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142 slinicalIvalidationIofItheIbZagIinternationalIconsensusIguidelinesIonIintraductalIpapillaryImucinousI
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106 RobustIweneVweneIynteractionIqnalysisIinIwenomeIWideIqssociationIStudiesWIPLoSeONEUI2015UIaZUIeZaceZaf3.7 6
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92 wxwrarejIgeneVgeneIinteractionIanalysisImethodIforIrareIvariantsIfromIhighVthroughputIsequencingI
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88 weneralizedIestimatingIequationsIwithIstabilizedIworkingIcorrelationIstructureWIComputationale
StatisticseandeDataeAnalysisUI2017UIaZfUIaVaa 1.6 4

87 OnItheIuseIofIworkingIcorrelationImatricesIinItheIgeeIapproachIforIlongitudinalIdataWI
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ReplicatesWIPLoSeONEUI2016UIaaUIeZaeiahb 3.7 4
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80 xissoγVPqwujIxierarchicalIStructuralIsomponentIγodelsIforIPathwayIqnalysisIofIweneIuxpressionI
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editionRWIJournaleofeHepatosBiliarysPancreaticeSciencesUI2020UIbgUIgeVhc
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70 sqRqTVwxwjIsUtqVqcceleratedIRegressionIqnalysisIToolkitIforIβargeVScaleIweneVweneIynteractionI
withIwPUIsomputingISystemWICancereInformaticsUI2014UIacUIbgVcc 2.4 3

69 PathwayVdrivenIdiscoveryIofIrareImutationalIimpactIonIcancerWIBioMedeResearcheInternationalUI2014UI
bZadUIagahib 3 3

68 UpdatedIconfidenceIintervalsIforItheIsOVytVaiIantibodyIretentionIrateIinItheIαoreanIpopulationWI
GenomicseandeInformaticsUI2020UIahUIede 1.9 3

67 vorecastingIofItheIsOVytVaiIpandemicIsituationIofIαoreaWIGenomicseandeInformaticsUI2021UIaiUIeaa 1.9 3

66 PredictionIγodelsIforItheIslinicalISeverityIofIPatientsIWithIsOVytVaiIinIαoreajIRetrospectiveI
γulticenterIsohortIStudyWIJournaleofeMedicaleInterneteResearchUI2021UIbcUIebeheb 7.6 3

65 γultiVbiomarkerIpanelIpredictionImodelIforIdiagnosisIofIpancreaticIcancerWIJournaleofe
HepatosBiliarysPancreaticeSciencesUI2021UI 2.8 3

64 UsingItheIweneralizedIyndexIofItissimilarityItoItetectIweneVweneIynteractionsIinIγultiVslassI
PhenotypesWIPLoSeONEUI2016UIaaUIeZaehffh 3.7 3

63 vqRVqTXjIvamilyVrasedIRareIVariantIqssociationITestIforIXVβinkedIwenesWIGeneticeEpidemiologyUI
2016UIdZUIdgeVhe 2.6 3

62 vuzzyIheapingImechanismIforIheapedIcountIdataIwithIimprecisionWISofteComputingUI2018UIbbUIdeheVdeid3.5 3

61 RiskIpredictionIofItypeIbIdiabetesIusingIcommonIandIrareIvariantsWIInternationaleJournaleofeDatae
MiningeandeBioinformaticsUI2018UIbZUIgg 0.5 3

60 UnifiedIsoxImodelIbasedImultifactorIdimensionalityIreductionImethodIforIgeneVgeneIinteractionI
analysisIofItheIsurvivalIphenotypeWIBioDataeMiningUI2018UIaaUIbg 4.3 3

59 StructuralIequationImodelingIforIhypertensionIandItypeIbIdiabetesIbasedIonImultipleISNPsIandI
multipleIphenotypesWIPLoSeONEUI2019UIadUIeZbagahi 3.7 2

58 yntegrativeIqnalysisIofIγultiVOmicsItataIrasedIonIrlockwiseISparseIPrincipalIsomponentsWI
InternationaleJournaleofeMoleculareSciencesUI2020UIbaUI 6.3 2

57 xierarchicalIstructuralIcomponentImodelIforIpathwayIanalysisIofIcommonIvariantsWIBMCeMedicale
GenomicsUI2020UIacUIbf 3.7 2

56 StatisticalImethodsIforImetagenomicsIdataIanalysisWIInternationaleJournaleofeDataeMiningeande
BioinformaticsUI2017UIaiUIcff 0.5 2

