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The role of the L2 looE in the regulation and maintaining the proteolytic activity of HtrA (DegP) 3.0 5
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Molecular strategies for protein stabilization: The case of a trehalose/maltosed€binding protein from
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Nitroxides are more efficient inhibitors of oxidative damage to calf skin collagen than antioxidant

vitamins. Biochimica Et Biophysica Acta - General Subjects, 2008, 1780, 58-68. 2.4 21

Wild-Type and Mutant Bovine Odorant-Binding Proteins To Probe the Role of the Quaternary
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A comparative infrared spectroscopic study of glycoside hydrolases from extremophilic archaea
revealed different molecular mechanisms of adaptation to high temperatures. Proteins: Structure,
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Temperature-Induced Molten Globule-like State in Human i+1-Acid Glycoprotein:A An Infrared 05 31
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Temperature-, SDS-, and pH-Induced Conformational Changes in Protein Disulfide Oxidoreductase from
the ArchaeonPyrococcusfuriosus:A A Dynamic Simulation and Fourier Transform Infrared
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Thermal Stability and Aggregation of Sulfolobus solfataricus 12-Glycosidase Are Dependent upon the 3.4 36
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Two-dimensional IR correlation spectroscopy of mutants of the 12-glycosidase from the
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structure stabilization and unravels the sequence of thermal unfolding events. Biochemical Journal,

Effects induced by mono- and divalent cations on protein regions responsible for thermal adaptation
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Computational, spectroscopic, and resonant mirror biosensor analysis of the interaction of
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