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195 slinicopathologicIandIproteinImarkersIdistinguishingItheIKpolymeraseIepsilonIexonucleaseKIfromI
theIKcopyInumberIlowKIsubtypeIofIendometrialIcancerWWIJournaleofeGynecologiceOncologyUI2022UI 4 1

194 TransethnicImetaVanalysisIofIexomeVwideIvariantsIidentifiesInewIlociIassociatedIwithImaleVspecificI
metabolicIsyndromeWWIGeneseandeGenomicsUI2022UIa 2.1

193
γicrobiomeImarkersIofIpancreaticIcancerIbasedIonIbacteriaVderivedIextracellularIvesiclesIacquiredI
fromIbloodIsamplesjIqIretrospectiveIpropensityIscoreImatchingIanalysisWIAnnalseofe
HepatosbiliaryspancreaticeSurgeryUI2022UIbfUISeeVSee

1.5

192 uffectsIofIgovernmentIpoliciesIonItheIspreadIofIsOVytVaiIworldwideWIScientificeReportsUI2021UIaaUIbZdie4.9 1

191 SpatialIrankVbasedImultifactorIdimensionalityIreductionItoIdetectIgeneVgeneIinteractionsIforI
multivariateIphenotypesWIBMCeBioinformaticsUI2021UIbbUIdhZ 3.6 2

190 ydentificationIofIgeneticIlociIaffectingIbodyImassIindexIthroughIinteractionIwithImultipleI
environmentalIfactorsIusingIstructuredIlinearImixedImodelWIScientificeReportsUI2021UIaaUIeZZa 4.9 1

189 vorecastingIofItheIsOVytVaiIpandemicIsituationIofIαoreaWIGenomicseandeInformaticsUI2021UIaiUIeaa 1.9 3

188 PowerfulIpVvalueIcombinationImethodsItoIdetectIincompleteIassociationWIScientificeReportsUI2021UI
aaUIfihZ 4.9 2

187
γicrobiomeIγarkersIofIPancreaticIsancerIrasedIonIracteriaVterivedIuxtracellularIVesiclesI
qcquiredIfromIrloodISamplesjIqIRetrospectiveIPropensityIScoreIγatchingIqnalysisWIBiologyUI2021UI
aZUI

4.9 6

186 tevelopmentIofIγachineIβearningIγodelsItoIPredictIPlatinumISensitivityIofIxighVwradeISerousI
OvarianIsarcinomaWICancersUI2021UIacUI 6.6 4

185 PredictionIγodelsIforItheIslinicalISeverityIofIPatientsIWithIsOVytVaiIinIαoreajIRetrospectiveI
γulticenterIsohortIStudyWIJournaleofeMedicaleInterneteResearchUI2021UIbcUIebeheb 7.6 3

184
tevelopmentIandIuxternalIValidationIofISurvivalIPredictionIγodelIforIPancreaticIsancerIUsingITwoI
NationwideItatabasesjISurveillanceUIupidemiologyIandIundIResultsIQSuuRRIandIαoreaITumorI
RegistryISystemVriliaryIPancreasIQαOTUSVrPRWIGuteandeLiverUI2021UIaeUIiabViba

4.8 2

183 qssociationIbetweenItheIqrylalkylamineINVqcetyltransferaseIQqqNqTRIweneIandISeasonalityIinI
PatientsIwithIripolarItisorderWIPsychiatryeInvestigationUI2021UIahUIdecVdfb 3.1

182 ustimationIofIUndetectedIqsymptomaticIsOVytVaiIsasesIinISouthIαoreaIUsingIaIProbabilisticI
γodelWIInternationaleJournaleofeEnvironmentaleResearcheandePubliceHealthUI2021UIahUI 4.6 4

181 TheIrelationshipsIofIpresentIvegetationUIbacteriaUIandIsoilIpropertiesIwithIsoilIorganicImatterI
characteristicsIinImoistIacidicItundraIinIqlaskaWIScienceeofetheeTotaleEnvironmentUI2021UIggbUIadechf 10.2 4

180 ydentifyingImiRNqVmRNqIyntegrationISetIqssociatedIWithISurvivalITimeWIFrontierseineGeneticsUI2021UI
abUIfcdibb 4.5 0

179 γultiVbiomarkerIpanelIpredictionImodelIforIdiagnosisIofIpancreaticIcancerWIJournaleofe
HepatosBiliarysPancreaticeSciencesUI2021UI 2.8 3
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178 ynclusiveIQuantificationIqssayIofISerumItesV˛‡VsarboxyprothrombinIProteoformsIforIxepatocellularI
sarcinomaISurveillanceIbyITargetedIγassISpectrometryWIHepatologyeCommunicationsUI2021UIeUIagfgVaghc6 1

177 WhichINationalIvactorsIqreIγostIynfluentialIinItheISpreadIofIsOVytVaioWIInternationaleJournaleofe
EnvironmentaleResearcheandePubliceHealthUI2021UIahUI 4.6 1

176 TheIxomocysteineIandIγetabolicISyndromejIqIγendelianIRandomizationIStudyWINutrientsUI2021UI
acUI 6.7 2

175 qssociationIofIanIywxVcVffIgeneIvariantIwithIαawasakiIdiseaseWIJournaleofeHumaneGeneticsUI2021UI
ffUIdgeVdhi 4.3 9

174 tiagnosticImodelIforIpancreaticIcancerIusingIaImultiVbiomarkerIpanelWIAnnalseofeSurgicaleTreatmente
andeResearchUI2021UIaZZUIaddVaec 2 4

173 slinicalIsharacteristicsIandIOutcomesIofIsOVytVaiIsohortIPatientsIinItaeguIγetropolitanIsityI
OutbreakIinIbZbZWIJournaleofeKoreaneMedicaleScienceUI2021UIcfUIeab 4.7 25