55 VizupisIjIqIvisualizationIandImappingItoolIforIinterpretingIepistasisI2015UI 2

54 qIchiVsquareItestIforIdetectingImultipleIjointIgeneticIvariantsIinIgenomeVwideIassociationIstudiesI
2011UI 2

53 SearchingIsusceptibilityIgenesIforIantipsychoticVinducedIweightIgainjIisItheIeVxTbsIreceptorIgeneIaI
promisingIcandidateoWIPersonalizedeMedicineUI2007UIdUIcegVcfa 2.2 2

(2007-2014)
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52 sONsORtIbiomarkerIpredictionIforInovelIdrugIintroductionItoIdifferentIcancerItypesWIOncotargetUI
2018UIiUIaZiaVaaZf 3.3 2

51 SpatialIrankVbasedImultifactorIdimensionalityIreductionItoIdetectIgeneVgeneIinteractionsIforI
multivariateIphenotypesWIBMCeBioinformaticsUI2021UIbbUIdhZ 3.6 2

50 TheIinfluencesIofItNqImethylationIandIepigeneticIclocksUIonImetabolicIdiseaseUIinImiddleVagedI
αoreansWIClinicaleEpigeneticsUI2020UIabUIadh 7.7 2

49 PathwayVrasedIyntegrativeIqnalysisIofIγetabolomeIandIγicrobiomeItataIfromIxepatocellularI
sarcinomaIandIβiverIsirrhosisIPatientsWICancersUI2020UIabUI 6.6 2

48 shangesIinIserumIfibronectinIlevelsIpredictItumorIrecurrenceIinIpatientsIwithIearlyIhepatocellularI
carcinomaIafterIcurativeItreatmentWIScientificeReportsUI2020UIaZUIbacac 4.9 2

47 PowerfulIpVvalueIcombinationImethodsItoIdetectIincompleteIassociationWIScientificeReportsUI2021UI
aaUIfihZ 4.9 2

46
tevelopmentIandIuxternalIValidationIofISurvivalIPredictionIγodelIforIPancreaticIsancerIUsingITwoI
NationwideItatabasesjISurveillanceUIupidemiologyIandIundIResultsIQSuuRRIandIαoreaITumorI
RegistryISystemVriliaryIPancreasIQαOTUSVrPRWIGuteandeLiverUI2021UIaeUIiabViba

4.8 2

45 TheIxomocysteineIandIγetabolicISyndromejIqIγendelianIRandomizationIStudyWINutrientsUI2021UI
acUI 6.7 2

44 StatisticalIustimationIofIuffectsIofIymplementedIwovernmentIPoliciesIonIsOVytVaiISituationIinI
SouthIαoreaWIInternationaleJournaleofeEnvironmentaleResearcheandePubliceHealthUI2021UIahUI 4.6 2

43 uffectIofIynteractionIbetweenIuarlyIγenarcheIandIweneticIPolymorphismsIonITriglycerideWI
OxidativeeMedicineeandeCellulareLongevityUI2019UIbZaiUIiadhibZ 6.7 1

42
somparativeIstudiesIforIdevelopingIproteinIbasedIcancerIpredictionImodelItoImaximiseItheI
ROsVqUsIwithIvariousIvariableIselectionImethodsWIInternationaleJournaleofeDataeMiningeande
BioinformaticsUI2016UIafUIfd

0.5 1

41 unhancedIPermutationITestsIviaIγultipleIPruningWIFrontierseineGeneticsUI2020UIaaUIeZi 4.5 1

40 uxactIassociationItestIforIsmallIsizeIsequencingIdataWIBMCeMedicaleGenomicsUI2018UIaaUIcZ 3.7 1

39
ProposedInewIstagingIsystemIforIampullaIofIVaterIcancerIwithIgreaterIdiscriminatoryIabilityjI
multinationalIstudyIfromIeasternIandIwesternIcentersWIJournaleofeHepatosBiliarysPancreaticeSciences
UI2017UIbdUIdgeVdhd

2.8 1

38 riomarkerIdevelopmentIforIpancreaticIductalIadenocarcinomaIusingIintegratedIanalysisIofImRNqI
andImiRNqIexpressionI2014UI 1

37 slinicopathologicIandIproteinImarkersIdistinguishingItheIKpolymeraseIepsilonIexonucleaseKIfromI
theIKcopyInumberIlowKIsubtypeIofIendometrialIcancerWWIJournaleofeGynecologiceOncologyUI2022UI 4 1

