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m Paper IF Citations

194 ueneticGvariationGinGwzYfpGpredictsGhepatitisGqGtreatmentTinducedGviralGclearanceUGNatureSG2009SGbdXSGaggTbWX50.4 2992

193 oGwholeTgenomeGassociationGstudyGofGmajorGdeterminantsGforGhostGcontrolGofGvwVTXUGScienceSG2007SG
aXeSGgbbTe 33.3 999

192 wnbornGerrorsGofGtypeGwGwtNGimmunityGinGpatientsGwithGlifeTthreateningGqéVwrTXgUGScienceSG2020SGaeWSG 33.3 994

191 wnterleukinTYfpGpolymorphismGimprovesGviralGkineticsGandGisGtheGstrongestGpretreatmentGpredictorG
ofGsustainedGvirologicGresponseGinGgenotypeGXGhepatitisGqGvirusUGGastroenterologySG2010SGXagSGXYWTgUeXf 13.3 582

190 βesponseGtoGantiretroviralGtreatmentGinGvwVTXTinfectedGindividualsGwithGallelicGvariantsGofGtheG
multidrugGresistanceGtransporterGXhGaGpharmacogeneticsGstudyUGLancetreTheSG2002SGacgSGaWTd 40 575

189 wTPoGgeneGvariantsGprotectGagainstGanaemiaGinGpatientsGtreatedGforGchronicGhepatitisGqUGNatureSG2010
SGbdbSGbWcTf 50.4 380

188 qommonGgeneticGvariationGandGtheGcontrolGofGvwVTXGinGhumansUGPLoSeGeneticsSG2009SGcSGeXWWWegX 6 310

187 wzYfpGgenotypeGisGassociatedGwithGdifferentialGexpressionGofGintrahepaticGinterferonTstimulatedG
genesGinGpatientsGwithGchronicGhepatitisGqUGHepatologySG2010SGcYSGXfffTgd 11.2 310

186 PrevalenceGofGadverseGeventsGassociatedGwithGpotentGantiretroviralGtreatmenthGκwissGvwVGqohortG
κtudyUGLancetreTheSG2001SGacfSGXaYYTe 40 280

185 wnfluenceGofGvzoTqGexpressionGlevelGonGvwVGcontrolUGScienceSG2013SGabWSGfeTgX 33.3 277

184 vzoTqGcellGsurfaceGexpressionGandGcontrolGofGvwVVowrκGcorrelateGwithGaGvariantGupstreamGofGvzoTqUG
NatureeGeneticsSG2009SGbXSGXYgWTb 36.3 230

183 PopulationGpharmacokineticsGandGeffectsGofGefavirenzGinGpatientsGwithGhumanGimmunodeficiencyG
virusGinfectionUGClinicalePharmacologyeandeTherapeuticsSG2003SGeaSGYWTaW 6.1 200

182 oGglobalGscientificGstrategyGtoGcureGhepatitisGpUGTheeLanceteGastroenterologyeandeHepatologySG2019SG
bSGcbcTccf 18.8 187

181 VariantsGinGtheGwTPoGgeneGprotectGagainstGribavirinTinducedGhemolyticGanemiaGandGdecreaseGtheG
needGforGribavirinGdoseGreductionUGGastroenterologySG2010SGXagSGXXfXTg 13.3 156

180 qomparativeGtranscriptomicsGofGextremeGphenotypesGofGhumanGvwVTXGinfectionGandGκwVGinfectionGinG
sootyGmangabeyGandGrhesusGmacaqueUGJournaleofeClinicaleInvestigationSG2011SGXYXSGYagXTbWW 15.9 144

179 WuoViewerhGsoftwareGforGgenomicGannotationGofGwholeGgenomeGassociationGstudiesUGGenomee
ResearchSG2008SGXfSGdbWTa 9.7 138

178 svidenceGofGdysregulationGofGdendriticGcellsGinGprimaryGvwVGinfectionUGBloodSG2010SGXXdSGafagTcY 2.2 137
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177 uenomeTwideGmβNoGexpressionGcorrelatesGofGviralGcontrolGinGqrbRGTTcellsGfromGvwVTXTinfectedG
individualsUGPLoSePathogensSG2010SGdSGeXWWWefX 7.6 135

176 PrivacyGinGtheGuenomicGsraUGACMeComputingeSurveysSG2015SGbfSG 13.4 133

175 TheGcharacterizationGofGtwentyGsequencedGhumanGgenomesUGPLoSeGeneticsSG2010SGdSGeXWWXXXX 6 133

174 vostGdeterminantsGofGvwVTXGcontrolGinGofricanGomericansUGJournaleofeInfectiouseDiseasesSG2010SGYWXSGXXbXTg7 125

173 vepatitisGqGpharmacogeneticshGstateGofGtheGartGinGYWXWUGHepatologySG2011SGcaSGaadTbc 11.2 120

172 oGulobalGsffortGtoGrefineGtheGvumanGueneticsGofGProtectiveGwmmunityGtoGκoβκTqoVTYGwnfectionUGCellSG
2020SGXfXSGXXgbTXXgg 56.2 113

171 NaturalGvariationGinGtheGparametersGofGinnateGimmuneGcellsGisGpreferentiallyGdrivenGbyGgeneticG
factorsUGNatureeImmunologySG2018SGXgSGaWYTaXb 19.1 112

170 qopyGnumberGvariationGofGywβGgenesGinfluencesGvwVTXGcontrolUGPLoSeBiologySG2011SGgSGeXWWXYWf 9.7 111

169
PolymorphismsGofGlargeGeffectGexplainGtheGmajorityGofGtheGhostGgeneticGcontributionGtoGvariationGofG
vwVTXGvirusGloadUGProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaSG
2015SGXXYSGXbdcfTda

