3 139

198 hnRNPHpZHfunctionsHwithHspecificityHinHrepressionHofHSMNaHexonHfHsplicingWHHumaniMoleculari
GeneticsUH2007UHZeUHbZchVdh 5.6 137

197 siseaseVassociatedHmutationHinHSRSuaHmisregulatesHsplicingHbyHalteringHRNpVbindingHaffinitiesWH
ProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaUH2015UHZZaUHtcfaeVbc 11.5 136

196 TheHmultifunctionalHproteinHpdcnrbXPSuHrecruitsHtheHexonucleaseHXRNaHtoHfacilitateHpreVmRNpHbOH
processingHandHtranscriptionHterminationWHGenesiandiDevelopmentUH2007UHaZUHZffhVgh 12.6 136

195 rPSubYHandHWdrbbHdirectlyHbindHtoHppUpppHinHmammalianHmRNpHbOHprocessingWHGenesiandi
DevelopmentUH2014UHagUHabfYVgY 12.6 135

194 rhromatinHbindingHofHSRpaYHandHpSuXSuaHandHdissociationHfromHmitoticHchromosomesHisHmodulatedH
byHhistoneHwbHserineHZYHphosphorylationWHMoleculariCellUH2009UHbbUHcdYVeZ 17.6 135

193 PinZHmodulatesHtheHstructureHandHfunctionHofHhumanHRNpHpolymeraseHxxWHGenesiandiDevelopmentUH
2003UHZfUHafedVfe 12.6 125

192 pHpolyadenylationHfactorHsubunitHisHtheHhumanHhomologueHofHtheHsrosophilaHsuppressorHofHforkedH
proteinWHNatureUH1994UHbfaUHcfZVc 50.4 123

191 tvolutionarilyHconservedHinteractionHbetweenHrstuVecHandHPrcHlinksHtranscriptionUHpolyadenylationUH
andHterminationWHMoleculariCellUH2001UHfUHZYZbVab 17.6 121

190 rrystalHstructureHofHtheHhumanHsymplekinVSsufaVrTsHphosphopeptideHcomplexWHNatureUH2010UHcefUHfahVbb50.4 119

(2010-1990)
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189 RNpPHxxHrTsHphosphorylatedHonHthreonineVcHisHrequiredHforHhistoneHmRNpHbOHendHprocessingWH
ScienceUH2011UHbbcUHegbVe 33.3 119

188 StabilityHofHaHPzrxVZVrelatedHmRNpHisHcontrolledHbyHtheHsplicingHfactorHpSuXSuaiHaHnovelHfunctionHforH
SRHproteinsWHGenesiandiDevelopmentUH2002UHZeUHdhcVeYf 12.6 119

187 TheHRNpHpolymeraseHxxHrVterminalHdomainHpromotesHsplicingHactivationHthroughHrecruitmentHofHaH
UapuedVPrpZhHcomplexWHGenesiandiDevelopmentUH2011UHadUHhfaVgb 12.6 118

186 rotranscriptionalHprocessesHandHtheirHinfluenceHonHgenomeHstabilityWHGenesiandiDevelopmentUH2006UH
aYUHZgbgVcf 12.6 118

185 RNpVbindingHproteinsHinHneurodegenerationiHmechanismsHinHaggregateWHGenesiandiDevelopmentUH
2017UHbZUHZdYhVZdag 12.6 117

184 StrangeHbedfellowsiHpolyadenylationHfactorsHatHtheHpromoterWHGenesiandiDevelopmentUH2003UHZfUHZbaZVf 12.6 113

183 qRrpZXqpRsZHinhibitionHofHmRNpHbOHprocessingHinvolvesHtargetedHdegradationHofHRNpHpolymeraseH
xxWHGenesiandiDevelopmentUH2005UHZhUHZaafVbf 12.6 113

182 xdentificationHandHfunctionalHcharacterizationHofHneoVpolyPpRHpolymeraseUHanHRNpHprocessingH
enzymeHoverexpressedHinHhumanHtumorsWHMoleculariandiCellulariBiologyUH2001UHaZUHdeZcVab 4.8 108

181 |ossHofHsplicingHfactorHpSuXSuaHinducesHvaHcellHcycleHarrestHandHapoptosisUHbutHinhibitsH
internucleosomalHsNpHfragmentationWHGenesiandiDevelopmentUH2005UHZhUHafYdVZc 12.6 106

180 TheHtumorHsuppressorHrdcfbHfunctionallyHassociatesHwithHrPSuHandHrstuHbOHmRNpHprocessingH
factorsWHProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaUH2009UHZYeUHfddVeY11.5 103

179 pnHintronicHelementHcontributesHtoHsplicingHrepressionHinHspinalHmuscularHatrophyWHProceedingsiofi
theiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaUH2007UHZYcUHbcaeVbZ 11.5 103

178 SplicingHpathwaysHofHSVcYHmRNpsHinHXWHlaevisHoocytesHdifferHinHtheirHrequirementsHforHsnRNPsWHCellUH
1984UHbfUHhafVbe 56.2 102

177 TheHsplicingHregulatorHSamegHbindsHtoHaHnovelHexonicHsplicingHsilencerHandHfunctionsHinHSMNaH
alternativeHsplicingHinHspinalHmuscularHatrophyWHEMBOiJournalUH2010UHahUHZabdVcf 13 101

176 RegulationHofHpreVmRNpHsplicingHinHmetazoaWHCurrentiOpinioniiniGeneticsiandiDevelopmentUH1997UHfUHaYdVZZ4.9 100

175 pSpPUHaHnovelHproteinHcomplexHinvolvedHinHRNpHprocessingHandHapoptosisWHMoleculariandiCellulari
BiologyUH2003UHabUHahgZVhY 4.8 99

