40

papers

41

all docs

430874

1,494 18
citations h-index
4] 4]
docs citations times ranked

330143
37

g-index

1906

citing authors



10

12

14

16

18

_

ARTICLE IF CITATIONS

Cell attachment protein VP8* of a human rotavirus specifically interacts with A-type histo-blood

group antigen. Nature, 2012, 485, 256-259.

Human milk oligosaccharides, milk microbiome and infant gut microbiome modulate neonatal

rotavirus infection. Nature Communications, 2018, 9, 5010. 12.8 130

Human Milk Contains Novel Glycans That Are Potential Decoy Receptors for Neonatal Rotaviruses.
Molecular and Cellular Proteomics, 2014, 13, 2944-2960.

The VP8* Domain of Neonatal Rotavirus Strain G10P[11] Binds to Type Il Precursor Glycans. Journal of 3.4 4
Virology, 2013, 87, 7255-7264. :
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Glycan recognition in globally dominant human rotaviruses. Nature Communications, 2018, 9, 2631.
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TrkRA undergoes a tetramer-to-dimer conversion to open TrkH which enables changes in membrane
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Atomic structure of the predominant Gll.4 human norovirus capsid reveals novel stability and
plasticity. Nature Communications, 2022, 13, 1241.

NANOG prion-like assembly mediates DNA bridging to facilitate chromatin reorganization and
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A drug-esistant 12-lactamase variant changes the conformation of its active-site proton shuttle to
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Influenza A Virus Protein NS1 Exhibits Strain-Independent Conformational Plasticity. Journal of
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Gll.4 Norovirus Protease Shows pH-Sensitive Proteolysis with a Unique Arg-His Pairing in the Catalytic
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High-Resolution Mapping of Human Norovirus Antigens via Genomic Phage Display Library Selections
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Novel fold of rotavirus glycan-binding domain predicted by AlphaFold2 and determined by X-ray
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Unique Diacidic Fragments Inhibit the OXA-48 Carbapenemase and Enhance the Killing of <i>Escherichia
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Cryo-EM Structure of Rotavirus VP3 Reveals Novel Insights into Its Role in RNA Capping and
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