11.5 108

168
ristinctiveGrolesGofGageSGsexSGandGgeneticsGinGshapingGtranscriptionalGvariationGofGhumanGimmuneG
responsesGtoGmicrobialGchallengesUGProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitede
StateseofeAmericaSG2018SGXXcSGsbffTsbge

11.5 107

167 βoleGofGretroviralGrestrictionGfactorsGinGtheGinterferonT˛–TmediatedGsuppressionGofGvwVTXGinGvivoUG
ProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaSG2012SGXWgSGaWacTbW 11.5 107

166 wnosineGtriphosphateGprotectsGagainstGribavirinTinducedGadenosineGtriphosphateGlossGbyG
adenylosuccinateGsynthaseGfunctionUGGastroenterologySG2011SGXbWSGXaXbTYX 13.3 103

165 reterminantsGofGvwVTXGbroadlyGneutralizingGantibodyGinductionUGNatureeMedicineSG2016SGYYSGXYdWTXYde 50.5 99

164 outoantibodiesGneutralizingGtypeGwGwtNsGareGpresentGinGbLGofGuninfectedGindividualsGoverGeWGyearsG
oldGandGaccountGforGYWLGofGqéVwrTXgGdeathsUGScienceeImmunologySG2021SGdSG 28 91

163 slevatedGexpressionGimpairsGvwVGcontrolGthroughGinhibitionGofGNyuYoTexpressingGcellsUGScienceSG
2018SGacgSGfdTgW 33.3 89

162 ossociationGstudyGofGcommonGgeneticGvariantsGandGvwVTXGacquisitionGinGdSaWWGinfectedGcasesGandG
eSYWWGcontrolsUGPLoSePathogensSG2013SGgSGeXWWacXc 7.6 86

161 TheGvqPcGsingleTnucleotideGpolymorphismhGaGsimpleGscreeningGtoolGforGpredictionGofG
hypersensitivityGreactionGtoGabacavirUGJournaleofeInfectiouseDiseasesSG2008SGXgfSGfdbTe 7 85

160 oGgenomeTtoTgenomeGanalysisGofGassociationsGbetweenGhumanGgeneticGvariationSGvwVTXGsequenceG
diversitySGandGviralGcontrolUGELifeSG2013SGYSGeWXXYa 8.9 85

(2013-2010)
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159 uenomeTtoTgenomeGanalysisGhighlightsGtheGeffectGofGtheGhumanGinnateGandGadaptiveGimmuneG
systemsGonGtheGhepatitisGqGvirusUGNatureeGeneticsSG2017SGbgSGdddTdea 36.3 81

158 ueneticsGofGhumanGsusceptibilityGtoGactiveGandGlatentGtuberculosishGpresentGknowledgeGandGfutureG
perspectivesUGLanceteInfectiouseDiseasesreTheSG2018SGXfSGedbTeec 25.5 74

157 κevereGviralGrespiratoryGinfectionsGinGchildrenGwithGlossTofTfunctionGmutationsUGProceedingseofethee
NationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaSG2017SGXXbSGfabYTfabe 11.5 74

156 ueneticGinterplayGbetweenGvzoTqGandG~wβXbfoGinGvwVGcontrolGandGqrohnGdiseaseUGProceedingseofethee
NationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaSG2013SGXXWSGYWeWcTXW 11.5 74

155 uenomewideGassociationGstudyGforGdeterminantsGofGvwVTXGacquisitionGandGviralGsetGpointGinGvwVTXG
serodiscordantGcouplesGwithGquantifiedGvirusGexposureUGPLoSeONESG2011SGdSGeYfdaY 3.7 68

154 TreatmentTnaiveGindividualsGareGtheGmajorGsourceGofGtransmittedGvwVTXGdrugGresistanceGinGmenGwhoG
haveGsexGwithGmenGinGtheGκwissGvwVGqohortGκtudyUGClinicaleInfectiouseDiseasesSG2014SGcfSGYfcTgb 11.6 67

153 qommonGhumanGgeneticGvariantsGandGvwVTXGsusceptibilityhGaGgenomeTwideGsurveyGinGaGhomogeneousG
ofricanGpopulationUGAidsSG2011SGYcSGcXaTf 3.5 67

152 XTlinkedGrecessiveGTzβeGdeficiencyGinG~XLGofGmenGunderGdWGyearsGoldGwithGlifeTthreateningG
qéVwrTXgUGScienceeImmunologySG2021SGdSG 28 67

151 vumanGgeneticGvariantsGandGageGareGtheGstrongestGpredictorsGofGhumoralGimmuneGresponsesGtoG
commonGpathogensGandGvaccinesUGGenomeeMedicineSG2018SGXWSGcg 14.4 64

150 qqzazXGandGvwVVowrκGsusceptibilityUGNatureeMedicineSG2009SGXcSGXXXWTY 50.5 60

149 VariationsGofGqYPaoGactivityGinducedGbyGantiretroviralGtreatmentGinGvwVTXGinfectedGpatientsUG
EuropeaneJournaleofeClinicalePharmacologySG2005SGdWSGfdcTea 2.8 56

148 rynamicsGofGvwVGlatencyGandGreactivationGinGaGprimaryGqrbRGTGcellGmodelUGPLoSePathogensSG2014SGXWSGeXWWbXcd7.6 54

147 sstimatingGtheGnetGcontributionGofGinterleukinTYfpGvariationGtoGspontaneousGhepatitisGqGvirusG
clearanceUGHepatologySG2011SGcaSGXbbdTcb 11.2 53

146 oGcomprehensiveGassessmentGofGdemographicSGenvironmentalSGandGhostGgeneticGassociationsGwithG
gutGmicrobiomeGdiversityGinGhealthyGindividualsUGMicrobiomeSG2019SGeSGXaW 16.6 52

145 reterminantsGofGvwVTXGreservoirGsizeGandGlongTtermGdynamicsGduringGsuppressiveGoβTUGNaturee
CommunicationsSG2019SGXWSGaXga 17.4 50