174 SplicingHofHSVcYHearlyHpreVmRNpHtoHlargeHTHandHsmallHtHmRNpsHutilizesHdifferentHpatternsHofHlariatH
branchHsitesWHCellUH1987UHdYUHaafVbe 56.2 96

173 UZHsnRNPVpSuXSuaHinteractionHandHdOHspliceHsiteHrecognitioniHcharacterizationHofHrequiredHelementsWH
NucleiciAcidsiResearchUH1995UHabUHbaeYVf 20.1 93

172 RegulationHofHplantHdevelopmentalHprocessesHbyHaHnovelHsplicingHfactorWHPLoSiONEUH2007UHaUHecfZ 3.7 92
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171
T|SXuUSHPtranslocatedHinHliposarcomaXfusedHinHsarcomaRHregulatesHtargetHgeneHtranscriptionHviaH
singleVstrandedHsNpHresponseHelementsWHProceedingsiofitheiNationaliAcademyiofiSciencesiofithei
UnitediStatesiofiAmericaUH2012UHZYhUHeYbYVd

11.5 91

170 RH|oopsHandH|inksHtoHwumanHsiseaseWHJournaliofiMoleculariBiologyUH2017UHcahUHbZegVbZgY 6.5 89

169 TerminatingHtheHtranscriptiHbreakingHupHisHhardHtoHdoWHGenesiandiDevelopmentUH2006UHaYUHZYdYVe 12.6 87

168 xdentificationHofHanHsnRNPVassociatedHkinaseHactivityHthatHphosphorylatesHarginineXserineHrichH
domainsHtypicalHofHsplicingHfactorsWHNucleiciAcidsiResearchUH1993UHaZUHagZdVaa 20.1 87

167 pccurateHandHspecificHpolyadenylationHofHmRNpHprecursorsHinHaHsolubleHwholeVcellHlysateWHCellUH1983UH
bbUHdhdVeYd 56.2 87

166 SynthesisHandHdegradationHofHterminationHandHprematureVterminationHfragmentsHofH
betaVgalactosidaseHinHvitroHandHinHvivoWHJournaliofiMoleculariBiologyUH1978UHZadUHcYfVba 6.5 87

165 MutantHpdbHcooperatesHwithHtheHSWxXSNuHchromatinHremodelingHcomplexHtoHregulateHVtvuRaHinH
breastHcancerHcellsWHGenesiandiDevelopmentUH2015UHahUHZahgVbZd 12.6 86

164 xnteractionHbetweenHaHtranscriptionalHactivatorHandHtranscriptionHfactorHxxqHinHvivoWHNatureUH1993UH
beaUHdchVdb 50.4 86

163 TranscriptionalHactivatorsHenhanceHpolyadenylationHofHmRNpHprecursorsWHMoleculariCellUH2011UHcZUHcYhVZg17.6 85

162 pHcomplexHsignalingHpathwayHregulatesHSRpbgHphosphorylationHandHpreVmRNpHsplicingHinHresponseH
toHheatHshockWHMoleculariCellUH2007UHagUHfhVhY 17.6 84

161 PPZXPPapHphosphatasesHareHrequiredHforHtheHsecondHstepHofHPreVmRNpHsplicingHandHtargetHspecificH
snRNPHproteinsWHMoleculariCellUH2006UHabUHgZhVah 17.6 84

160 MolecularHbasisHforHtheHrecognitionHofHtheHhumanHppUpppHpolyadenylationHsignalWHProceedingsiofi
theiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaUH2018UHZZdUHtZcZhVtZcag 11.5 84

159 pHcomplexHproteinHassemblyHcatalyzesHpolyadenylationHofHmRNpHprecursorsWHCurrentiOpinioniini
GeneticsiandiDevelopmentUH1995UHdUHaaaVg 4.9 83

158 pHrrppTHboxHsequenceHinHtheHadenovirusHmajorHlateHpromoterHfunctionsHasHpartHofHanHRNpH
polymeraseHxxHterminationHsignalWHCellUH1989UHdfUHdeZVfZ 56.2 83

157 StructuralHandHbiochemicalHstudiesHofHtheHdOVmbOHexoribonucleaseHXrnZWHNatureiStructuraliandi
MoleculariBiologyUH2011UHZgUHafYVe 17.6 79

156 xnhibitionHofHpolyPpRHpolymeraseHrequiresHpbccdcaXcyclinHqHphosphorylationHofHmultipleHconsensusH
andHnonVconsensusHsitesWHEMBOiJournalUH1998UHZfUHZYdbVea 13 79

155 rrystalHstructureHofHmurineHrstuVffiHdimericHassociationHandHimplicationsHforHpolyadenylationHofH
mRNpHprecursorsWHMoleculariCellUH2007UHadUHgebVfd 17.6 75

154 roncentrationVdependentHcontrolHofHpyruvateHkinaseHMHmutuallyHexclusiveHsplicingHbyHhnRNPH
proteinsWHNatureiStructuraliandiMoleculariBiologyUH2012UHZhUHbceVdc 17.6 74

(2012-2012)
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153 SUMOylationHxsHanHxnhibitoryHronstraintHthatHRegulatesHtheHPrionVlikeHpggregationHandHpctivityHofH
rPtqbWHCelliReportsUH2015UHZZUHZehcVfYa 10.6 72

152 TranscriptomeHanalysisHofHalternativeHsplicingHeventsHregulatedHbyHSRSuZYHrevealsH
positionVdependentHsplicingHmodulationWHNucleiciAcidsiResearchUH2014UHcaUHcYZhVbY 20.1 72

151
pHSUMOVdependentHinteractionHbetweenHSenataxinHandHtheHexosomeUHdisruptedHinHtheH
neurodegenerativeHdiseaseHpOpaUHtargetsHtheHexosomeHtoHsitesHofHtranscriptionVinducedHsNpH
damageWHGenesiandiDevelopmentUH2013UHafUHaaafVba

