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2 Rough set based maximum relevance-maximum significance criterion and Gene selection from
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4 Rough-Fuzzy Clustering for Grouping Functionally Similar Genes from Microarray Data. IEEE/ACM
Transactions on Computational Biology and Bioinformatics, 2013, 10, 286-299. 1.9 75

5 Fuzzyâ€“Rough Supervised Attribute Clustering Algorithm and Classification of Microarray Data. IEEE
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6 $f$-Information Measures for Efficient Selection of Discriminative Genes From Microarray Data. IEEE
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8 Feature Selection Using f-Information Measures in Fuzzy Approximation Spaces. IEEE Transactions on
Knowledge and Data Engineering, 2010, 22, 854-867. 4.0 55

9 A Rough Hypercuboid Approach for Feature Selection in Approximation Spaces. IEEE Transactions on
Knowledge and Data Engineering, 2014, 26, 16-29. 4.0 51

10 On fuzzy-rough attribute selection: Criteria of Max-Dependency, Max-Relevance, Min-Redundancy, and
Max-Significance. Applied Soft Computing Journal, 2013, 13, 3968-3980. 4.1 46
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13 Mutual Information-Based Supervised Attribute Clustering for Microarray Sample Classification. IEEE
Transactions on Knowledge and Data Engineering, 2012, 24, 127-140. 4.0 41
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15 Relevant and Significant Supervised Gene Clusters for Microarray Cancer Classification. IEEE
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16 IT2 Fuzzy-Rough Sets and Max Relevance-Max Significance Criterion for Attribute Selection. IEEE
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Correction in Brain MR Images. IEEE Transactions on Image Processing, 2015, 24, 5764-5776. 6.0 29

18 Design and Characterization of Cellular Automata Based Associative Memory for Pattern Recognition.
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19 Maximum Class Separability for Rough-Fuzzy C-Means Based Brain MR Image Segmentation. Lecture
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Transactions on Systems, Man and Cybernetics, Part C: Applications and Reviews, 2010, 40, 639-648. 3.3 26

21 RelSim: An integrated method to identify disease genes using gene expression profiles and PPIN based
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25 FaRoC: Fast and Robust Supervised Canonical Correlation Analysis for Multimodal Omics Data. IEEE
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30 City block distance and rough-fuzzy clustering for identification of co-expressed microRNAs.
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31 Error correcting capability of cellular automata based associative memory. IEEE Transactions on
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32 Rough Sets for Bias Field Correction in MR Images Using Contraharmonic Mean and Quantitative
Index. IEEE Transactions on Medical Imaging, 2013, 32, 2140-2151. 5.4 18

33 GENERALIZED MULTIPLE ATTRACTOR CELLULAR AUTOMATA (GMACA) MODEL FOR ASSOCIATIVE MEMORY.
International Journal of Pattern Recognition and Artificial Intelligence, 2002, 16, 781-795. 0.7 17

34 Multimodal Brain Tumor Segmentation Using Ensemble of Forest Method. Lecture Notes in Computer
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35 Approximate Graph Laplacians for Multimodal Data Clustering. IEEE Transactions on Pattern Analysis
and Machine Intelligence, 2021, 43, 798-813. 9.7 16

36 Robust Rough-Fuzzy C-Means Algorithm: Design and Applications in Coding and Non-coding RNA
Expression Data Clustering. Fundamenta Informaticae, 2013, 124, 153-174. 0.3 15
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37 An automated method for counting and characterizing red blood cells using mathematical
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39 Multi-Manifold Optimization for Multi-View Subspace Clustering. IEEE Transactions on Neural
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40 Spatially Constrained Studentâ€™s t-Distribution Based Mixture Model for Robust Image Segmentation.
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55 Scalable Pattern Recognition Algorithms. , 2014, , . 7

56 Evolving Cellular Automata Based Associative Memory for Pattern Recognition. Lecture Notes in
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59 Rough-Fuzzy Circular Clustering for Color Normalization of Histological Images. Fundamenta
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60 Characterization of Non-linear Cellular Automata Model for Pattern Recognition. Lecture Notes in
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63 Robust RFCM algorithm for identification of co-expressed miRNAs. , 2012, , . 5
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65 Rough-fuzzy segmentation of HEp-2 cell indirect immunofluorescence images. International Journal of
Data Mining and Bioinformatics, 2017, 17, 311. 0.1 5

66 An Efficient Method for Automatic Recognition of Virus Particles in TEM Images. Lecture Notes in
Computer Science, 2019, , 21-31. 1.0 5

67 City Block Distance for Identification of Co-expressed MicroRNAs. Lecture Notes in Computer Science,
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68 A Novel Biclustering Algorithm for Discovering Value-Coherent Overlapping Â¿-Biclusters. , 2008, , . 4
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70 Rough Hypercuboid Based Supervised Regularized Canonical Correlation for Multimodal Data
Analysis*. Fundamenta Informaticae, 2016, 148, 133-155. 0.3 4
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72 Cellular Automata Evolution for Distributed Data Mining. Lecture Notes in Computer Science, 2004, ,
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Systems and Computing, 2014, , 115-123. 0.5 3
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86 Protein Functional Sites Prediction Using Modified Bio-Basis Function and Quantitative Indices. IEEE
Transactions on Nanobioscience, 2010, 9, 250-257. 2.2 2

87 Fuzzy Measures and Weighted Co-Occurrence Matrix for Segmentation of Brain MR Images. , 2014, ,
277-297. 2

88 Preface: pattern recognition and mining. Natural Computing, 2016, 15, 355-357. 1.8 2
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130 Design of String Kernel to Predict Protein Functional Sites Using Kernel-Based Classifiers. , 2014, ,
67-101. 0

131 Rough Sets for Selection of Molecular Descriptors to Predict Biological Activity of Molecules. , 2014,
, 105-129. 0

132 Possibilistic Biclustering for Discovering Value-Coherent Overlapping $$delta $$ Î´ -Biclusters. , 2014, ,
253-276. 0

133 Mutual Information Based Supervised Attribute Clustering for Microarray Sample Classification. ,
2014, , 225-252. 0
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