144 zwzβpYGinteractionGwithGvzoGclassGwGcorrelatesGwithGcontrolGofGvwVTXGinfectionUGPLoSeGeneticsSG2014SG
XWSGeXWWbXgd 6 49

143 uenderGmedicineGandGoncologyhGreportGandGconsensusGofGanGsκ~éGworkshopUGAnnalseofeOncologySG
2019SGaWSGXgXbTXgYb 10.3 47

142 qontributionGofGgeneticGbackgroundSGtraditionalGriskGfactorsSGandGvwVTrelatedGfactorsGtoGcoronaryG
arteryGdiseaseGeventsGinGvwVTpositiveGpersonsUGClinicaleInfectiouseDiseasesSG2013SGceSGXXYTYX 11.6 45
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141 κoβκTqoVTYTrelatedG~wκTqhGoGkeyGtoGtheGviralGandGgeneticGcausesGofGyawasakiGdiseasemUGJournaleofe
ExperimentaleMedicineSG2021SGYXfSG 16.6 45

140 κtandardizedGWholeTploodGTranscriptionalGProfilingGsnablesGtheGreconvolutionGofGqomplexGwnducedG
wmmuneGβesponsesUGCelleReportsSG2016SGXdSGYeeeTYegX 10.6 43

139 ~appingGofGpositiveGselectionGsitesGinGtheGvwVTXGgenomeGinGtheGcontextGofGβNoGandGproteinG
structuralGconstraintsUGRetrovirologySG2011SGfSGfe 3.6 42

138 ominoGocidGVariationGinGvzoGqlassGwwGProteinsGwsGaG~ajorGreterminantGofGvumoralGβesponseGtoG
qommonGVirusesUGAmericaneJournaleofeHumaneGeneticsSG2015SGgeSGeafTba 11 40

137 XGchromosomalGvariationGisGassociatedGwithGslowGprogressionGtoGowrκGinGvwVTXTinfectedGwomenUG
AmericaneJournaleofeHumaneGeneticsSG2009SGfcSGYYfTag 11 39

136 vostGgeneticsGandGvwVTXhGtheGfinalGphasemUGPLoSePathogensSG2010SGdSGeXWWXWaa 7.6 38

135 sasyGandGaccurateGreconstructionGofGwholeGvwVGgenomesGfromGshortTreadGsequenceGdataGwithG
shiverUGViruseEvolutionSG2018SGbSGveyWWe 3.7 38

134 oGgenomeTwideGassociationGstudyGofGresistanceGtoGvwVGinfectionGinGhighlyGexposedGuninfectedG
individualsGwithGhemophiliaGoUGHumaneMoleculareGeneticsSG2013SGYYSGXgWaTXW 5.6 37

133 risentanglingGhumanGtoleranceGandGresistanceGagainstGvwVUGPLoSeBiologySG2014SGXYSGeXWWXgcX 9.7 36

132 uenomeTwideGassociationGstudyGofGinterferonTrelatedGcytopeniaGinGchronicGhepatitisGqGpatientsUG
JournaleofeHepatologySG2012SGcdSGaXaTg 13.4 34

131 TheGruffyGantigenGreceptorGforGchemokinesGnullGpromoterGvariantGdoesGnotGinfluenceGvwVTXG
acquisitionGorGdiseaseGprogressionUGCelleHosteandeMicrobeSG2009SGcSGbWfTXWiGauthorGreplyGbXfTg 23.4 33

130 ossessingGtheGimpactGofGnonTpharmaceuticalGinterventionsGonGκoβκTqoVTYGtransmissionGinG
κwitzerlandUGSwisseMedicaleWeeklySG2020SGXcWSGwYWYgc 3.1 33

129 vostGgeneticGdeterminantsGofGTGcellGresponsesGtoGtheG~βyodcGvwVTXGgagVpolVnefGvaccineGinGtheGstepG
trialUGJournaleofeInfectiouseDiseasesSG2011SGYWaSGeeaTg 7 31

128 vwVTXGVpuGisGaGpotentGtranscriptionalGsuppressorGofGNtT˛”pTelicitedGantiviralGimmuneGresponsesUGELife
SG2019SGfSG 8.9 30

127 yillerGcellGimmunoglobulinTlikeGreceptorGarzXGvariationGmodifiesGvzoTpQceGprotectionGagainstG
vwVTXUGJournaleofeClinicaleInvestigationSG2018SGXYfSGXgWaTXgXY 15.9 30

126 uenomeTwideGassociationGstudyGidentifiesGsingleGnucleotideGpolymorphismGinGrYβyXoGassociatedG
withGreplicationGofGvwVTXGinGmonocyteTderivedGmacrophagesUGPLoSeONESG2011SGdSGeXeXgW 3.7 30

125
wnterleukinGYfpGpolymorphismsGareGtheGonlyGcommonGgeneticGvariantsGassociatedGwithGlowTdensityG
lipoproteinGcholesterolGOzrzTqPGinGgenotypeTXGchronicGhepatitisGqGandGdetermineGtheGassociationG
betweenGzrzTqGandGtreatmentGresponseUGJournaleofeViraleHepatitisSG2012SGXgSGaaYTbW

3.4 29

124 qYPaoGactivityGmeasuredGbyGtheGmidazolamGtestGisGnotGrelatedGtoGabacGqGlTGpolymorphismGinGtheG
multipleGdrugGresistanceGtransporterGgeneUGPharmacogeneticseandeGenomicsSG2004SGXbSGYccTdW 27

(2004-2021)
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123 uenouuardhGProtectingGuenomicGrataGagainstGpruteTtorceGottacksG2015SG 26

122 qoTtrimoxazoleGprophylaxisGisGassociatedGwithGreducedGriskGofGincidentGtuberculosisGinGparticipantsG
inGtheGκwissGvwVGqohortGκtudyUGAntimicrobialeAgentseandeChemotherapySG2014SGcfSGYadaTf 5.9 26