12.6 70

150 PinZHmodulatesHRNpHpolymeraseHxxHactivityHduringHtheHtranscriptionHcycleWHGenesiandiDevelopmentUH
2007UHaZUHahdYVea 12.6 70

149 TheHtranscriptionalHcoactivatorHPrcXSubZHhasHmultipleHfunctionsHinHRNpHpolymeraseHxxHtranscriptionWH
EMBOiJournalUH2005UHacUHZYYhVaY 13 68

148 SUMOHfunctionsHinHconstitutiveHtranscriptionHandHduringHactivationHofHinducibleHgenesHinHyeastWH
GenesiandiDevelopmentUH2010UHacUHZacaVda 12.6 67

147 SRpbgHregulatesHalternativeHsplicingHandHisHrequiredHforHraPaTRHhandlingHinHtheHembryonicHheartWH
DevelopmentaliCellUH2009UHZeUHdagVbg 10.2 67

146 PhosphorylationHswitchesHtheHgeneralHsplicingHrepressorHSRpbgHtoHaHsequenceVspecificHactivatorWH
NatureiStructuraliandiMoleculariBiologyUH2008UHZdUHZYcYVg 17.6 67

145 pHhumanHhomologueHofHtheHtscherichiaHcoliHsnayHheatVshockHproteinWHNucleiciAcidsiResearchUH1991UH
ZhUHeecd 20.1 67

144 venerationHandHfunctionalHanalysesHforHbaseVsubstitutionHmutantsHofHtheHadenovirusHaHmajorHlateH
promoterWHNucleiciAcidsiResearchUH1984UHZaUHhbYhVaZ 20.1 66

143 RepressionHofHsimianHvirusHcYHearlyHtranscriptionHbyHviralHsNpHreplicationHinHhumanHahbHcellsWHNatureUH
1985UHbZfUHZfaVd 50.4 66

142 pnHMtrcXZurbwZHcomplexHfacilitatesHturnoverHofHunstableHnuclearHRNpsHtoHpreventHtheirH
cytoplasmicHtransportHandHglobalHtranslationalHrepressionWHGenesiandiDevelopmentUH2017UHbZUHZadfVZafZ 12.6 63

141 T|SHinhibitsHRNpHpolymeraseHxxxHtranscriptionWHMoleculariandiCellulariBiologyUH2010UHbYUHZgeVhe 4.8 63

140 rooperationHbetweenHcoreHpromoterHelementsHinfluencesHtranscriptionalHactivityHinHvivoWH
ProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaUH1995UHhaUHZhddVh 11.5 62

139 XRNaH|inksHTranscriptionHTerminationHtoHsNpHsamageHandHReplicationHStressWHPLoSiGeneticsUH2016UH
ZaUHeZYYeZYf 6 62

138 rharacterizationHofHtheHcatalyticHactivityHofHUaHandHUeHsnRNpsWHRnaUH2003UHhUHghaVhYc 5.8 61

137 RnaHsynthesisHinHisolatedHnucleiHprocessingHofHadenovirusHserotypeHaHlateHmessengerHrnaHprecursorsWH
JournaliofiMoleculariBiologyUH1982UHZdhUHdgZVhh 6.5 60

136 StructureHandHfunctionHofHtheHSZHnucleaseVsensitiveHsiteHinHtheHadenovirusHlateHpromoterWHCellUH1986UH
cdUHfcbVdZ 56.2 59
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135 RNpHsynthesisHinHisolatedHnucleiiHidentificationHandHcomparisonHofHadenovirusHaHencodedHtranscriptsH
synthesizedHinHvitroHandHvivoWHJournaliofiMoleculariBiologyUH1979UHZbdUHZfZVhf 6.5 59

134 pHnuclearHmicrococcalVsensitiveUHpTPVdependentHexoribonucleaseHdegradesHuncappedHbutHnotH
cappedHRNpHsubstratesWHNucleiciAcidsiResearchUH1991UHZhUHaegdVha 20.1 58

133 selineatingHtheHstructuralHblueprintHofHtheHpreVmRNpHbOVendHprocessingHmachineryWHMoleculariandi
CellulariBiologyUH2014UHbcUHZghcVhZY 4.8 57

132 TranscriptionalHrepressionHbyHpdbHinvolvesHmolecularHinteractionsHdistinctHfromHthoseHwithHtheHTpTpH
boxHbindingHproteinWHNucleiciAcidsiResearchUH1996UHacUHcagZVg 20.1 57

131 PpRPZHrepressesHPpPHandHinhibitsHpolyadenylationHduringHheatHshockWHMoleculariCellUH2013UHchUHfVZf 17.6 55

130 RqqPeHisoformsHregulateHtheHhumanHpolyadenylationHmachineryHandHmodulateHexpressionHofH
mRNpsHwithHpUVrichHbOHUTRsWHGenesiandiDevelopmentUH2014UHagUHaacgVeY 12.6 54

129
PhysicalHandHfunctionalHinteractionsHbetweenHsrosophilaHTRpuaHandHPelleHkinaseHcontributeHtoH
sorsalHactivationWHProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaUH
2001UHhgUHgdheVeYZ

11.5 53

128 tvenVskippedHrepressesHtranscriptionHbyHbindingHTpTpHbindingHproteinHandHblockingHtheHTuxxsVTpTpH
boxHinteractionWHMoleculariandiCellulariBiologyUH1998UHZgUHbffZVgZ 4.8 53

127 tctopicHexpressionHofHtheHsrosophilaHtramtrackHgeneHresultsHinHmultipleHembryonicHdefectsUH
includingHrepressionHofHevenVskippedHandHfushiHtarazuWHMechanismsiofiDevelopmentUH1992UHbgUHZgbVhd 1.7 53