36 PureIadditiveIcontributionIofIgeneticIvariantsItoIaIriskIpredictionImodelIusingIpropensityIscoreI
matchingjIapplicationItoItypeIbIdiabetesWIGenomicseandeInformaticsUI2019UIagUIedg 1.9 1

35 uffectsIofIgovernmentIpoliciesIonItheIspreadIofIsOVytVaiIworldwideWIScientificeReportsUI2021UIaaUIbZdie4.9 1
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34 uditorPsIyntroductionItoIThisIyssueIQwOampkyIafjdUIbZahRWIGenomicseandeInformaticsUI2018UIafUIeaf 1.9 1

33 xissoγVwwyjISoftwareIforIxierarchicalIStructuralIsomponentIqnalysisIofIweneVweneIynteractionsWI
GenomicseandeInformaticsUI2018UIafUIech 1.9 1

32 xissoγVmimijISoftwareIforIxierarchicalIStructuralIsomponentIqnalysisIforImiRNqVmRNqI
yntegrationIγodelIforIrinaryIPhenotypesWIGenomicseandeInformaticsUI2019UIagUIeaZ 1.9 1

31
SelectionIofIdifferentiallyIexpressedIgeneIinItheIcolonIofItheImiceIfedIhighVfatIdietIassociatedIwithI
bloodIadipokineIconcentrationsIasIearlyIbiomarkersIofIpathologicalIchangesWIFASEBeJournalUI2013UI
bgUIhfeWc

0.9 1

30 ydentificationIofIgeneticIlociIaffectingIbodyImassIindexIthroughIinteractionIwithImultipleI
environmentalIfactorsIusingIstructuredIlinearImixedImodelWIScientificeReportsUI2021UIaaUIeZZa 4.9 1

29 ynclusiveIQuantificationIqssayIofISerumItesV˛‡VsarboxyprothrombinIProteoformsIforIxepatocellularI
sarcinomaISurveillanceIbyITargetedIγassISpectrometryWIHepatologyeCommunicationsUI2021UIeUIagfgVaghc6 1

28 WhichINationalIvactorsIqreIγostIynfluentialIinItheISpreadIofIsOVytVaioWIInternationaleJournaleofe
EnvironmentaleResearcheandePubliceHealthUI2021UIahUI 4.6 1

27 tevelopINomogramItoIPredictIγalignancyIofIyntraductalIPapillaryIγucinousINeoplasmWIMethodseine
MoleculareBiologyUI2019UIahhbUIbcVcb 1.4 1

26 toIweIneedItoIreconsiderItheIsγqγIadmissionIandIdischargeIcriteriaokIanIanalysisIofIsγqγIdataIinI
SouthISudanWIBMCePubliceHealthUI2020UIbZUIeaa 4.1 1

25 γetaVQtestjImetaVanalysisIofIquadraticItestIforIrareIvariantsWIBMCeMedicaleGenomicsUI2019UIabUIaZb 3.7 0

24
sharacterizationIandIValidationIofIanIKqcuteIqerobicIuxerciseIβoadKIasIaIToolItoIqssessI
qntioxidativeIandIqntiVinflammatoryINutritionIinIxealthyISubjectsIUsingIaIStatisticallyIyntegratedI
qpproachIinIaIsomprehensiveIslinicalITrialWIOxidativeeMedicineeandeCellulareLongevityUI2019UIbZaiUIiebfgbe

6.7 0

23 qnalysisIofIpharmacogenomicIvariantsIassociatedIwithIpopulationIdifferentiationWIPLoSeONEUI2015UI
aZUIeZaaiiid 3.7 0

22
weneticIqssociationIqnalysisIofIvastingIandIaVIandIbVxourIwlucoseIToleranceITestItataIUsingIaI
weneralizedIyndexIofItissimilarityIγeasureIforItheIαoreanIPopulationWIGenomicseandeInformaticsUI
2016UIadUIahaVahf

1.9 0

21 ydentifyingImiRNqVmRNqIyntegrationISetIqssociatedIWithISurvivalITimeWIFrontierseineGeneticsUI2021UI
abUIfcdibb 4.5 0

20 wlycoproteinIifIpolymorphismsIareIassociatedIwithItheIriskIofIsystemicIlupusIerythematosusjIqI
caseVcontrolIstudyWIInternationaleJournaleofeRheumaticeDiseasesUI2019UIbbUIiZeViab 2.3