121 vzoGveterozygoteGodvantageGagainstGvwVTXGwsGrrivenGbyGαuantitativeGandGαualitativeGrifferencesG
inGvzoGolleleTκpecificGPeptideGPresentationUGMoleculareBiologyeandeEvolutionSG2020SGaeSGdagTdcW 8.3 26

120
placklistingGvariantsGcommonGinGprivateGcohortsGbutGnotGinGpublicGdatabasesGoptimizesGhumanG
exomeGanalysisUGProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaSG
2019SGXXdSGgcWTgcg

11.5 26

119 TreatmentGofGcytomegalovirusGinfectionGorGdiseaseGinGsolidGorganGtransplantGrecipientsGwithG
valganciclovirUGTransplantationeProceedingsSG2005SGaeSGgbgTcX 1.1 25

118 PrivacyTpreservingGgenomicGtestingGinGtheGclinichGaGmodelGusingGvwVGtreatmentUGGeneticseineMedicineSG
2016SGXfSGfXbTYY 8.1 25

117 odverseGsventsGtoGontiretroviralsGinGtheGκwissGvwVGqohortGκtudyhGsffectGonG~ortalityGandGTreatmentG
~odificationUGAntiviraleTherapySG2007SGXYSGXXceTXXdb 1.6 24

116 TheGqharacteristicsGofGveterozygousGProteinGTruncatingGVariantsGinGtheGvumanGuenomeUGPLoSe
ComputationaleBiologySG2015SGXXSGeXWWbdbe 5 23

115 TheGassociationGofGgeneticGvariantsGwithGhepaticGsteatosisGinGpatientsGwithGgenotypeGXGchronicG
hepatitisGqGinfectionUGDigestiveeDiseaseseandeSciencesSG2012SGceSGYYXaTYX 4 23

114 qounteractionGofGvzoTqTmediatedGimmuneGcontrolGofGvwVTXGbyGNefUGJournaleofeVirologySG2010SGfbSGeaWWTXX6.6 23

113 vepatitisGqGtrialsGthatGcombineGinvestigationalGagentsGwithGpegylatedGinterferonGshouldGbeG
stratifiedGbyGinterleukinTYfpGgenotypeUGHepatologySG2010SGcYSGYYbaTb 11.2 23

112 vumanGgeneticGandGimmunologicalGdeterminantsGofGcriticalGqéVwrTXgGpneumoniaUUGNatureSG2022SG 50.4 23

111
ossociationsGbetweenGconsumptionGofGdietaryGfibersGandGtheGriskGofGcardiovascularGdiseasesSG
cancersSGtypeGYGdiabetesSGandGmortalityGinGtheGprospectiveGNutriNetTκantˆ'GcohortUGAmericaneJournale
ofeClinicaleNutritionSG2020SGXXYSGXgcTYWe

7 21

110 onalysisGofGstopTgainGandGframeshiftGvariantsGinGhumanGinnateGimmunityGgenesUGPLoSeComputationale
BiologySG2014SGXWSGeXWWaece 5 21

109 ViralGgeneticGvariationGaccountsGforGaGthirdGofGvariabilityGinGvwVTXGsetTpointGviralGloadGinGsuropeUGPLoSe
BiologySG2017SGXcSGeYWWXfcc 9.7 21

108 ViralG~etagenomicsGinGtheGqlinicalGβealmhGzessonsGzearnedGfromGaGκwissTWideGβingGTrialUGGenesSG
2019SGXWSG 4.2 20

107
sfficacyGandGsafetyGofGuniversalGvalganciclovirGprophylaxisGcombinedGwithGaG
tacrolimusVmycophenolateTbasedGregimenGinGkidneyGtransplantationUGSwisseMedicaleWeeklySG2007SG
XaeSGddgTed

3.1 20

106 rissectingGvwVGVirulencehGveritabilityGofGκetpointGViralGzoadSGqrbRGTTqellGreclineSGandGPerTParasiteG
PathogenicityUGMoleculareBiologyeandeEvolutionSG2018SGacSGYeTae 8.3 19
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105 svaluatingGtheGwmpactGofGtunctionalGueneticGVariationGonGvwVTXGqontrolUGJournaleofeInfectiouse
DiseasesSG2017SGYXdSGXWdaTXWdg 7 18

104 wdentificationGofGκiglecTXGnullGindividualsGinfectedGwithGvwVTXUGNatureeCommunicationsSG2016SGeSGXYbXY 17.4 18

103 oGprivacyTpreservingGsolutionGforGcompressedGstorageGandGselectiveGretrievalGofGgenomicGdataUG
GenomeeResearchSG2016SGYdSGXdfeTXdgd 9.7 18

102 vostGgeneticsGinfluencesGonGvwVGtypeTXGdiseaseUGAntiviraleTherapySG2009SGXbSGeaXTf 1.6 18

101 wmpactGofGphenotypeGdefinitionGonGgenomeTwideGassociationGsignalshGempiricalGevaluationGinGhumanG
immunodeficiencyGvirusGtypeGXGinfectionUGAmericaneJournaleofeEpidemiologySG2011SGXeaSGXaadTbY 3.8 18

100 vzoGtapasinGindependencehGbroaderGpeptideGrepertoireGandGvwVGcontrolUGProceedingseofetheeNationale
AcademyeofeScienceseofetheeUnitedeStateseofeAmericaSG2020SGXXeSGYfYaYTYfYaf 11.5 18

99 odverseGeventsGtoGantiretroviralsGinGtheGκwissGvwVGqohortGκtudyhGeffectGonGmortalityGandGtreatmentG
modificationUGAntiviraleTherapySG2007SGXYSGXXceTdb 1.6 18

98 TheGwnterplayGpetweenGvostGueneticGVariationSGViralGβeplicationSGandG~icrobialGTranslocationGinG
UntreatedGvwVTwnfectedGwndividualsUGJournaleofeInfectiouseDiseasesSG2015SGYXYSGcefTfb 7 17