126 NucleotideHbindingHbyHtheHMdmaHRxNvHdomainHfacilitatesHprfVindependentHMdmaHnucleolarH
localizationWHMoleculariCellUH2003UHZaUHgfdVgf 17.6 52

125 RequirementsHofHtheHRNpHpolymeraseHxxHrVterminalHdomainHforHreconstitutingHpreVmRNpHbOH
cleavageWHMoleculariandiCellulariBiologyUH2002UHaaUHZegcVha 4.8 52

124 SynthesisHinHvitroHofHanHexceptionallyHlongHRNpHtranscriptHpromotedHbyHanHpluxHsequenceWHNatureUH
1982UHbYYUHbfeVh 50.4 52

123 xnHvitroHsplicingHofHsimianHvirusHcYHearlyHpreHmRNpWHNucleiciAcidsiResearchUH1986UHZcUHZaZhVbd 20.1 51

122 RegulationHandHsubstrateHspecificityHofHtheHSRHproteinHkinaseHrlkXStyWHMoleculariandiCellulariBiologyUH
2003UHabUHcZbhVch 4.8 49

121
TheHhumanHpapillomavirusHtypeHZeHnegativeHregulatoryHRNpHelementHinteractsHwithHthreeHproteinsH
thatHactHatHdifferentHposttranscriptionalHlevelsWHProceedingsiofitheiNationaliAcademyiofiSciencesiofi
theiUnitediStatesiofiAmericaUH2000UHhfUHceffVga

11.5 49

120 pnalysisHofHtheHexpressionHofHgenesHencodingHanimalHmRNpHbyHinHvitroHtechniquesWHProgressiini
MoleculariBiologyiandiTranslationaliScienceUH1983UHbYUHZhdVacc 48

119 TheHRNpHbindingHproteinHRNPSZHalleviatesHpSuXSuaHdepletionVinducedHgenomicHinstabilityWHRnaUH
2007UHZbUHaZYgVZd 5.8 46

118 pHroleHforHrhkZHinHblockingHtranscriptionalHelongationHofHpaZHRNpHduringHtheHSVphaseHcheckpointWH
GenesiandiDevelopmentUH2009UHabUHZbecVff 12.6 45

(2009-1979)
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117 TheHprolylHisomeraseHPinZHfunctionsHinHmitoticHchromosomeHcondensationWHMoleculariCellUH2007UHaeUHagfVbYY17.6 45

116 seregulationHofHpolyPpRHpolymeraseHinterferesHwithHcellHgrowthWHMoleculariandiCellulariBiologyUH
1998UHZgUHdYZYVaY 4.8 45

115 SumoylationHregulatesHmultipleHaspectsHofHmammalianHpolyPpRHpolymeraseHfunctionWHGenesiandi
DevelopmentUH2008UHaaUHchhVdZZ 12.6 44

114 SumoylationHofHtranscriptionHfactorHvcncHfacilitatesHitsHSrbZYVmediatedHclearanceHfromHpromotersH
inHyeastWHGenesiandiDevelopmentUH2012UHaeUHbdYVd 12.6 43

113 TheHendHofHtheHmessageVVanotherHlinkHbetweenHyeastHandHmammalsWHScienceUH1996UHafcUHZcgZVa 33.3 43

112 siseaseVrausingHMutationsHinHSubqZHplterHSplicingHbyHsisruptingHxnteractionHwithHSUvPZWHMoleculari
CellUH2019UHfeUHgaVhdWef 17.6 42

111 SRSuZYHronnectsHsNpHsamageHtoHtheHplternativeHSplicingHofHTranscriptsHtncodingHppoptosisUH
rellVrycleHrontrolUHandHsNpHRepairHuactorsWHCelliReportsUH2016UHZfUHZhhYVaYYb 10.6 42

110 TheHsearchHforHalternativeHsplicingHregulatorsiHnewHapproachesHofferHaHpathHtoHaHsplicingHcodeWHGenesi
andiDevelopmentUH2008UHaaUHafhVgd 12.6 41

109 TheHbOHprocessingHfactorHrstuHfunctionsHinHtheHsNpHrepairHresponseWHNucleiciAcidsiResearchUH2008UH
beUHZfhaVgYc 20.1 39

108 SumoylationHmodulatesHtheHassemblyHandHactivityHofHtheHpreVmRNpHbOHprocessingHcomplexWH
MoleculariandiCellulariBiologyUH2007UHafUHggcgVdg 4.8 39

107 StructuralHbasisHforHdimerizationHandHactivityHofHhumanHPpPsZUHaHnoncanonicalHpolyPpRHpolymeraseWH
MoleculariCellUH2011UHcZUHbZZVaY 17.6 38

106 TheHrVterminalHdomainHofHRNpHpolymeraseHxxHfunctionsHasHaHphosphorylationVdependentHsplicingH
activatorHinHaHheterologousHproteinWHMoleculariandiCellulariBiologyUH2005UHadUHdbbVcc 4.8 38

105 RobustHmRNpHtranscriptionHinHchickenHsTcYHcellsHdepletedHofHTpuPxxRbZHsuggestsHbothHfunctionalH
degeneracyHandHevolutionaryHdivergenceWHMoleculariandiCellulariBiologyUH2000UHaYUHdYecVfe 4.8 38

104 uunctionHandHcontrolHofHRNpHpolymeraseHxxHrVterminalHdomainHphosphorylationHinHvertebrateH
transcriptionHandHRNpHprocessingWHMoleculariandiCellulariBiologyUH2014UHbcUHacggVhg 4.8 37

103 pnHunexpectedHbindingHmodeHforHaHPolHxxHrTsHpeptideHphosphorylatedHatHSerfHinHtheHactiveHsiteHofH
theHrTsHphosphataseHSsufaWHGenesiandiDevelopmentUH2012UHaeUHaaedVfY 12.6 36

