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Association analyses of more than 140,000 men identify 63 new prostate cancer susceptibility loci.
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Seven prostate cancer susceptibility loci identified by a multi-stage genome-wide association study.

Nature Genetics, 2011, 43, 785-791. 214 265
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variants. Nature Communications, 2018, 9, 2256.
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Germline Sequencing DNA Repair Genes in 5545 Men With Aggressive and Nonaggressive Prostate
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Clinical implications of family history of prostate cancer and genetic risk single nucleotide
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Fine-Mapping the HOXB Region Detects Common Variants Tagging a Rare Coding Allele: Evidence for
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The PROFILE Feasibility Study: Targeted Screening of Men With a Family History of Prostate Cancer.
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Gene and pathway level analyses of germline DNA-repair gene variants and prostate cancer
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