97 sstimatingGtheGβespectiveGqontributionsGofGvumanGandGViralGueneticGVariationGtoGvwVGqontrolUGPLoSe
ComputationaleBiologySG2017SGXaSGeXWWcaag 5 16

96 βoleGofGoPépsqatGueneGVariationGinGvwVTXGriseaseGProgressionGandGPneumocystisGPneumoniaUG
PLoSeGeneticsSG2016SGXYSGeXWWcgYX 6 16

95 vzoGclassGwGandGywβGgenesGdoGnotGprotectGagainstGvwVGtypeGXGinfectionGinGhighlyGexposedGuninfectedG
individualsGwithGhemophiliaGoUGJournaleofeInfectiouseDiseasesSG2014SGYXWSGXWbeTcX 7 15

94 TreatmentGofGcytomegalovirusGinfectionGorGdiseaseGinGsolidGorganGtransplantGrecipientsGwithG
valganciclovirUGAmericaneJournaleofeTransplantationSG2005SGcSGXefXTYiGauthorGreplyGXefa 8.7 14

93 sxomeGκequencingGβevealsGPrimaryGwmmunodeficienciesGinGqhildrenGwithGqommunityTocquiredG
κepsisUGFrontierseineImmunologySG2016SGeSGace 8.4 14

92 βevolutionizingG~edicalGrataGκharingGUsingGodvancedGPrivacyTsnhancingGTechnologieshGTechnicalSG
zegalSGandGsthicalGκynthesisUGJournaleofeMedicaleInterneteResearchSG2021SGYaSGeYcXYW 7.6 13

91 oGnovelGocuteGβetroviralGκyndromeGκeverityGκcoreGpredictsGtheGkeyGsurrogateGmarkersGforGvwVTXG
diseaseGprogressionUGPLoSeONESG2014SGgSGeXXbXXX 3.7 12

90
vwVGpeptidomeTwideGassociationGstudyGrevealsGpatientTspecificGepitopeGrepertoiresGassociatedGwithG
vwVGcontrolUGProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaSG2019SG
XXdSGgbbTgbg

11.5 12

89 uuavavhGaGcompendiumGofGhostGgenomicGdataGinGvwVGbiologyGandGdiseaseUGRetrovirologySG2014SGXXSGd 3.6 11

88 oGpolymorphismGinGtheGvqPcGgeneGassociatedGwithGvzoTpQceWXGdoesGnotGrestrictGvwVTXGinGvitroUGAidsSG
2010SGYbSGXccTe 3.5 11

(2010-2017)
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87 NeonatalGuroupGpGκtreptococcalGriseaseGinGétherwiseGvealthyGwnfantshGtailureGofGκpecificGNeonatalG
wmmuneGβesponsesUGFrontierseineImmunologySG2017SGfSGYXc 8.4 10

86 vumanGgeneticGvariationGinGvwVGdiseasehGbeyondGgenomeTwideGassociationGstudiesUGCurrenteOpinione
ineHIVeandeAIDSSG2015SGXWSGXXWTc 4.2 9

85 retectionGofGnovelGastrovirusesG~zpXGandG~zpYGinGtheGseraGofGfebrileGTanzanianGchildrenUGEmerginge
MicrobeseandeInfectionsSG2018SGeSGYe 18.9 9

84 vzoTpQXbhWYTβestrictedGsnvTκpecificGqrfGTTqellGoctivityGvasGvighlyGPotentGontiviralGsfficacyG
ossociatedGwithGwmmuneGqontrolGofGvwVGwnfectionUGJournaleofeVirologySG2017SGgXSG 6.6 9

83 αuantifyingGuenomicGPrivacyGviaGwnferenceGottackGwithGvighTérderGκNVGqorrelationsG2015SG 9

82 odaptationGofGhepatitisGqGvirusGtoGinterferonGlambdaGpolymorphismGacrossGmultipleGviralGgenotypesUG
ELifeSG2019SGfSG 8.9 9

81 ontiTapolipoproteinGoTXGautoantibodiesGareGassociatedGwithGimmunodeficiencyGandGsystemicG
inflammationGinGvwVGpatientsUGJournaleofeInfectionSG2018SGedSGXfdTXgc 18.9 9

80 rifferentialGwmmunodominanceGvierarchyGofGqrfGTTqellGβesponsesGinGvzoTpQYehWcTGandG
TpQYehWYT~ediatedGqontrolGofGvwVTXGwnfectionUGJournaleofeVirologySG2018SGgYSG 6.6 9

79 oGhighTresolutionGvzoGreferenceGpanelGcapturingGglobalGpopulationGdiversityGenablesGmultiTancestryG
fineTmappingGinGvwVGhostGresponseUGNatureeGeneticsSG2021SGcaSGXcWbTXcXd 36.3 7

78 oGglobalGeffortGtoGdissectGtheGhumanGgeneticGbasisGofGresistanceGtoGκoβκTqoVTYGinfectionUGNaturee
ImmunologySG2021SG 19.1 7

77 vwVGandGsolidGorganGtransplantationhGtheGκwissGexperienceUGSwisseMedicaleWeeklySG2006SGXadSGXgbTd 3.1 7

76 καqhGsecureGqualityGcontrolGforGmetaTanalysisGofGgenomeTwideGassociationGstudiesUGBioinformaticsSG
2017SGaaSGYYeaTYYfW 7.2 6

75 βoleGofGhumanGleukocyteGantigenGclassGwGallelesGinGprogressiveGmultifocalGleukoencephalopathyUG
JournaleofeNeuroVirologySG2010SGXdSGbXTe 3.9 6

74 épportunisticGtestingGforGurogenitalGinfectionGwithGqhlamydiaGtrachomatisGinGsouthTwesternG
κwitzerlandSGYWXYhGaGfeasibilityGstudyUGEurosurveillanceSG2015SGYWSG 19.8 6