102 sNpVproteinHcomplexesHspreadHonHNaVdischargedHcarbonHfilmHandHcharacterizedHbyHmolecularH
weightHandHitsHprojectedHdistributionWHJournaliofiMoleculariBiologyUH1982UHZeYUHbfdVge 6.5 36

101 TrubHalternativeHsplicingHcontrolledHbyHhnRNPHwXuHregulatesHtVcadherinHexpressionHandHhtSrH
pluripotencyWHGenesiandiDevelopmentUH2018UHbaUHZZeZVZZfc 12.6 35

100 TheHyeastHregulatorHofHtranscriptionHproteinHRtrZHlacksHanHactiveHsiteHandHphosphataseHactivityWH
NatureiCommunicationsUH2012UHbUHhce 17.4 35
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99 MdmaHandHMdmXHasHRegulatorsHofHveneHtxpressionWHGenesiandiCancerUH2012UHbUHaecVfb 2.9 35

98 wspafHenhancesHrecoveryHofHsplicingHasHwellHasHrephosphorylationHofHSRpbgHafterHheatHshockWH
MoleculariBiologyiofitheiCellUH2006UHZfUHggeVhc 3.5 35

97 ProteinVfreeHspliceosomalHsnRNpsHcatalyzeHaHreactionHthatHresemblesHtheHfirstHstepHofHsplicingWHRnaUH
2007UHZbUHabYYVZZ 5.8 35

96 UnexpectedHsimilaritiesHbetweenHrhORufaHandHsporadicHformsHofHp|SXuTsHsuggestHaHcommonH
diseaseHmechanismWHELifeUH2018UHfUH 8.9 34

95 RNpHsurveillanceHbyHtheHnuclearHRNpHexosomeiHmechanismsHandHsignificanceWHNonycodingiRNAUH2018
UHcUH 7.1 34

94 weterozygousHdisruptionHofHtheHTpTpVbindingHproteinHgeneHinHsTcYHcellsHcausesHreducedHcdcadqH
phosphataseHexpressionHandHdelayedHmitosisWHMoleculariandiCellulariBiologyUH2001UHaZUHacbdVcg 4.8 34

93 pHtertiaryHinteractionHdetectedHinHaHhumanHUaVUeHsnRNpHcomplexHassembledHinHvitroHresemblesHaH
geneticallyHprovenHinteractionHinHyeastWHRnaUH2000UHeUHaYeVZh 5.8 34

92
uarHupstreamHelementVbindingHproteinHZHandHRNpHsecondaryHstructureHbothHmediateHsecondVstepH
splicingHrepressionWHProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaUH
2013UHZZYUHtaegfVhd

11.5 33

91 SubZHfunctionsHinHosmoregulationHandHinHtranscriptionHbyHbothHRNpHpolymerasesHxxHandHxxxWHMoleculari
andiCellulariBiologyUH2009UHahUHabYgVaZ 4.8 33

90 rreatineHphosphateUHnotHpTPUHisHrequiredHforHbOHendHcleavageHofHmammalianHpreVmRNpHinHvitroWH
JournaliofiBiologicaliChemistryUH1997UHafaUHahebeVca 5.4 33

89 TehaoHfunctionsHinHtheHTollHpathwayHinHsrosophilaHmelanogasteriHpossibleHrolesHinHdevelopmentHandH
innateHimmunityWHInsectiMoleculariBiologyUH2001UHZYUHcdfVec 3.4 33

88 TheHmammalianHRNpHpolymeraseHxxHrVterminalHdomainHinteractsHwithHRNpHtoHsuppressH
transcriptionVcoupledHbOHendHformationWHMoleculariCellUH2005UHaYUHhZVZYb 17.6 32

87 MultipleHpropertiesHofHtheHsplicingHrepressorHSRpbgHdistinguishHitHfromHtypicalHSRHproteinsWH
MoleculariandiCellulariBiologyUH2005UHadUHgbbcVcb 4.8 31

86 RNpPHxxHrTsHtyrosineHZHperformsHdiverseHfunctionsHinHvertebrateHcellsWHELifeUH2014UHbUHeYaZZa 8.9 31

85 zubdVweraUHtheHhumanHRttZYbHhomologUHplaysHdualHfunctionalHrolesHinHtranscriptionHterminationHandH
sNpHrepairWHNucleiciAcidsiResearchUH2014UHcaUHchheVdYYe 20.1 30

84
TargetHspecificityHamongHcanonicalHnuclearHpolyPpRHpolymerasesHinHplantsHmodulatesHorganHgrowthH
andHpathogenHresponseWHProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofi
AmericaUH2013UHZZYUHZbhhcVh

11.5 30

83 uromHtranscriptionHtoHmRNpiHPpuHprovidesHaHnewHpathWHMoleculariCellUH2005UHaYUHZefVg 17.6 30

82 TheHsrosophilaHhomologueHofHtheHecHksaHsubunitHofHcleavageHstimulationHfactorHinteractsHwithHtheH
ffHksaHsubunitHencodedHbyHtheHsuppressorHofHforkedHgeneWHNucleiciAcidsiResearchUH2000UHagUHdaYVe 20.1 30

(2000-2012)
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81 PolyPpRHpolymeraseHphosphorylationHisHdependentHonHnovelHinteractionsHwithHcyclinsWHMoleculariandi
CellulariBiologyUH2000UHaYUHdbZYVaY 4.8 28

80 SplicingHofHmRNpHprecursorsiHtheHroleHofHRNpsHandHproteinsHinHcatalysisWHMoleculariBioSystemsUH2009UH
dUHbZZVe 27

79 roncurrentHsplicingHandHtranscriptionHareHnotHsufficientHtoHenhanceHsplicingHefficiencyWHRnaUH2007UH
ZbUHZdceVdf 5.8 27