172 StatisticalIustimationIofIuffectsIofIymplementedIwovernmentIPoliciesIonIsOVytVaiISituationIinI
SouthIαoreaWIInternationaleJournaleofeEnvironmentaleResearcheandePubliceHealthUI2021UIahUI 4.6 2

171 PenalizedIgeneralizedIestimatingIequationsIapproachItoIlongitudinalIdataIwithImultinomialI
responsesWIJournaleofetheeKoreaneStatisticaleSocietyUI2021UIeZUIhddVhei 0.5

170 yntegrativeIqnalysisIofIγultiVOmicsItataIrasedIonIrlockwiseISparseIPrincipalIsomponentsWI
InternationaleJournaleofeMoleculareSciencesUI2020UIbaUI 6.3 2

169 γetagenomicIqnalysisIofISerumIγicrobeVterivedIuxtracellularIVesiclesIandItiagnosticIγodelsItoI
tifferentiateIOvarianIsancerIandIrenignIOvarianITumorWICancersUI2020UIabUI 6.6 9

168 weneVweneIynteractionIqnalysisIforItheISurvivalIPhenotypeIrasedIonItheIαaplanVγeierIγedianI
ustimateWIBioMedeResearcheInternationalUI2020UIbZbZUIebhbcde 3 3

167 unhancedIPermutationITestsIviaIγultipleIPruningWIFrontierseineGeneticsUI2020UIaaUIeZi 4.5 1

166 xierarchicalIstructuralIcomponentImodelIforIpathwayIanalysisIofIcommonIvariantsWIBMCeMedicale
GenomicsUI2020UIacUIbf 3.7 2

165
ProposalIofItheIminimalInumberIofIretrievedIregionalIlymphInodesIforIaccurateIstagingIofIdistalI
bileIductIcancerIandIclinicalIvalidationIofItheIthreeVtierIlymphInodeIstagingIsystemIQqzssIhthI
editionRWIJournaleofeHepatosBiliarysPancreaticeSciencesUI2020UIbgUIgeVhc

2.8 3

164 xissoγVPsqjIsoftwareIforIhierarchicalIstructuralIcomponentIanalysisIforIpathwayIanalysisIbasedI
usingIprincipalIcomponentIanalysisWIGenomicseandeInformaticsUI2020UIahUIeaa 1.9

163 sonfidenceIintervalsIforItheIsOVytVaiIneutralizingIantibodyIretentionIrateIinItheIαoreanI
populationWIGenomicseandeInformaticsUI2020UIahUIeca 1.9 4

162 UpdatedIconfidenceIintervalsIforItheIsOVytVaiIantibodyIretentionIrateIinItheIαoreanIpopulationWI
GenomicseandeInformaticsUI2020UIahUIede 1.9 3

161 TheIinfluencesIofItNqImethylationIandIepigeneticIclocksUIonImetabolicIdiseaseUIinImiddleVagedI
αoreansWIClinicaleEpigeneticsUI2020UIabUIadh 7.7 2
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160 PathwayVrasedIyntegrativeIqnalysisIofIγetabolomeIandIγicrobiomeItataIfromIxepatocellularI
sarcinomaIandIβiverIsirrhosisIPatientsWICancersUI2020UIabUI 6.6 2

159 RiskIpredictionIforImalignantIintraductalIpapillaryImucinousIneoplasmIofItheIpancreasjIlogisticI
regressionIversusImachineIlearningWIScientificeReportsUI2020UIaZUIbZadZ 4.9 5

158 shangesIinIserumIfibronectinIlevelsIpredictItumorIrecurrenceIinIpatientsIwithIearlyIhepatocellularI
carcinomaIafterIcurativeItreatmentWIScientificeReportsUI2020UIaZUIbacac 4.9 2

157 toIweIneedItoIreconsiderItheIsγqγIadmissionIandIdischargeIcriteriaokIanIanalysisIofIsγqγIdataIinI
SouthISudanWIBMCePubliceHealthUI2020UIbZUIeaa 4.1 1

156 StructuralIequationImodelingIforIhypertensionIandItypeIbIdiabetesIbasedIonImultipleISNPsIandI
multipleIphenotypesWIPLoSeONEUI2019UIadUIeZbagahi 3.7 2

155 somprehensiveIγetabolomicISearchIforIriomarkersItoItifferentiateIuarlyIStageIxepatocellularI
sarcinomaIfromIsirrhosisWICancersUI2019UIaaUI 6.6 29

154 βongitudinalIanalysisItoIbetterIcharacterizeIqsthmaVsOPtIoverlapIsyndromejIvindingsIfromIanI
adultIasthmaIcohortIinIαoreaIQsORuqRWIClinicaleandeExperimentaleAllergyUI2019UIdiUIfZcVfad 4.1 15

153
slinicalIvalidationIofIscoringIsystemsIofIpostoperativeIpancreaticIfistulaIafterI
pancreatoduodenectomyjIapplicabilityItoIuasternIcohortsoWIHepatobiliaryeSurgeryeandeNutritionUI
2019UIhUIbaaVbah

2.1 9

152 sirculatingIγicrobiotaVrasedIγetagenomicISignatureIforItetectionIofIxepatocellularIsarcinomaWI
ScientificeReportsUI2019UIiUIgecf 4.9 31

151 wlycoproteinIifIpolymorphismsIareIassociatedIwithItheIriskIofIsystemicIlupusIerythematosusjIqI
caseVcontrolIstudyWIInternationaleJournaleofeRheumaticeDiseasesUI2019UIbbUIiZeViab 2.3

150 xeavyImetalIaccumulationIinIandIfoodIsafetyIofIsharkImeatIfromIzejuIislandUIRepublicIofIαoreaWI
PLoSeONEUI2019UIadUIeZbabdaZ 3.7 11