73 TrulyGprivacyTpreservingGfederatedGanalyticsGforGprecisionGmedicineGwithGmultipartyGhomomorphicG
encryptionUGNatureeCommunicationsSG2021SGXYSGcgXW 17.4 6

72 oGhighTresolutionGvzoGreferenceGpanelGcapturingGglobalGpopulationGdiversityGenablesGmultiTethnicG
fineTmappingGinGvwVGhostGresponse 6

71 tromGYourGNoseGtoGYourGToeshGoGβeviewGofGκevereGocuteGβespiratoryGκyndromeGqoronavirusGYG
PandemicTossociatedGPernioUGJournaleofeInvestigativeeDermatologySG2021SGXbXSGYegXTYegd 4.3 6

70 qohortGProfileGUpdatehGTheGκwissGvwVGqohortGκtudyGOκvqκPUGInternationaleJournaleofeEpidemiologySG
2021SG 7.8 6
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69 VirosaurusGoGβeferenceGtoGsxploreGandGqaptureGVirusGueneticGriversityUGVirusesSG2020SGXYSG 6.2 5

68 wmpactGofGueneticGandGNongeneticGtactorsGonGpodyG~assGwndexGandGWaistTvipGβatioGqhangeGinG
vwVTwnfectedGwndividualsGwnitiatingGontiretroviralGTherapyUGOpeneForumeInfectiouseDiseasesSG2020SGeSGofzbdb1 5

67 oGpolymorphismGinGtheGleptinGgeneGpromoterGisGassociatedGwithGanemiaGinGpatientsGwithGvwVGdiseaseUG
BloodSG2011SGXXfSGcbWXTf 2.2 5

66
YWXcGusNé~sGWwrsGoNozYκwκGétGPoTwsNTκGtβé~GTvsGwrsozGκTUrYGwrsNTwtwsκGoGqoUκozGβézsG
téβGwTPoGusNsTwqGVoβwoTwéNGwNGβwpoVwβwNTwNrUqsrGvs~ézYTwqGoNs~woUGJournaleofeHepatology
SG2010SGcYSGκbeW

13.4 5

65 oGhighlyGvirulentGvariantGofGvwVTXGcirculatingGinGtheGNetherlandsUUGScienceSG2022SGaecSGcbWTcbc 33.3 5

64 wncreasedGqvwPGPrevalenceGomongstGPeopleGzivingGwithGvwVG2020SG 5

63
rataGprotectionGandGethicsGrequirementsGforGmultisiteGresearchGwithGhealthGdatahGaGcomparativeG
examinationGofGlegislativeGgovernanceGframeworksGandGtheGroleGofGdataGprotectionGtechnologiesUG
JournaleofeLaweandetheeBiosciencesSG2020SGeSGlsaaWXW

4.1 5

62 vwVTXGandGhumanGgeneticGvariationUGNatureeReviewseGeneticsSG2021SGYYSGdbcTdce 30.1 5

61 wnterferonGlambdaGaVbGpolymorphismsGareGassociatedGwithGowrκTrelatedGyaposiNsGsarcomaUGAidsSG
2018SGaYSGYecgTYedc 3.5 5

60 NoGsvidenceGforGossociationGofG˛†TrefensinGuenomicGqopyGNumberGwithGvwVGκusceptibilitySGvwVGzoadG
duringGqlinicalGzatencySGorGProgressionGtoGowrκUGAnnalseofeHumaneGeneticsSG2017SGfXSGYeTab 2.2 4

59 sffectGofGtcGβeceptorGueneticGriversityGonGvwVTXGriseaseGPathogenesisUGFrontierseineImmunologySG
2019SGXWSGgeW 8.4 4

58
qontributionGofGueneticGpackgroundGandGrataGqollectionGonGodverseGsventsGofGontiThumanG
wmmunodeficiencyGVirusGOvwVPGrrugsGOrhohrPGqlinicalGβiskGκcoreGtoGqhronicGyidneyGriseaseGinGκwissG
vwVTinfectedGPersonsGWithGNormalGpaselineGsstimatedGulomerularGtiltrationGβateUGClinicaleInfectiouse
DiseasesSG2020SGeWSGfgWTfge

11.6 4

57
WholeTexomeGκequencingGforGtheGwdentificationGofGβareGVariantsGinGPrimaryGwmmunodeficiencyG
uenesGinGqhildrenGWithGκepsishGoGProspectiveSGPopulationTbasedGqohortGκtudyUGClinicaleInfectiouse
DiseasesSG2020SGeXSGedXbTedYa

11.6 4

56 oreGprivacyTenhancingGtechnologiesGforGgenomicGdataGreadyGforGtheGclinicmGoGsurveyGofGmedicalG
expertsGofGtheGκwissGvwVGqohortGκtudyUGJournaleofeBiomedicaleInformaticsSG2018SGegSGXTd 10.2 4

55 sasyGandGoccurateGβeconstructionGofGWholeGvwVGuenomesGfromGκhortTβeadGκequenceGrata 4

54 wmmuneGProfilingGsnablesGκtratificationGofGPatientsGWithGoctiveGTuberculosisGriseaseGorG
~ycobacteriumGtuberculosisGwnfectionUGClinicaleInfectiouseDiseasesSG2021SGeaSGeaagfTeabWf 11.6 4

53
TelomereGzengthSGTraditionalGβiskGtactorsSGtactorsGβelatedGtoGvumanGwmmunodeficiencyGVirusGOvwVPG
andGqoronaryGorteryGriseaseGsventsGinGκwissGPersonsGzivingGWithGvwVUGClinicaleInfectiouseDiseasesSG
2021SGeaSGeYWeWTeYWed

11.6 4

52 qorrectingGforGPopulationGκtratificationGβeducesGtalseGPositiveGandGtalseGNegativeGβesultsGinGxointG
onalysesGofGvostGandGPathogenGuenomesUGFrontierseineGeneticsSG2018SGgSGYdd 4.5 4