78 roreHpromoterHelementsHandHTpusHcontributeHtoHtheHdiversityHofHtranscriptionalHactivationHinH
vertebratesWHMoleculariandiCellulariBiologyUH2003UHabUHfbdYVea 4.8 27

77 MessengerHRNpHpolyadenylylationiHaHuniversalHmodificationWHProceedingsiofitheiNationaliAcademyiofi
SciencesiofitheiUnitediStatesiofiAmericaUH1995UHhaUHZgYYVZ 11.5 27

76 PelleHkinaseHisHactivatedHbyHautophosphorylationHduringHTollHsignalingHinHsrosophilaWHDevelopmenti
tCambridgeuUH2002UHZahUHZhadVZhbb 6.6 27

75 p|SHmutationsHinHT|SXuUSHdisruptHtargetHgeneHexpressionWHGenesiandiDevelopmentUH2015UHahUHZeheVfYe 12.6 25

74 romparativeHanalysisHofHalternativeHpolyadenylationHinHandWHGenomeiResearchUH2017UHafUHZegdVZehd 9.7 25

73 pllostericHregulationHofHevenVskippedHrepressionHactivityHbyHphosphorylationWHMoleculariCellUH1999UH
bUHffVge 17.6 24

72 NewHtalentsHforHanHoldHacquaintanceiHtheHSRHproteinHsplicingHfactorHpSuXSuaHfunctionsHinHtheH
maintenanceHofHgenomeHstabilityWHCelliCycleUH2005UHcUHZfYeVg 4.7 23

71 PolyomaHvirusHsmallHtumorHantigenHpreVmRNpHsplicingHrequiresHcooperationHbetweenHtwoHbOHspliceH
sitesWHProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaUH1990UHgfUHbbbgVca 11.5 23

70
ThreonineVcHofHtheHbuddingHyeastHRNpPHxxHrTsHcouplesHtranscriptionHwithHwtzZVmediatedHchromatinH
remodelingWHProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaUH2014UH
ZZZUHZZhacVbZ

11.5 22

69
pctivationVinducedHcytidineHdeaminaseHPpxsRVdependentHsomaticHhypermutationHrequiresHaHspliceH
isoformHofHtheHserineXarginineVrichHPSRRHproteinHSRSuZWHProceedingsiofitheiNationaliAcademyiofi
SciencesiofitheiUnitediStatesiofiAmericaUH2012UHZYhUHZaZeVaZ

11.5 22

68 MdmXHisHrequiredHforHpdbHinteractionHwithHandHfullHinductionHofHtheHMdmaHpromoterHafterHcellularH
stressWHMoleculariandiCellulariBiologyUH2012UHbaUHZaZcVad 4.8 22

67 wumanHcappingHenzymeHpromotesHformationHofHtranscriptionalHRHloopsHinHvitroWHProceedingsiofithei
NationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaUH2007UHZYcUHZfeaYVd 11.5 22

66 SubZHgloballyHregulatesHRNpHpolymeraseHxxHrVterminalHdomainHphosphorylationWHMoleculariandi
CellulariBiologyUH2010UHbYUHdZgYVhb 4.8 21

65 TheHRNpHpolymeraseHrVterminalHdomainiHaHnewHroleHinHspliceosomeHassemblyWHTranscriptionUH2011UHaUHaaZVd4.8 21

64 SumoylationHcontrolsHtheHtimingHofHTupZVmediatedHtranscriptionalHdeactivationWHNaturei
CommunicationsUH2015UHeUHeeZY 17.4 20
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63 TranscriptionHofHmethylatedHeukaryoticHviralHgenesHinHaHsolubleHinHvitroHsystemWHNucleiciAcidsi
ResearchUH1984UHZaUHcfZdVbY 20.1 20

62 TheHRNpHpolymeraseHxxHrTsHJorphanJHresiduesiHtmergingHinsightsHintoHtheHfunctionsHofHTyrVZUHThrVcUH
andHSerVfWHTranscriptionUH2018UHhUHbYVcY 4.8 19

61
TheHveneUHxmplicatedHinHpmyotrophicH|ateralHSclerosisHandHurontotemporalHsementiaUHtncodesHaH
ProteinHThatHuunctionsHinHrontrolHofHtndothelinHandHvlutamateHSignalingWHMoleculariandiCellulari
BiologyUH2018UHbgUH

4.8 18

60 St|tXHtoHidentifyHproteinVbindingHsitesHonHRNpWHColdiSpringiHarboriProtocolsUH2013UHaYZbUHZdeVeb 1.2 17

59 ronsensusHreportHofHtheHgHandHhthHWeinmanHSymposiaHonHveneHxHtnvironmentHxnteractionHinH
carcinogenesisiHnovelHopportunitiesHforHprecisionHmedicineWHCelliDeathiandiDifferentiationUH2018UHadUHZggdVZhYc12.7 17

58 RolesHofHSumoylationHinHmRNpHProcessingHandHMetabolismWHAdvancesiiniExperimentaliMedicineiandi
BiologyUH2017UHhebUHZdVbb 3.6 16

57 rhorffaHandHtripletHrepeatHdisorderHRNpsiHvVquadruplexHformationUHbindingHtoHPRraHandH
implicationsHforHdiseaseHmechanismsWHRnaUH2019UHadUHhbdVhcf 5.8 16

56 MPzZXS|TaH|inksHMultipleHStressHResponsesHwithHveneHtxpressionHinHquddingHYeastHbyH
PhosphorylatingHTyrZHofHtheHRNpPHxxHrTsWHMoleculariCellUH2017UHegUHhZbVhadWeb 17.6 16