149 uffectIofIynteractionIbetweenIuarlyIγenarcheIandIweneticIPolymorphismsIonITriglycerideWI
OxidativeeMedicineeandeCellulareLongevityUI2019UIbZaiUIiadhibZ 6.7 1

148 γultivariateIslusterVrasedIγultifactorItimensionalityIReductionItoIydentifyIweneticIynteractionsI
forIγultipleIQuantitativeIPhenotypesWIBioMedeResearcheInternationalUI2019UIbZaiUIdeghihc 3 3

147 PathwayIanalysisIofIrareIvariantsIforItheIclusteredIphenotypesIbyIusingIhierarchicalIstructuredI
componentsIanalysisWIBMCeMedicaleGenomicsUI2019UIabUIaZZ 3.7 5

146 γetaVQtestjImetaVanalysisIofIquadraticItestIforIrareIvariantsWIBMCeMedicaleGenomicsUI2019UIabUIaZb 3.7 0

145 NovelITrajectoriesIforIydentifyingIqsthmaIPhenotypesjIqIβongitudinalIStudyIinIαoreanIqsthmaI
sohortUIsORuqWIJournaleofeAllergyeandeClinicaleImmunology:einePracticeUI2019UIgUIaheZVahegWed 5.4 8

144
sharacterizationIandIValidationIofIanIKqcuteIqerobicIuxerciseIβoadKIasIaIToolItoIqssessI
qntioxidativeIandIqntiVinflammatoryINutritionIinIxealthyISubjectsIUsingIaIStatisticallyIyntegratedI
qpproachIinIaIsomprehensiveIslinicalITrialWIOxidativeeMedicineeandeCellulareLongevityUI2019UIbZaiUIiebfgbe

6.7 0

143 tevelopmentIofIWebVrasedINomogramsItoIPredictITreatmentIResponseIandIPrognosisIofI
upithelialIOvarianIsancerWICancereResearcheandeTreatmentUI2019UIeaUIaaddVaaee 5.2 9
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142 slinicalIvalidationIofItheIbZagIinternationalIconsensusIguidelinesIonIintraductalIpapillaryImucinousI
neoplasmIofItheIpancreasWIAnnalseofeSurgicaleTreatmenteandeResearchUI2019UIigUIehVfd 2 14

141 PureIadditiveIcontributionIofIgeneticIvariantsItoIaIriskIpredictionImodelIusingIpropensityIscoreI
matchingjIapplicationItoItypeIbIdiabetesWIGenomicseandeInformaticsUI2019UIagUIedg 1.9 1

140 xissoγVmimijISoftwareIforIxierarchicalIStructuralIsomponentIqnalysisIforImiRNqVmRNqI
yntegrationIγodelIforIrinaryIPhenotypesWIGenomicseandeInformaticsUI2019UIagUIeaZ 1.9 1

139 ynIthisIissueUIthereIareIaZIarticlesjItwoIreviewIarticlesUIsixIoriginalIarticlesUIoneIclinicalIgenomicsUIandI
oneIapplicationInoteWIGenomicseandeInformaticsUI2019UIagUIea 1.9

138 xissoγVPqwujIsoftwareIforIhierarchicalIstructuralIcomponentImodelsIforIpathwayIanalysisIofIgeneI
expressionIdataWIGenomicseandeInformaticsUI2019UIagUIede 1.9

137 xissoγVPqwujIxierarchicalIStructuralIsomponentIγodelsIforIPathwayIqnalysisIofIweneIuxpressionI
tataWIGenesUI2019UIaZUI 4.2 4

136 PsychopathologicIstructureIofIbipolarIdisordersjIexploringIdimensionalIphenotypesUItheirI
relationshipsUIandItheirIassociationsIwithIbipolarIyIandIyyIdisordersWIPsychologicaleMedicineUI2019UIdiUIbaggVbahe6.9 6

135 tevelopINomogramItoIPredictIγalignancyIofIyntraductalIPapillaryIγucinousINeoplasmWIMethodseine
MoleculareBiologyUI2019UIahhbUIbcVcb 1.4 1

134 tetectingIdifferentialItNqImethylationIfromIsequencingIofIbisulfiteIconvertedItNqIofIdiverseI
speciesWIBriefingseineBioinformaticsUI2019UIbZUIccVdf 13.4 9

133 NewIsommonIandIRareIVariantsIynfluencingIγetabolicISyndromeIandIytsIyndividualIsomponentsIinI
aIαoreanIPopulationWIScientificeReportsUI2018UIhUIegZa 4.9 15

132 uvaluatingItheIcontributionIofIrareIvariantsItoItypeIbIdiabetesIandIrelatedItraitsIusingIpedigreesWI
ProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaUI2018UIaaeUIcgiVchd 11.5 21

131 wxwrarejIgeneVgeneIinteractionIanalysisImethodIforIrareIvariantsIfromIhighVthroughputIsequencingI
dataWIBMCeSystemseBiologyUI2018UIabUIai 3.5 4

130 uxactIassociationItestIforIsmallIsizeIsequencingIdataWIBMCeMedicaleGenomicsUI2018UIaaUIcZ 3.7 1

129 vuzzyIsetVbasedIgeneralizedImultifactorIdimensionalityIreductionIanalysisIofIgeneVgeneI
interactionsWIBMCeMedicaleGenomicsUI2018UIaaUIcb 3.7 7

128 WySqRtjIworkbenchIforIintegratedIsuperfastIassociationIstudiesIforIrelatedIdatasetsWIBMCeMedicale
GenomicsUI2018UIaaUIci 3.7 7

127 xierarchicalIstructuralIcomponentImodelingIofImicroRNqVmRNqIintegrationIanalysisWIBMCe
BioinformaticsUI2018UIaiUIge 3.6 11