(2018-2020)
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51 κequenceGolignmentGThroughGtheGzookingGulassG2018SG 4

50
βapidGProgressionGofGyidneyGrysfunctionGinGPeopleGzivingGWithGvwVhGUseGofGPolygenicGandGrataG
qollectionGonGodverseGsventsGofGontiTvwVGrrugsGOrhohrPGβiskGκcoresUGJournaleofeInfectiouseDiseasesSG
2021SGYYaSGYXbcTYXca

7 3

49 κusceptibilityGtoGinfectionGinGearlyGlifehGaGgrowingGroleGforGhumanGgeneticsUGHumaneGeneticsSG2020SG
XagSGeaaTeba 6.3 3

48
qontributionGofGueneticGpackgroundGandGqlinicalGβiskGtactorsGtoGzowTTraumaGtracturesGinGvumanG
wmmunodeficiencyGVirusGOvwVPTPositiveGPersonshGTheGκwissGvwVGqohortGκtudyUGOpeneForumeInfectiouse
DiseasesSG2016SGaSGofwXWX

1 3

47 suropeanGgeneticGdiversityGandGsusceptibilityGtoGpathogensUGHumaneHereditySG2013SGedSGXfeTga 1.1 3

46 vwVGlipoatrophyGandGmosquitoGbitesUGClinicaleInfectiouseDiseasesSG2002SGabSGYffTg 11.6 3

45 wncreasedGprevalenceGofGclonalGhematopoiesisGofGindeterminateGpotentialGamongstGpeopleGlivingG
withGvwVUUGScientificeReportsSG2022SGXYSGcee 4.9 3

44 ViralGgenomeGwideGassociationGstudyGidentifiesGnovelGhepatitisGqGvirusGpolymorphismsGassociatedG
withGsofosbuvirGtreatmentGfailureUGNatureeCommunicationsSG2021SGXYSGdXWc 17.4 3

43 ossessingGtheGimpactGofGnonTpharmaceuticalGinterventionsGonGκoβκTqoVTYGtransmissionGinGκwitzerland 3

42 vostGuenomicsGofGtheGvwVTXGβeservoirGκizeGandGwtsGrecayGβateGruringGκuppressiveGontiretroviralG
TreatmentUGJournaleofeAcquiredeImmuneeDeficiencyeSyndromesenw999oSG2020SGfcSGcXeTcYb 3.1 3

41 qitizenTcenteredSGauditableGandGprivacyTpreservingGpopulationGgenomicsUGNatureeComputationale
ScienceSG2021SGXSGXgYTXgf 3

40 TheGriskGofGqéVwrTXgGdeathGisGmuchGgreaterGandGageGdependentGwithGtypeGwGwtNGautoantibodiesUUG
ProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaSG2022SGXXgSGeYYWWbXaXXg11.5 3

39 veritabilityGofGtheGvwVTXGreservoirGsizeGandGdecayGunderGlongTtermGsuppressiveGoβTUGNaturee
CommunicationsSG2020SGXXSGccbY 17.4 2

38 vzoTpwbGidentifiesGaGpopulationGofGvwVTinfectedGpatientsGwithGanGincreasedGcapacityGtoGcontrolGviralG
replicationGafterGstructuredGtreatmentGinterruptionUGHIVeMedicineSG2012SGXaSGcfgTgc 2.7 2

37 odaptationGonGaGgenomicGscaleUGELifeSG2015SGbSGeWdXga 8.9 2

36
aGwzYfpGPézY~éβPvwκ~GwκGoκκéqwoTsrGWwTvGwNTβovsPoTwqGwκuGsXPβsκκwéNGoNrG
PsuwNTsβtsβéNToVβwpoVwβwNGβsκPéNκsGβoTsGwNGqvβéNwqGvqVGwNtsqTwéNUGJournaleofe
HepatologySG2010SGcYSGκY

13.4 2

35 PWfTWdGzpUGoGgenomeTwideGassociationGstudyGofGhostGgeneticGdeterminantsGofGTGcellGresponsesGtoG
theG~βyodcGvwVTXGgagVpolVnefGvaccineGinGtheGκTsPGtrialUGRetrovirologySG2009SGdSG 3.6 2

34 vowGtheGvumanGuenomeGqanGPredictGβesponseGtoGvepatitisGqGTherapyUGCurrenteHepatitiseReportsSG
2010SGgSGXTf 2

Jacques Fellay
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33 oGmitochondrialGmutationalGsignatureGofGtemperatureGinGectothermicGandGendothermicGvertebrates 2

32 sstimatingGtheGrespectiveGcontributionsGofGhumanGandGviralGgeneticGvariationGtoGvwVGcontrol 2

31 qitizenTqenteredSGouditableSGandGPrivacyTPreservingGPopulationGuenomics 2

30 sxploringGtheGinteractionsGbetweenGtheGhumanGandGviralGgenomesUGHumaneGeneticsSG2020SGXagSGeeeTefX 6.3 2

29 tamilialGsegregationGofGgroupGpGstreptococcalGinfectionGinGaGconsanguineousGkindredUGInternationale
JournaleofeInfectiouseDiseasesSG2016SGcXSGYYTYb 10.5 2

28 vumanGgenomicsGofGacuteGliverGfailureGdueGtoGhepatitisGpGvirusGinfectionhGonGexomeGsequencingG
studyGinGliverGtransplantGrecipientsUGJournaleofeViraleHepatitisSG2019SGYdSGYeXTYee 3.4 2

27 risseminationGofGisGassociatedGtoGaGnullGvariantGthatGlimitsGantigenGexchangeGviaGtraffickingG
extracellularGvesiclesUGJournaleofeExtracellulareVesiclesSG2021SGXWSGeXYWbd 16.4 2