55 OligonucleotideVtargetedHdegradationHofHUZHandHUaHsnRNpsHrevealsHdifferentialHinteractionsHofH
simianHvirusHcYHpreVmRNpsHwithHsnRNPsWHNucleiciAcidsiResearchUH1989UHZfUHeddbVeg 20.1 16

54 weatHshockVinducedHSRSuZYHdephosphorylationHdisplaysHthermotoleranceHmediatedHbyHwspafWH
MoleculariandiCellulariBiologyUH2011UHbZUHcdgVed 4.8 14

53 rhainHterminationHandHinhibitionHofHmammalianHpolyPpRHpolymeraseHbyHmodifiedHpTPHanaloguesWH
BiochemicaliPharmacologyUH2010UHfhUHeehVff 6 14

52 xnHvivoHfunctionalHanalysisHofHtheHhistoneHbVlikeHTpuhHandHaHTpuhVrelatedHfactorUHTpuh|WHJournaliofi
BiologicaliChemistryUH2003UHafgUHbdZfaVgb 5.4 14

51 SuppressionHofHamberHmutantsHinHvitroHinducedHbyHlowHtemperatureWHJournaliofiMoleculariBiologyUH
1978UHZadUHcbbVcf 6.5 14

50 SynthesisHofHinternalHreVinitiationHfragmentsHofHbetaVgalactosidaseHinHvitroHandHinHvivoWHJournaliofi
MoleculariBiologyUH1978UHZadUHcchVee 6.5 14

49 p|SXuTsVassociatedHproteinHuUSHinducesHmitochondrialHdysfunctionHbyHpreferentiallyHsequesteringH
respiratoryHchainHcomplexHmRNpsWHGenesiandiDevelopmentUH2020UHbcUHfgdVgYd 12.6 13

48 PinningHsownHTranscriptioniHRegulationHofHRNpHPolymeraseHxxHpctivityHsuringHtheHrellHrycleWHCelli
CycleUH2004UHbUHcbYVcbb 4.7 13

47 rhromosomalHlocalizationHofHmouseHandHhumanHgenesHencodingHtheHsplicingHfactorsHpSuXSuaH
PSuRSZRHandHSrVbdHPSuRSaRWHGenomicsUH1995UHahUHfYVh 4.3 13

46 NewHlinksHbetweenHmRNpHpolyadenylationHandHdiverseHnuclearHpathwaysWHMoleculesiandiCellsUH2014UH
bfUHeccVh 3.5 12

(2014-1984)
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45 NewHinsightsHintoHmitoticHchromosomeHcondensationiHaHroleHforHtheHprolylHisomeraseHPinZWHCelliCycle
UH2007UHeUHagheVhYZ 4.7 12

44 RNpHpolymeraseHxxHterminatesHtranscriptionHinHvitroHinHtheHSVcYHoriginHregionWHNucleiciAcidsiResearch
UH1987UHZdUHccZfVbe 20.1 12

43
TrypanosomaHcruziHTcSRPzUHtheHfirstHprotozoanHmemberHofHtheHSRPzHfamilyUHisHbiochemicallyHandH
functionallyHconservedHwithHmetazoanHSRHproteinVspecificHkinasesWHMoleculariandiBiochemicali
ParasitologyUH2003UHZafUHhVaZ

1.9 11

42 uunctionsHofHSRHandHTraaHProteinsHinHPreVmRNpHSplicingHRegulationWHExperimentaliBiologyiandi
MedicineUH1999UHaaYUHdhVeb 3.7 11

41 StTXHPsenataxinRUHtheHhelicaseHmutatedHinHpOpaHandHp|ScUHfunctionsHinHautophagyHregulationWH
AutophagyUH2021UHZfUHZgghVZhYe 10.2 11

40 WidespreadHtranscriptHshorteningHthroughHalternativeHpolyadenylationHinHsecretoryHcellH
differentiationWHNatureiCommunicationsUH2020UHZZUHbZga 17.4 10

39 TranscriptionalHactivatorsHenhanceHpolyadenylationHofHmRNpHprecursorsWHRNAiBiologyUH2011UHgUHhecVf 4.8 10

38 PelleHkinaseHisHactivatedHbyHautophosphorylationHduringHTollHsignalingHinHsrosophilaWHDevelopmenti
tCambridgeuUH2002UHZahUHZhadVbb 6.6 10

37 NRstVaUHtheHhumanHhomologHofHfissionHyeastHNrlZUHpreventsHsNpHdamageHaccumulationHinHhumanH
cellsWHRNAiBiologyUH2018UHZdUHgegVgfe 4.8 9

36 TrubHmutuallyHexclusiveHalternativeHsplicingHisHcontrolledHbyHlongVrangeHcooperativeHactionsH
betweenHhnRNPwZHandHPTqPZWHRnaUH2019UHadUHZchfVZdYg 5.8 9

35 TheHuseHofHsimpleHmodelHsystemsHtoHstudyHspliceosomalHcatalysisWHRnaUH2009UHZdUHcVf 5.8 8

34 plternativeHsplicingHandHcontrolHofHapoptoticHsNpHfragmentationWHCelliCycleUH2006UHdUHZageVg 4.7 8

33 WidespreadHintronHretentionHimpairsHproteinHhomeostasisHinHrhorffaHp|SHbrainsWHGenomeiResearchUH
2020UHbYUHZfYdVZfZd 9.7 8

32 plternativeHpolyadenylationHbloomsWHDevelopmentaliCellUH2010UHZgUHZfaVc 10.2 7

31 pHUVVcrosslinkableHinteractionHinHhumanHUeHsnRNpWHRnaUH1998UHcUHcghVhf 5.8 7

30 rellVfreeHsynthesisHofHSUHTHbHtyrosylHtransferHRNpiHcharacterizationHofHtheHcSHproductWHArchivesiofi
BiochemistryiandiBiophysicsUH1973UHZdfUHdYVc 4.1 7