126 NuclearIreceptorIandIVuwvIpathwaysIforIgeneVbloodIleadIinteractionsUIonIboneImineralIdensityUIinI
αoreanIsmokersWIPLoSeONEUI2018UIacUIeZaiccbc 3.7 5

125 PrognosticIsignificanceIofIuVcadherinIandIZuraIexpressionIinIintraductalIpapillaryImucinousI
neoplasmWIOncotargetUI2018UIiUIcZfVcbZ 3.3 5
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124 sONsORtIbiomarkerIpredictionIforInovelIdrugIintroductionItoIdifferentIcancerItypesWIOncotargetUI
2018UIiUIaZiaVaaZf 3.3 2

123 uvγtRVvastjIqnIqpplicationIofIumpiricalIvuzzyIγultifactorItimensionalityIReductionIforIvastI
uxecutionWIGenomicseandeInformaticsUI2018UIafUIecg 1.9 4

122 uditorPsIyntroductionItoIThisIyssueIQwOampkyIafjdUIbZahRWIGenomicseandeInformaticsUI2018UIafUIeaf 1.9 1

121 OvarianIsancerIPrognosticIPredictionIγodelIUsingIRNqISequencingItataWIGenomicseandeInformaticsUI
2018UIafUIecb 1.9

120 xissoγVwwyjISoftwareIforIxierarchicalIStructuralIsomponentIqnalysisIofIweneVweneIynteractionsWI
GenomicseandeInformaticsUI2018UIafUIech 1.9 1

119 yntegrationIofIaIβargeVScaleIweneticIqnalysisIWorkbenchIyncreasesItheIqccessibilityIofIaI
xighVPerformanceIPathwayVrasedIqnalysisIγethodWIGenomicseandeInformaticsUI2018UIafUIeci 1.9

118 uffectsIofIgeneticIvariantsIofISThSyqbIandINsqγaIgenesIonIseasonalImoodIchangesIandIcircadianI
preferenceIinItheIgeneralIpopulationWIChronobiologyeInternationalUI2018UIceUIdZeVdae 3.6 7

117 vuzzyIheapingImechanismIforIheapedIcountIdataIwithIimprecisionWISofteComputingUI2018UIbbUIdeheVdeid3.5 3

116 RiskIpredictionIofItypeIbIdiabetesIusingIcommonIandIrareIvariantsWIInternationaleJournaleofeDatae
MiningeandeBioinformaticsUI2018UIbZUIgg 0.5 3

115 xissoγVwwyjIxierarchicalIstructuralIcomponentIanalysisIofIgeneVgeneIinteractionsWIJournaleofe
BioinformaticseandeComputationaleBiologyUI2018UIafUIahdZZbf 1 8

114 qnalysisIofIsignificantIproteinIabundanceIfromImultipleIreactionVmonitoringIdataWIBMCeSystemse
BiologyUI2018UIabUIabc 3.5

113 UnifiedIsoxImodelIbasedImultifactorIdimensionalityIreductionImethodIforIgeneVgeneIinteractionI
analysisIofItheIsurvivalIphenotypeWIBioDataeMiningUI2018UIaaUIbg 4.3 3

112 vunctionalIconservationIofIsequenceIdeterminantsIatIrapidlyIevolvingIregulatoryIregionsIacrossI
mammalsWIPLoSeComputationaleBiologyUI2018UIadUIeaZZfdea 5 5

111 weneVgeneIinteractionIanalysisIforIquantitativeItraitIusingIclusterVbasedImultifactorIdimensionalityI
reductionImethodWIInternationaleJournaleofeDataeMiningeandeBioinformaticsUI2018UIbZUIa 0.5 5

110 NonsynonymousIVariantsIinIandIqreIqssociatedIWithITypeIbItiabetesIinIanIuastIqsianIPopulationWI
DiabetesUI2018UIfgUIahibVaiZb 0.9 23

109 RareIvariantIassociationItestIwithImultipleIphenotypesWIGeneticeEpidemiologyUI2017UIdaUIaihVbZi 2.6 14

108 qssociationIbetweenImutationsIofIcriticalIpathwayIgenesIandIsurvivalIoutcomesIaccordingItoItheI
tumorIlocationIinIcolorectalIcancerWICancerUI2017UIabcUIceacVcebc 6.4 27

107 qssociationIbetweenItheIzincIfingerIproteinIhZdqIQZNvhZdqRIgeneIandItheIriskIofIschizophreniaI
andIbipolarIyIdisorderIacrossIdiagnosticIboundariesWIBipolareDisordersUI2017UIaiUIcZeVcac 3.8 8
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106 sorrelationIestimationIwithIsinglyItruncatedIbivariateIdataWIStatisticseineMedicineUI2017UIcfUIaiggVaihh 2.3 3

105 PathwayVtrivenIqpproachesIofIynteractionIbetweenIOxidativeIralanceIandIweneticIPolymorphismI
onIγetabolicISyndromeWIOxidativeeMedicineeandeCellulareLongevityUI2017UIbZagUIfhgcaig 6.7 15

104 βongVtermIresponseItoImoodIstabilizerItreatmentIandIitsIclinicalIcorrelatesIinIpatientsIwithIbipolarI
disordersjIaIretrospectiveIobservationalIstudyWIInternationaleJournaleofeBipolareDisordersUI2017UIeUIbd 5.4 13

103 salibrationIofIxighVtensityIβipoproteinIsholesterolIValuesIvromItheIαoreaINationalIxealthIandI
NutritionIuxaminationISurveyItataUIbZZhItoIbZaeWIAnnalseofeLaboratoryeMedicineUI2017UIcgUIaVh 3.1 9

102 SerumIfibronectinIdistinguishesItheIearlyIstagesIofIhepatocellularIcarcinomaWIScientificeReportsUI
2017UIgUIiddi 4.9 30