26 TrulyGPrivacyTPreservingGtederatedGonalyticsGforGPrecisionG~edicineGwithG~ultipartyGvomomorphicGsncryption 2

25 TheGinfluenceGofGhumanGgeneticGvariationGonGspsteinTparrGvirusGsequenceGdiversityUGScientificeReports
SG2021SGXXSGbcfd 4.9 2

24 wmmunologicalGlessonsGfromGgenomeTwideGassociationGstudiesGofGinfectionsUGCurrenteOpinioneine
ImmunologySG2021SGeYSGfeTga 7.8 2

23 PredictingGtheGéccurrenceGofGVariantsGinGβouXGandGβouYUGJournaleofeClinicaleImmunologySG2019SGagSGdffTeWX5.7 1

22 ~ultidrugGresistanceGandGresponseGtoGantiretroviralGtreatmentUGLancetreTheSG2002SGacgSGYXXbTYXXc 40 1

21 oGgenomeTwideGpolygenicGapproachGtoGvwVGacquisitionGuncoversGlinkGtoGinflammatoryGbowelGdiseaseG
andGidentifiesGpotentialGnovelGgeneticGvariants 1

20 éngoingGevolutionGofGyβopGzincGfingerGproteinTcodingGgenesGinGmodernGhumans 1

19 qorrectingGforGpopulationGstratificationGreducesGfalseGpositiveGandGfalseGnegativeGresultsGinGjointG
analysesGofGhostGandGpathogenGgenomes 1

18 vwVGPeptidomeTWideGossociationGκtudyGβevealsGPatientTκpecificGspitopeGβepertoiresGossociatedG
withGvwVGqontrol 1

17 βiskGofGmitochondrialGdeletionsGisGaffectedGbyGtheGglobalGsecondaryGstructureGofGtheGmitochondrialGgenome 1

16 ueneticGvariationGnearGqXqzXYGisGassociatedGwithGsusceptibilityGtoGvwVTrelatedGnonTvodgkinG
lymphomaUGHaematologicaSG2021SGXWdSGYYaaTYYbX 6.6 1

(2021-)
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15 wmpactGofGrelayingGontiretroviralGTreatmentGduringGPrimaryGvwVGwnfectionGonGTelomereGzengthUG
JournaleofeInfectiouseDiseasesSG2021SG 7 1

14 vumanGgenomicsGofGtheGhumoralGimmuneGresponseGagainstGpolyomavirusesUGViruseEvolutionSG2021SG
eSGveabWcf 3.7 1

13 wdentifyingGandGqharacterizingGTransGwomenGinGtheGκwissGvwVGqohortGκtudyGasGanGspidemiologicallyG
ristinctGβiskGuroupUGClinicaleInfectiouseDiseasesSG2021SG 11.6 1

12 wntegrativeGgeneticGandGimmuneGcellGanalysisGofGplasmaGproteinsGinGhealthyGdonorsGidentifiesGnovelG
associationsGinvolvingGprimaryGimmuneGdeficiencyGgenesUUGGenomeeMedicineSG2022SGXbSGYf 14.4 1

11
κPvNVPvβTGTG~edqoGinGoctionhGsmpoweringGtheGκwissG~olecularGTumorGpoardGwithG
PrivacyTPreservingGandGβealTTimeGPatientGriscoveryUGStudieseineHealtheTechnologyeandeInformaticsSG
2020SGYeWSGXXdXTXXdY

0.5 1

10 UsingGpopulationTspecificGaddTonGpolymorphismsGtoGimproveGgenotypeGimputationGinG
underrepresentedGpopulationsUUGPLoSeComputationaleBiologySG2022SGXfSGeXWWgdYf 5 0

9 uenoκharehGκupportingGPrivacyTwnformedGrecisionsGforGκharingGwndividualTzevelGueneticGrataUG
StudieseineHealtheTechnologyeandeInformaticsSG2020SGYeWSGYafTYbX 0.5 0

8
qoronaryGorteryGriseaseTossociatedGandGzongevityTossociatedGPolygenicGβiskGκcoresGforGPredictionG
ofGqoronaryGorteryGriseaseGsventsGinGPersonsGzivingGWithGvumanGwmmunodeficiencyGVirushGTheG
κwissGvwVGqohortGκtudyUGClinicaleInfectiouseDiseasesSG2021SGeaSGXcgeTXdWb

11.6 0

7 ploodGvirosphereGinGfebrileGTanzanianGchildrenUGEmergingeMicrobeseandeInfectionsSG2021SGXWSGgfYTgga 18.9 0

6
qrafGsxpressionGbyGontigenTκpecificGqrbGTGqellsGwsGκignificantlyGβestoredGcG~onthsGofterG
TreatmentGwnitiationGwndependentlyGofGκputumGpacterialGzoadGatGtheGTimeGofGTuberculosisG
riagnosisUUGFrontierseineMedicineSG2022SGgSGfYXeed

4.9 0

5 wmprovingGpolygenicGpredictionGwithGgeneticallyGinferredGancestryUUGHumaneGeneticseandeGenomicse
AdvancesSG2022SGaSGXWWXWg 0.8 0

4 ueneticGossociationsGwithGβesistanceGtoGvwVTXGwnfectionSGViralGqontrolGandGProtectionGogainstG
riseaseG2012SGaXgTaab

3 vostGgeneticshGfineTtuningGinnateGsignalingUGCurrenteBiologySG2007SGXeSGβcXdTf 6.3

2 vwVGTransmissionGqhainsGsxhibitGureaterGvzoTpGvomogeneityGThanGβandomlyGsxpectedUGJournaleofe
AcquiredeImmuneeDeficiencyeSyndromesenw999oSG2019SGfXSGcWfTcXc 3.1

1 PhylogeneticGestimationGofGtheGviralGfitnessGlandscapeGofGvwVTXGsetTpointGviralGloadUUGViruseEvolutionSG
2022SGfSGveacWYY 3.7
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