29 StTXHsumoylationiHpHlinkHbetweenHsNpHdamageHandHRNpHsurveillanceHdisruptedHinHpOpaWHRarei
DiseasesitAustinxiTexiuUH2014UHaUHeaffcc 6

28 xnHvitroHsumoylationHofHrecombinantHproteinsHandHsubsequentHpurificationHforHuseHinHenzymaticH
assaysWHColdiSpringiHarboriProtocolsUH2009UHaYYhUHpdbWprotdZaZ 1.2 6
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27 VariationsHinHintracellularHlevelsHofHTpTpHbindingHproteinHcanHaffectHspecificHgenesHbyHdifferentH
mechanismsWHMoleculariandiCellulariBiologyUH2008UHagUHgbVha 4.8 5

26 SVcYHTVantigenVbindingHsitesHwithinHtheHdOVflankingHregionsHofHhumanHUZHandHUaHgenesWHGeneUH1991UH
ZYhUHaZhVbZ 3.8 5

25 OnHtheHnatureHofHVgalactosidaseHsynthesizedHbyHsNpVdirectedHcellVfreeHsystemWHMoleculariGeneticsi
andiGenomicsUH1973UHZaYUHbYZVg 4

24 uactorsHThatHxnfluenceHplternativeHSpliceHSiteHSelectionHinHVitroH1987UHhfVZZa 4

23 SubqZHmutantVinducedHmissplicingHofHMpPbzfHcausesHanemiaHinHmyelodysplasticHsyndromesWWH
ProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaUH2022UHZZhUH 11.5 4

22 qurkittHlymphomaVrelatedHmutationsHalterHTrubHalternativeHsplicingHbyHdisruptingHhnRNPwZH
bindingWHRNAiBiologyUH2020UHZfUHZbgbVZbhY 4.8 3

21 srosophilaHPelleHphosphorylatesHsichaeteHproteinHandHinfluencesHitsHsubcellularHdistributionHinH
developingHoocytesWHInternationaliJournaliofiDevelopmentaliBiologyUH2010UHdcUHZbYhVZd 1.9 3

20 puthorHresponseiHTheHrhORufaHvvvvrrHexpansionHformsHRNpHvVquadruplexHinclusionsHandH
sequestersHhnRNPHwHtoHdisruptHsplicingHinHp|SHbrainsH2016UH 2

19 tmergingHRolesHforHSUMOHinHmRNpHProcessingHandHMetabolismH2009UHcZVdf 2

18 RegulationHofHNuclearHTransportHandHpctivityHofHtheHsrosophilaHMorphogenHsorsalH1995UHacbVaed 2

17 cu|xPHexpressionHisHalteredHinHsevereHcorticosteroidVresistantHasthmaWHGenomicsiDataUH2014UHaUHhhVZYc 1

16 pHjourneyHtoHtheHendHofHtheHmessageWHRnaUH2015UHaZUHdbgVcY 5.8 1

15 SubqZHmutantVinducedHmissplicingHofHMpPbzfHcausesHanemiaHinHmyelodysplasticHsyndromes 1

14 xnVitroHPolyadenylationHofHSVcYHtarlyHPreVmRNpH1987UHZYZVZZg 1

13 MultipleHwaysHtoHaHdeadHendiHdiverseHmechanismsHbyHwhichHp|SHmutantHgenesHinduceHcellHdeathWHCelli
CycleUH2021UHaYUHebZVece 4.7 1

12 OxidativeHstressHinducesHSerHaHdephosphorylationHofHtheHRNpHpolymeraseHxxHrTsHandHprematureH
transcriptionHterminationWHTranscriptionUH2021UHZVZf 4.8 1

11 NuclearHRNpHtranscriptHlevelsHmodulateHnucleocytoplasmicHdistributionHofHp|SXuTsVassociatedH
proteinHuUSWWHScientificiReportsUH2022UHZaUHgZgY 4.9 1

10 ReplicationHproteinHpHassociatesHwithHnucleolarHRHloopsHandHregulatesHrRNpHtranscriptionHandH
nucleolarHmorphologyWHGenesiandiDevelopmentUH2021UHbdUHZdfhVZdhc 12.6 0

(2021-2008)
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9 TheHRoleHofHrotranscriptionalHRecruitmentHofHRNpVqindingHProteinsHinHtheHMaintenanceHofHvenomicH
StabilityH2013UHZVZg

8 TheHRoleHofHplternativeHSplicingHsuringHtheHrellHrycleHandHProgrammedHrellHseathH2010UHabahVabbb

7 RoleHofHplternativeHSplicingHsuringHtheHrellHrycleHandHProgrammedHrellHseathH2003UHbbZVbbc

6 TheHMechanismHandHrontrolHofHPreVmRNpHSplicingH1989UHacbVaeZ

5 TranscriptionalHcontrolHofHsrosophilaHembryogenesisWHMoleculariAspectsiofiCellulariRegulationUH1991
UHcchVceh

4 xnHvitroHanalysisHofHtranscriptionalHactivatorsHandHpolyadenylationWHMethodsiiniMoleculariBiologyUH
2014UHZZadUHedVfc 1.4

3 TRpNSrRxPTxONHOuHpNxMp|HVxRUSHvtNtSHxNHVxTROZH1980UHbeZVbfg

2 SYNTwtSxSHOuHpstNOVxRUSHaHRNpHinHvitroiHPROPtRTxtSHOuHTwtHMpyORH|pTtRHTRpNSrRxPTHpNsH
xTSHPROMOTtRH1980UHbdbVbef

1 TranscriptionH|HmRNpHPolyadenylationHinHtukaryotesH2021UHccbVccg
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