101 ymprovingItiseaseIPredictionIbyIyncorporatingIvamilyItiseaseIxistoryIinIRiskIPredictionIγodelsI
withIβargeVScaleIweneticItataWIGeneticsUI2017UIbZgUIaadgVaaee 4 7

100 qnalysisIofIpopulationVspecificIpharmacogenomicIvariantsIusingInextVgenerationIsequencingIdataWI
ScientificeReportsUI2017UIgUIhdaf 4.9 16

99
ProposedInewIstagingIsystemIforIampullaIofIVaterIcancerIwithIgreaterIdiscriminatoryIabilityjI
multinationalIstudyIfromIeasternIandIwesternIcentersWIJournaleofeHepatosBiliarysPancreaticeSciences
UI2017UIbdUIdgeVdhd

2.8 1

98 qnIempiricalIfuzzyImultifactorIdimensionalityIreductionImethodIforIdetectingIgeneVgeneI
interactionsWIBMCeGenomicsUI2017UIahUIaae 4.5 21

97 PresimpjIPreVcollapsingIimputationIapproachIincreasesIimputationIaccuracyIofIrareIvariantsIinI
termsIofIcollapsedIvariablesWIGeneticeEpidemiologyUI2017UIdaUIdaVeZ 2.6 3

96 unhancingIinhibitoryIsynapticIfunctionIreversesIspatialImemoryIdeficitsIinIShankbImutantImiceWI
NeuropharmacologyUI2017UIaabUIaZdVaab 5.5 37

95 weneralizedIestimatingIequationsIwithIstabilizedIworkingIcorrelationIstructureWIComputationale
StatisticseandeDataeAnalysisUI2017UIaZfUIaVaa 1.6 4

94 SequenceIdataIandIassociationIstatisticsIfromIabUidZItypeIbIdiabetesIcasesIandIcontrolsWIScientifice
DataUI2017UIdUIagZagi 8.2 22

93 tiagnosticIperformanceIenhancementIofIpancreaticIcancerIusingIproteomicImultimarkerIpanelWI
OncotargetUI2017UIhUIicaagVicacZ 3.3 20

92 StatisticalImethodsIforImetagenomicsIdataIanalysisWIInternationaleJournaleofeDataeMiningeande
BioinformaticsUI2017UIaiUIcff 0.5 2

91
yntegrationIofITraditionalIandIγetabolomicsIriomarkersIydentifiesIPrognosticIγetabolitesIforI
PredictingIResponsivenessItoINutritionalIynterventionIagainstIOxidativeIStressIandIynflammationWI
NutrientsUI2017UIiUI

6.7 12

90 seruloplasminIasIaIprognosticImarkerIinIpatientsIwithIbileIductIcancerWIOncotargetUI2017UIhUIbiZbhVbiZcg3.3 14

89
somparativeIstudiesIforIdevelopingIproteinIbasedIcancerIpredictionImodelItoImaximiseItheI
ROsVqUsIwithIvariousIvariableIselectionImethodsWIInternationaleJournaleofeDataeMiningeande
BioinformaticsUI2016UIafUIfd

0.5 1

(2016-2017)
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88 StatisticalIanalysisIforIaggregatedIcountIdataIinIgeneticIassociationIstudiesWIInternationaleJournaleofe
DataeMiningeandeBioinformaticsUI2016UIafUIgg 0.5

87 weneVsetIassociationItestsIforInextVgenerationIsequencingIdataWIBioinformaticsUI2016UIcbUIifaaVifai 7.2 4

86 PathwayVbasedIapproachIusingIhierarchicalIcomponentsIofIcollapsedIrareIvariantsWIBioinformaticsUI
2016UIcbUIiehfVieid 7.2 23

85 γultifactorIdimensionalityIreductionIanalysisIofImultipleIbinaryItraitsIforIgeneVgeneIinteractionWI
InternationaleJournaleofeDataeMiningeandeBioinformaticsUI2016UIadUIbic 0.5 3

84 somparingIfamilyVbasedIrareIvariantIassociationItestsIforIdichotomousIphenotypesWIBMCe
ProceedingsUI2016UIaZUIahaVahf 2.3 4

83 γolecularIsubtypesIofIpancreaticIcancerIbasedIonImiRNqIexpressionIprofilesIhaveIindependentI
prognosticIvalueWIJournaleofeGastroenterologyeandeHepatologyenAustraliaoUI2016UIcaUIaafZVg 4 37

82 xNvd˛–IisIaItherapeuticItargetIthatIlinksIqγPαItoIWNTIsignallingIinIearlyVstageIgastricIcancerWIGutUI
2016UIfeUIaiVcb 19.2 69

81 TransancestralIfineVmappingIofIfourItypeIbIdiabetesIsusceptibilityIlociIhighlightsIpotentialIcausalI
regulatoryImechanismsWIHumaneMoleculareGeneticsUI2016UIbeUIbZgZVbZha 5.6 20

80 βPuseqjIβocalVPooledVurrorITestIforIRNqISequencingIuxperimentsIwithIaISmallINumberIofI
ReplicatesWIPLoSeONEUI2016UIaaUIeZaeiahb 3.7 4

79 SystematicIapproachIidentifiesIRxOqIasIaIpotentialIbiomarkerItherapeuticItargetIforIqsianIgastricI
cancerWIOncotargetUI2016UIgUIhadceVhadea 3.3 11

78 RiskIPredictionIUsingIwenomeVWideIqssociationIStudiesIonITypeIbItiabetesWIGenomicseande
InformaticsUI2016UIadUIachVadh 1.9 9

77 PredictionIofIQuantitativeITraitsIUsingIsommonIweneticIVariantsjIqpplicationItoIrodyIγassIyndexWI
GenomicseandeInformaticsUI2016UIadUIadiVaei 1.9 6

