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16 Reversal of Cancer Cachexia and Muscle Wasting by ActRIIB Antagonism Leads to Prolonged Survival.
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22 Regulation of autophagy and the ubiquitinâ€“proteasome system by the FoxO transcriptional network
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28 Docking of the Proteasomal ATPases' Carboxyl Termini in the 20S Proteasome's Î± Ring Opens the Gate
for Substrate Entry. Molecular Cell, 2007, 27, 731-744. 4.5 460
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30 Altered peptidase and viral-specific T cell response in LMP2 mutant mice. Immunity, 1994, 1, 533-541. 6.6 418
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32 Proteasome Inhibition Leads to a Heat-shock Response, Induction of Endoplasmic Reticulum
Chaperones, and Thermotolerance. Journal of Biological Chemistry, 1997, 272, 9086-9092. 1.6 412
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34 The Axial Channel of the Proteasome Core Particle Is Gated by the Rpt2 ATPase and Controls Both
Substrate Entry and Product Release. Molecular Cell, 2001, 7, 1143-1152. 4.5 378

35
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65 hRpn13/ADRM1/GP110 is a novel proteasome subunit that binds the deubiquitinating enzyme, UCH37.
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Peroxisome Proliferator-activated Receptor Î³ Coactivator 1Î± or 1Î² Overexpression Inhibits Muscle
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