19 StatisticalIanalysisIforIaggregatedIcountIdataIinIgeneticIassociationIstudiesWIInternationaleJournaleofe
DataeMiningeandeBioinformaticsUI2016UIafUIgg 0.5

18 sorrelationIofIβifetimeISymptomItimensionsIwithIsognitiveIvunctionIandIOtherIslinicalI
sharacteristicsIinISchizophreniaIPatientsWIKoreaneJournaleofeSchizophreniaeResearchUI2014UIagUIgb 0.7

17 γultivariateIqnalysisIofIγicroarrayItatajIqpplicationIofIγqNOVqI2010UIaeaVaff

(2010-2018)
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16 StatisticalIγodelsUIynferenceUIandIqlgorithmsIforIβargeIriologicalItataIqnalysisI2010UIaheVaii

15 SpotIintensityIratioIstatisticsIinItwoVchannelImicroarrayIexperimentsWIJournaleofeBioinformaticseande
ComputationaleBiologyUI2007UIeUIhfeVgc 1

14 γixedIγodelsjIsovarianceIγodelsIforINestedIRepeatedIγeasuresItatajIqnalysisIofIOvarianISteroidI
SecretionItataI2005UIahgVbZh

13 SuwγuNTutItOSuVRuSPONSuIγOtuβSIvORIRuPuqTutIγuqSURuSItqTqWICommunicationseine
StatisticseseTheoryeandeMethodsUI2001UIcZUIbZdeVbZef 0.5

12 xissoγVPsqjIsoftwareIforIhierarchicalIstructuralIcomponentIanalysisIforIpathwayIanalysisIbasedI
usingIprincipalIcomponentIanalysisWIGenomicseandeInformaticsUI2020UIahUIeaa 1.9

11 OvarianIsancerIPrognosticIPredictionIγodelIUsingIRNqISequencingItataWIGenomicseandeInformaticsUI
2018UIafUIecb 1.9

10 yntegrationIofIaIβargeVScaleIweneticIqnalysisIWorkbenchIyncreasesItheIqccessibilityIofIaI
xighVPerformanceIPathwayVrasedIqnalysisIγethodWIGenomicseandeInformaticsUI2018UIafUIeci 1.9

9 ynIthisIissueUIthereIareIaZIarticlesjItwoIreviewIarticlesUIsixIoriginalIarticlesUIoneIclinicalIgenomicsUIandI
oneIapplicationInoteWIGenomicseandeInformaticsUI2019UIagUIea 1.9

8 xissoγVPqwujIsoftwareIforIhierarchicalIstructuralIcomponentImodelsIforIpathwayIanalysisIofIgeneI
expressionIdataWIGenomicseandeInformaticsUI2019UIagUIede 1.9

7 SupplementationIofIαoreanIblackIraspberryIimprovesIendogenousIantioxidantIcapacityIinI
overweightIadultsIQβrcZhRWIFASEBeJournalUI2014UIbhUIβrcZh 0.9

6 qssociationIbetweenItheIqrylalkylamineINVqcetyltransferaseIQqqNqTRIweneIandISeasonalityIinI
PatientsIwithIripolarItisorderWIPsychiatryeInvestigationUI2021UIahUIdecVdfb 3.1

5
sonditionalIestimationIofIlocalIpooledIdispersionIparameterIinIsmallVsampleIRNqVSeqIdataI
improvesIdifferentialIexpressionItestWIJournaleofeBioinformaticseandeComputationaleBiologyUI2016UI
adUIafddZZf

1

4 qnalysisIofIsignificantIproteinIabundanceIfromImultipleIreactionVmonitoringIdataWIBMCeSystemse
BiologyUI2018UIabUIabc 3.5

3 PenalizedIgeneralizedIestimatingIequationsIapproachItoIlongitudinalIdataIwithImultinomialI
responsesWIJournaleofetheeKoreaneStatisticaleSocietyUI2021UIeZUIhddVhei 0.5

2 TransethnicImetaVanalysisIofIexomeVwideIvariantsIidentifiesInewIlociIassociatedIwithImaleVspecificI
metabolicIsyndromeWWIGeneseandeGenomicsUI2022UIa 2.1

1
γicrobiomeImarkersIofIpancreaticIcancerIbasedIonIbacteriaVderivedIextracellularIvesiclesIacquiredI
fromIbloodIsamplesjIqIretrospectiveIpropensityIscoreImatchingIanalysisWIAnnalseofe
HepatosbiliaryspancreaticeSurgeryUI2022UIbfUISeeVSee

1.5

Taesung Park

12