76 weneVweneIynteractionIqnalysisIforItheIqcceleratedIvailureITimeIγodelIUsingIaIUnifiedI
γodelVrasedIγultifactorItimensionalityIReductionIγethodWIGenomicseandeInformaticsUI2016UIadUIaffVagb1.9 6

75
weneticIqssociationIqnalysisIofIvastingIandIaVIandIbVxourIwlucoseIToleranceITestItataIUsingIaI
weneralizedIyndexIofItissimilarityIγeasureIforItheIαoreanIPopulationWIGenomicseandeInformaticsUI
2016UIadUIahaVahf

1.9 0

74 tevelopmentIofItiagnosticIriomarkersIforItetectingItiabeticIRetinopathyIatIuarlyIStagesIUsingI
QuantitativeIProteomicsWIJournaleofeDiabeteseResearchUI2016UIbZafUIfegaigf 3.9 22

73 UsingItheIweneralizedIyndexIofItissimilarityItoItetectIweneVweneIynteractionsIinIγultiVslassI
PhenotypesWIPLoSeONEUI2016UIaaUIeZaehffh 3.7 3

72 TheIgeneticIarchitectureIofItypeIbIdiabetesWINatureUI2016UIecfUIdaVdg 50.4 704

71 vqRVqTXjIvamilyVrasedIRareIVariantIqssociationITestIforIXVβinkedIwenesWIGeneticeEpidemiologyUI
2016UIdZUIdgeVhe 2.6 3
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70
sonditionalIestimationIofIlocalIpooledIdispersionIparameterIinIsmallVsampleIRNqVSeqIdataI
improvesIdifferentialIexpressionItestWIJournaleofeBioinformaticseandeComputationaleBiologyUI2016UI
adUIafddZZf

1

69 qnalysisIofImultipleIrelatedIphenotypesIinIgenomeVwideIassociationIstudiesWIJournaleofe
BioinformaticseandeComputationaleBiologyUI2016UIadUIafddZZe 1 5

68 qInovelIfuzzyIsetIbasedImultifactorIdimensionalityIreductionImethodIforIdetectingIgeneVgeneI
interactionWIComputationaleBiologyeandeChemistryUI2016UIfeUIaicVbZb 3.6 12

67 qIunifiedImodelIbasedImultifactorIdimensionalityIreductionIframeworkIforIdetectingIgeneVgeneI
interactionsWIBioinformaticsUI2016UIcbUIifZeVifaZ 7.2 18

66 γultivariateIQuantitativeIγultifactorItimensionalityIReductionIforItetectingIweneVweneI
ynteractionsWIHumaneHeredityUI2015UIgiUIafhVha 1.1 13

65 ˛†VsaryophylleneIpotentlyIinhibitsIsolidItumorIgrowthIandIlymphInodeImetastasisIofIrafvaZI
melanomaIcellsIinIhighVfatIdietVinducedIobeseIsegrβXfNImiceWICarcinogenesisUI2015UIcfUIaZbhVci 4.6 34

64 qIgenomeVwideIscanIforIsignaturesIofIdirectionalIselectionIinIdomesticatedIpigsWIBMCeGenomicsUI
2015UIafUIacZ 4.5 47

63 RelationshipIbetweenIthyroidVstimulatingIhormoneIlevelsIandIriskIofIdepressionIamongItheI
generalIpopulationIwithInormalIfreeITdIlevelsWIPsychoneuroendocrinologyUI2015UIehUIaadVi 5 26

62 qdjustingIheterogeneousIascertainmentIbiasIforIgeneticIassociationIanalysisIwithIextendedI
familiesWIBMCeMedicaleGeneticsUI2015UIafUIfb 2.1 7

61
slinicalIimplicationIofIserumIcarcinoembryonicIantigenIandIcarbohydrateIantigenIaiViIforItheI
predictionIofImalignancyIinIintraductalIpapillaryImucinousIneoplasmIofIpancreasWIJournaleofe
HepatosBiliarysPancreaticeSciencesUI2015UIbbUIfiiVgZg

2.8 43

60 qInewIstrategyIforIenhancingIimputationIqualityIofIrareIvariantsIfromInextVgenerationIsequencingI
dataIviaIcombiningISNPIandIexomeIchipIdataWIBMCeGenomicsUI2015UIafUIaaZi 4.5 7

59 qnIufficientIStepwiseIStatisticalITestItoIydentifyIγultipleIβinkedIxumanIweneticIVariantsI
qssociatedIwithISpecificIPhenotypicITraitsWIPLoSeONEUI2015UIaZUIeZachgZZ 3.7 3

58 qIsomparativeIStudyIonIγultifactorItimensionalityIReductionIγethodsIforItetectingIweneVweneI
ynteractionsIwithItheISurvivalIPhenotypeWIBioMedeResearcheInternationalUI2015UIbZaeUIfgahei 3 6

57 tetectingIweneticIynteractionsIforIQuantitativeITraitsIUsingImVSpacingIuntropyIγeasureWIBioMede
ResearcheInternationalUI2015UIbZaeUIebcfda 3 5

56 VizupisIjIqIvisualizationIandImappingItoolIforIinterpretingIepistasisI2015UI 2

55 SeasonalityIandIitsIdistinctIclinicalIcorrelatesIinIbipolarIyyIdisorderWIPsychiatryeResearchUI2015UIbbeUIedZVd 9.9 18

54 TwoIsimpleIalgorithmsIonIlinearIcombinationIofImultipleIbiomarkersItoImaximizeIpartialIareaIunderI
theIROsIcurveWIComputationaleStatisticseandeDataeAnalysisUI2015UIhhUIaeVbg 1.6 7

53 PrevalenceUIbehavioralImanifestationsIandIassociatedIindividualIandIclimaticIfactorsIofIseasonalityI
inItheIαoreanIgeneralIpopulationWIComprehensiveePsychiatryUI2015UIegUIadhVed 7.3 10

(2015-2016)
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52 RobustIweneVweneIynteractionIqnalysisIinIwenomeIWideIqssociationIStudiesWIPLoSeONEUI2015UIaZUIeZaceZaf3.7 6

51 qssociationIbetweenISThSyqbIandItheIRiskIofISchizophreniaIandIripolarIyItisorderIacrossI
tiagnosticIroundariesWIPLoSeONEUI2015UIaZUIeZacidac 3.7 19

50 qnalysisIofIpharmacogenomicIvariantsIassociatedIwithIpopulationIdifferentiationWIPLoSeONEUI2015UI
aZUIeZaaiiid 3.7 0

49 vqRVqTjIaIfamilyVbasedIrareIvariantIassociationItestWIBioinformaticsUI2014UIcZUIcaigVbZe 7.2 20

48 sancerIsurvivalIclassificationIusingIintegratedIdataIsetsIandIintermediateIinformationWIArtificiale
IntelligenceeineMedicineUI2014UIfbUIbcVca 7.4 14

47 risVclassjIaInewIclassificationItoolIofImethylationIstatusIusingIbayesIclassifierIandIlocalImethylationI
informationWIBMCeGenomicsUI2014UIaeUIfZh 4.5 8

46 bbqaaVqacIasIaIhotIspotIforIpredictionIofIdiseaseVfreeIsurvivalIinIbileIductIcancerjIintegrativeI
analysisIofIcopyInumberIvariationsWICancereGeneticsUI2014UIbZgUIegVfi 2.3 10

45 PracticalIissuesIinIscreeningIandIvariableIselectionIinIgenomeVwideIassociationIanalysisWICancere
InformaticsUI2014UIacUIeeVfe 2.4 4

44 sorrelationIofIβifetimeISymptomItimensionsIwithIsognitiveIvunctionIandIOtherIslinicalI
sharacteristicsIinISchizophreniaIPatientsWIKoreaneJournaleofeSchizophreniaeResearchUI2014UIagUIgb 0.7

43 PatternsIofIgeneIexpressionIassociatedIwithIPtenIdeficiencyIinItheIdevelopingIinnerIearWIPLoSeONEUI
2014UIiUIeigedd 3.7 3

42 sqRqTVwxwjIsUtqVqcceleratedIRegressionIqnalysisIToolkitIforIβargeVScaleIweneVweneIynteractionI
withIwPUIsomputingISystemWICancereInformaticsUI2014UIacUIbgVcc 2.4 3

41 zointIidentificationIofIgeneticIvariantsIforIphysicalIactivityIinIαoreanIpopulationWIInternationale
JournaleofeMoleculareSciencesUI2014UIaeUIabdZgVba 6.3 11

40 PathwayVdrivenIdiscoveryIofIrareImutationalIimpactIonIcancerWIBioMedeResearcheInternationalUI2014UI
bZadUIagahib 3 3

39 tefinitionIofIsmadcIphosphorylationIeventsIthatIaffectImalignantIandImetastaticIbehaviorsIinI
breastIcancerIcellsWICancereResearchUI2014UIgdUIfaciVdi 10.1 27

38 riomarkerIdevelopmentIforIpancreaticIductalIadenocarcinomaIusingIintegratedIanalysisIofImRNqI
andImiRNqIexpressionI2014UI 1

37 PersonalizedIidentificationIofIalteredIpathwaysIinIcancerIusingIaccumulatedInormalItissueIdataWI
BioinformaticsUI2014UIcZUIidbbVi 7.2 64

36 SupplementationIofIαoreanIblackIraspberryIimprovesIendogenousIantioxidantIcapacityIinI
overweightIadultsIQβrcZhRWIFASEBeJournalUI2014UIbhUIβrcZh 0.9

35 γultivariateIgeneralizedImultifactorIdimensionalityIreductionItoIdetectIgeneVgeneIinteractionsWI
BMCeSystemseBiologyUI2013UIgISupplIfUISae 3.5 14
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34 qImodifiedIentropyVbasedIapproachIforIidentifyingIgeneVgeneIinteractionsIinIcaseVcontrolIstudyWI
PLoSeONEUI2013UIhUIeficba 3.7 20

33
SelectionIofIdifferentiallyIexpressedIgeneIinItheIcolonIofItheImiceIfedIhighVfatIdietIassociatedIwithI
bloodIadipokineIconcentrationsIasIearlyIbiomarkersIofIpathologicalIchangesWIFASEBeJournalUI2013UI
bgUIhfeWc

0.9 1

32 qInovelImethodItoIidentifyIhighIorderIgeneVgeneIinteractionsIinIgenomeVwideIassociationIstudiesjI
geneVbasedIγtRWIBMCeBioinformaticsUI2012UIacISupplIiUISe 3.6 37

31 PhenotypeIpredictionIfromIgenomeVwideIassociationIstudiesjIapplicationItoIsmokingIbehaviorsWI
BMCeSystemseBiologyUI2012UIfISupplIbUISaa 3.5 5

30 βargeVscaleIgenomeVwideIassociationIstudyIofIqsianIpopulationIrevealsIgeneticIfactorsIinIvRγtdqI
andIotherIlociIinfluencingIsmokingIinitiationIandInicotineIdependenceWIHumaneGeneticsUI2012UIacaUIaZZiVba6.3 48

29 weneVgeneIinteractionIanalysisIforItheIsurvivalIphenotypeIbasedIonItheIsoxImodelWIBioinformaticsUI
2012UIbhUIiehbViehh 7.2 31

28 βargeVscaleIgenomeVwideIassociationIstudiesIinIuastIqsiansIidentifyInewIgeneticIlociIinfluencingI
metabolicItraitsWINatureeGeneticsUI2011UIdcUIiiZVe 36.3 229

27 PracticalIissuesIinIgenomeVwideIassociationIstudiesIforIphysicalIactivityWIAnnalseofetheeNeweYorke
AcademyeofeSciencesUI2011UIabbiUIchVdd 6.5 13

26 qIchiVsquareItestIforIdetectingImultipleIjointIgeneticIvariantsIinIgenomeVwideIassociationIstudiesI
2011UI 2

25 zointIidentificationIofImultipleIgeneticIvariantsIviaIelasticVnetIvariableIselectionIinIaIgenomeVwideI
associationIanalysisWIAnnalseofeHumaneGeneticsUI2010UIgdUIdafVbh 2.2 64

24 riologicalUIclinicalIandIpopulationIrelevanceIofIieIlociIforIbloodIlipidsWINatureUI2010UIdffUIgZgVac 50.4 2742

23 γultivariateIqnalysisIofIγicroarrayItatajIqpplicationIofIγqNOVqI2010UIaeaVaff

22 StatisticalIγodelsUIynferenceUIandIqlgorithmsIforIβargeIriologicalItataIqnalysisI2010UIaheVaii

21 qssociationsIofIvariantsIinIsxRNqeXqcXrdIgeneIclusterIwithIsmokingIbehaviorsIinIaIαoreanI
populationWIPLoSeONEUI2010UIeUIeabahc 3.7 47

20 ydentificationIofIgeneVgeneIinteractionsIinItheIpresenceIofImissingIdataIusingItheImultifactorI
dimensionalityIreductionImethodWIGeneticeEpidemiologyUI2009UIccUIfdfVef 2.6 20

19 qIlargeVscaleIgenomeVwideIassociationIstudyIofIqsianIpopulationsIuncoversIgeneticIfactorsI
influencingIeightIquantitativeItraitsWINatureeGeneticsUI2009UIdaUIebgVcd 36.3 822

18 βogVlinearImodelVbasedImultifactorIdimensionalityIreductionImethodItoIdetectIgeneIgeneI
interactionsWIBioinformaticsUI2007UIbcUIbehiVie 7.2 72

17 OddsIratioIbasedImultifactorVdimensionalityIreductionImethodIforIdetectingIgeneVgeneI
interactionsWIBioinformaticsUI2007UIbcUIgaVf 7.2 132

(2007-2013)
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16 urrorVpoolingVbasedIstatisticalImethodsIforIidentifyingInovelItemporalIreplicationIprofilesIofI
humanIchromosomesIobservedIbyItNqItilingIarraysWINucleiceAcidseResearchUI2007UIceUIefi 20.1 8

15 SearchingIsusceptibilityIgenesIforIantipsychoticVinducedIweightIgainjIisItheIeVxTbsIreceptorIgeneIaI
promisingIcandidateoWIPersonalizedeMedicineUI2007UIdUIcegVcfa 2.2 2

14 SpotIintensityIratioIstatisticsIinItwoVchannelImicroarrayIexperimentsWIJournaleofeBioinformaticseande
ComputationaleBiologyUI2007UIeUIhfeVgc 1

13 sombiningImultipleImicroarraysIinItheIpresenceIofIcontrollingIvariablesWIBioinformaticsUI2006UIbbUIafhbVi7.2 33

12 tiagnosticIplotsIforIdetectingIoutlyingIslidesIinIaIctNqImicroarrayIexperimentWIBioTechniquesUI
2005UIchUIdfcVga 2.5 9

11 γixedIγodelsjIsovarianceIγodelsIforINestedIRepeatedIγeasuresItatajIqnalysisIofIOvarianISteroidI
SecretionItataI2005UIahgVbZh

10 rayesianImethodsIforIcontingencyItablesIusingIwibbsIsamplingWIStatisticalePapersUI2004UIdeUIccVeZ 1 7

9 StatisticalIanalysisIofIγγRIvaccineIadverseIeventsIonIasepticImeningitisIusingItheIcaseIcrossVoverI
designWIStatisticseineMedicineUI2004UIbcUIahgaVhc 2.3 12

8 StatisticalItestsIforIidentifyingIdifferentiallyIexpressedIgenesIinItimeVcourseImicroarrayI
experimentsWIBioinformaticsUI2003UIaiUIfidVgZc 7.2 136

7 uvaluationIofInormalizationImethodsIforImicroarrayIdataWIBMCeBioinformaticsUI2003UIdUIcc 3.6 102

6 zointIγodellingIofIRepeatedIγeasuresIandISurvivalITimeItataWIBiometricaleJournalUI2003UIdeUIfdgVfeh 1.5 8

5 sovarianceImodelsIforInestedIrepeatedImeasuresIdatajIanalysisIofIovarianIsteroidIsecretionIdataWI
StatisticseineMedicineUI2002UIbaUIadcVfd 2.3 29

4
uffectsIofIcovarianceImodelIassumptionsIonIhypothesisItestsIforIrepeatedImeasurementsjIanalysisI
ofIovarianIhormoneIdataIandIpituitaryVpteryomaxillaryIdistanceIdataWIStatisticseineMedicineUI2001UI
bZUIbddaVec

2.3 17

3 SuwγuNTutItOSuVRuSPONSuIγOtuβSIvORIRuPuqTutIγuqSURuSItqTqWICommunicationseine
StatisticseseTheoryeandeMethodsUI2001UIcZUIbZdeVbZef 0.5

2 OnItheIuseIofIworkingIcorrelationImatricesIinItheIgeeIapproachIforIlongitudinalIdataWI
CommunicationseineStatisticseParteB:eSimulationeandeComputationUI1999UIbhUIaZaaVaZbi 0.6 4

1 SimpleIpatternVmixtureImodelsIforIlongitudinalIdataIwithImissingIobservationsjIanalysisIofIurinaryI
incontinenceIdataWIStatisticseineMedicineUI1999UIahUIbiccVda 2.3 16
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